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1. G838

AHES 3o E FASstE 3D Eﬂ
Deposition Modeling, €8 & Zd3) 149
Z4A HFEHJAY. FDM 49 3D ZHE =
Butadiene Styrene)2} PLA(Polylactic acid) A
AHE&-Rtt.

714, E35] FDM(Fused
3D ZHE7} ZSd7
F2 ABS(Acrylonitrile
fol E7tad BHHEES

FAREO] BHOIA vlHETA ] fael tha Se7t glout, ABS
ok PLAZE QA0 (AR S Uod S Atk AZHlo] ke SFolY
ou, 3D ZAYL WY 339 WA §FUo] Bk @A 3D
nUY o BAY B/t eFET ot 3D TAYR FAY HHA
T AR AY glol 3D ZAYH %9 ABTAL AT & glglon], &
B LAY BRA ASE AFEA ke Aefolet,

3D ZAY o] BAY Bt A9 A7l meh B APE 2y
W7Le) AE A 1 A amst— WP £ S OIQ—OJ om} &4 B9lE A 2

A @} A=



d7ta4d ESAEQl ABSSF PLAS 3D ZHY AAoA 27 260C %
220C & 715t AJAE HAIA AT, Electrical Low Pressure Impactor
(ELPI, Dekati)E AREste] B9 10 (2 ZHs] J=F A7 XS 4T
A3} ABSS] MMAD(Mass Median Aerodynamic Diameter, &7] 8552
A73)= 0.156 m, GSD(Geometric Standard Deviation, 7]3tESFHA)=
1.5430]199.2™, PLAS] MMAD+ 0.173 m, GSDE 1.481°]31t}. Balb/c
3T3-1-1 AlZE o]&sto] 4 &4, U7t 2 I 714 d+E &+

g A olghe} 2t

do

4

g &

1) FAA}

r
d

N ZAYEE 80% oY XolA ZHA| AAISH 23, DNA % &=
(% tail intensity)o] 24NZEZAQ Mannitol 5 mMoAE 2.15%H 1,
10 mMoA+= 3.05%% FAA &4o] dojuA] tal FAHREZR]
Ethyl methanesulfonate2 1.25 mMOlA+ 18.03%, 2.5 mMOoJA+&=
40.51%% Bt FAA &40] ey AlflR7o] 55Ut ABS?F PLA
= AR 4R = WHo BEEA] Skt

et
filo

2) TS L TE A1 A7

NEZFEARAS A AARIA MEZEFE AAIRE A3, ABS= Al A&
€0] 1.25 ug/mloNA 88.0%, 2.5 ug/mlolA 77.4%, 5 ug/mloNA 84.7%, 10
ug/meoll Al 85.5%%RL, 20 ug/ml olFolA= AEIF AE7F A9 @it
PLAE 40 ug/mi7HA] AlE JZEE0] 80% °]Aolirt.

SAHEZEZE 0.1% DMSOE AREStL, FAHREEE AATRAIEA
A= MCA(3-methyl cholanthrene), WIEZAGA A= TPA(12-O-



tetradecanoylphorbol-13-acetate)E Argsto] =t 55 &RIsH
23, SANZED AYZolAE AXFAHE 2g0] YA $%r, F
Y 2B JelZAAE 96 well % 21 welldld 2Ho] PR o] ARz
o] SEZE ot TS AIHEE0 ABSQF PLAS A2 A ZS
< @RISH 23 ABS= 2.5, 5, 10, 20 ug/mle] &= AHejito|A AZFAA
& 240 %%ﬂﬂ 2otal, PLAE 59 10 wg/molA 22k 96 well § 1
gk 4ol BEEIH.
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uolazojHolE F3ll & 22,2067H9] XW% AR 23 5,041709]
FRARNA ST iy 28 o4 fe] A HHY SF B AAsHA
o EYPE AR 147712 st B4 23, SAAdERS vl 94
di2tollA 28 o] S7F Ak HAEA 1Akl 5570, 84l
2ANAA(FES 1871), 28 o #Ha% fdAes EASA 129A9=

587, 8&Atol= 237N UEHFH 167H). ABS2F PLACIAM S| FA} Heks <

A 2a3t v A], FAHRT dH] ABSE 5 ug/mlolA 10.9%, 10 ug/md
oA 41.7%R1L, PLA= 10 ug/mlolA 1.8%, 20 ug/mollA 18.6% At &

A=A YA o= =R 1YA} FASE FFS Bt
dobdtd 94X HMGA1, HMGA2, MPP6, RBM3, ZWINT, RAN,
WT1, Aurora-AE WACE AHAZ JAASTRA AHutsS EA4% 2
_]

7 wio]3&2 RNASF #&sto] & JJ A7l HMGA19 HMGA2E= ¥4
oAM= SR tH] B 1930 242 4.687H, 5.324] =L
A, IAEA gl A7 2.49HH, 2.324, IAER 25U A

1.3281, 2.514) &=ko ABS9} PLAE 2% 24U ZF39] Zfo]E Ho]
ookt RBM3+ £ A ollA At Rl = SR Zpol7t glle
L, ABS 5 ug/md Aol s HAEZ 1¢A), 7R 9 25U BERO Az
7 SR tiH] 3.66H, 3.204, 3.748] =A YErHT. MPP6= ABS 5
ug/meoll A LAEZ 143}, 793 E 25U = 242 SR v
stof 0.338f, 0.2848), 0.38812 kTt Aurora-A, WT1, RAN, ZWINT+=

A



2% FPYZZT ABS 9@ PLA EFOA §A4AF WA SAg R div]
28 o4 E= 0.58 olok= AT Glucose £22FS SHT 23 FA4H
ZFL SAYRFE g4 155.2%%3, ABSE= 2.5, 5, 10 ug/md

136.9, 142.2%%93, PLAE= 5, 10, 20 ug/molA Z+2Z- 142.5, 128.0,
131.0%c}.

1-493214 ABS ¥ PLAb SAYz I §ogt 2o
gk, FHetA Ha} SRIAIFA PLA 5 ug/ml 2 10 wg/mloA AZ2F4
27401 96 well T 27 1704 &RI%|4L, vpo]ZRojH|o|et HAIZE A

r_>|i'

Fas AHUGARNA PR ZO] WAL AFS A sk §
A7k SAHE A 52 wEst WSS s WAT Sk gl
S8 AA9 B 189 NPT U 3D 2UY naEE0l ke AUE

ABS ¥ PLA ZEHIE AZE ARHESE 3D ZHY 2 A YASk= JAHT
=49 Ao tigt V2P K E At 3D ZA9 Y S5 A=
B7¥sl7] fIRt F7H4Q A9 72 RE B8 7HeT Ao R woHLh

= @ 042) 869. 8532

® F-mail limch@kosha.or.kr
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[2] 1-13] PLA X2|Z0IA2 KEGG B AR wevvererrrrirnnennns
[2& 11-14] W8 AY GAPDH QMAt Z2t0|0 =7 ZQl oo
[T 11-15] HMGA1 % HMGA2 QER} LBH|E -woovveveeeeerons
[JEE! |||—16] RBM3 2 MPP6 LXK} HSHH|E «eeeeererrrmernnnenness
[2 11-17] Aurora-A, WT1, RAN 2 ZWINT SFX &aiH|g
[2 I1-18] Glucose AZZFN| O|X|[= GG roervrvrmmnn

3D Z2fE A YR 013t Aty =29

HIOIA
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3D ZHE T 33 1Y dAHelHE 7Hte R EEH, 55, F°| T

= A5 (layer-by layer)2=2 ol 28 32k AAE FA
ustt}. o714 A SA R(additive manufacturing, AM)ZHaL
g 71&2 714 7 5= &t dAE A=EAY Z= 4
AF 7F3-(Subtractive manufacturing)®} ¥Hj=El= 7fgo|tt. 8845 29
@ HAI(FDM, Fused Deposition Modeling), &8 A ¥4 (Polyjet), 3733+
A A 28 "A(SLA, Stereo Lithography Apparatus), 41812 #o]A]
AZA "FA(SLS, Selective Laser Sintering), HXE I A7 2(DLP,
Digital Light Processing) 5 TF¥sHAl i 3D ZdY 7|& 5 el
EZ 435t= FDM A2 AT Bt ofy e}t ARgo] 11 A% £ot
Mg = wWo] HEEil gloh 3D Z-EY Hgo glof fugtoA=
W&o AREEE FE7F 20.5%% 7FE £29 FDM W49 ZHE7E F2
B AHANLIEALSTASE 2021, F37]&d#4218d 2019). 3D
LA = gt 7Y AFA(ETLEY DY 2577 A= AR
&= 9|, FDM ®4] 9] T2 H+ ABS(Acrylonitrile-butadiene-styrene, ©}
FE2YEZ-FetA-AEH), PLA(Polylactic acid, Z8ZEAD, Nylon
(HLE), PC(Polycarbonate, Z&]7}X H|°o|E), PVA(Polyvinyl alcohol, &
ZH|d ), HIPS(High-impact polystyrene, WEZAA ZZAgH),
TPU(Thermoplastics polyurathane, @7144 Z294#) 5 2 74
d ESAE HEHIETE AREHEH. 5] 70 R IS8 0 % AMEEE &Y
HoAE HE&ZtAH JgEE ABSSE PLAS F2 ARSI Yo IH
I-1).




A0 XLl E2AE]
Ceek | pey |\ T AXILIOIY EapAc

QIX|L|0j2 ZapAE
/ PA PET | PC PPE \ " ISISTS ML =2

/
/
/

PP PE PLA ABS PS PVC

2384 HZ28d

[O8 1-1] cHEXQI S2tAE ZR ¥ EY
PP, Polypropylene; PE, Polyethylene; PLA, Polylactic acid; ABS, Acrylonitrile-
butadiene-styrene; PS, Polystyrene; PVC, Polyvinyl chloride; PA, Polyamide; PET,

Polyethylene terephthalate; PC, Polycarbonate; PPE, Polyphenylene ether; PEEK,
Polyetheretherketone; PEI, Polyetherimide.

54493 : ‘
7] g Y A4S aTske BE 9 xereg Az Aystd. ol
dhe] 225 AR 59 AN 3258 PLAS AR} FHssto] 8
AAoln] ABS Bt ALg31] 43 A Aol

A
3D ZHY IAoA Yrar|E she AR} gt #
A3l 371 7= ¥ AN, 3D T EL HuleEo] 7HEF0Z o]
Foix)7] wizol Yol A& AL E 7= UAAq, FDM X
& gol A= Sm—»] WA A AR S5 olE e ZIH7E AT
A= AZ LA sl FAHJoo & 2022).
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AF7HA] ESAERY faidel #9d IS AFREOIANY oFdF
(Z1mmerman 2021; Yong & 2020; Dube & 2023; Baj 5 2022) &2
F2 3o vX= otggo|dtHThompson 5 2009; Narancic &
2019) ETHAEHY A7 ko ot Ut EY HIE7|E Shou
(Barguilla 5 2022; Unwin 5 2012; Domenech 5 2023), o]= &t~
g oA E= EHAY9 TeS £ sk= 7HaAo] tidt A2 Z(IARC
1986), ZetAE ApAo] gt WY F86H thFo AR = et wet
A o|Hof HRH At AgEVOZE 3D TAYT 85470 Qlu} TA
£ Ad d2A7= A2 At =94 H|eF k= o] E &A]7} 3l 3D
gy A IFYS ABT & JAHEAF 5 2022).

ole} o] YR Sl AIHYA, 3D LAY AL ST LA
oA ol MR Bt Q7] AZKE XeE Agdold PHRThE o
B2Ql 2] © F24 ¥ A%o] UolA 3D ZeUY 2 A Fol} BL
D% ol A & U0l 2L SFAHIAG 5 2022). B
A A A HEEHE ARt §718A] et Bt QA s wet of

= S ABSY PLAS| YA o+

He S0l g ZiOWr d9o|x= =5k 3D

dY WA A AR 550 AJS WAL FARE ASiY] AEe
A

AJst7] A= 3D TR I FAI] T2 £0°] ofy =} ojAIFH AZtE

B A4 7ol Bt AR 4 e ST AR

+ AlRRbH oty =AY 7MY 7|2AIRS SEE= *]E%*éoﬂ UM =
ABSERE T YA F/4do] PLA UAET =40 Aolths Hilk
A9 (Wojtyla &, 2017), PLA 4AHQ] AlZ=Ao] ¥ ol A EIT
1 FtHZhang 5, 2019). ABS?} PLAS] 587 =42 v|w & kst Ao

o1



2 Hth &, ABS FE AHE9] LCse2 15.0 mg/Io1A 28.5 mg/le]i
(Rukowski 5 1985), A¥&E=0] 240 wg/w'=E =2A171 23 557 4 A
Alofl GAJH ol Ao E4TE doXItkFarcas 5, 2020).

ABS 9 PLAS AEES BA43F Ay, PLA= 18X 249l I-lactide”t
60% olAo =z 7H wWol] AEE Y. 77| 8A 2= methyl methacrylate
7V 1% AHEE3, acrolein, acetic acid, n-butyl alcohol, toluene,
styrene 5= AEFAT}E. ABSE styrene®] 50% ©J4}, ethylene benzene
o] 20% ooz 7F wWo] HEEHUI acrolein, toluene, xylene,
phenol T& A HAEHJUY I&EA =F=+= 7.7-dimethyl
1,3,5-cycloptatrine. propyl benzene 5°| AEHUAHH 2 5 2019).

3D 9] AT A= oFA7HA| HalH v gle o2 vt 4
2F &5t /A= S =] dizol AlZeg AA=oA AgE 2 A+
ESE A IS A5 olle AT oy ABEE 5 HAUEES
AHEE FadletEs ¥y A 2 B7F 3 A=HIATA, Integrated
Approaches to Testing and Assessment)) & 2] W/JF7t A
A Z271SAS e 7HeA ERld ==ol 2 & Sl ALSE V|dEHo
(Benigi & 2011; Luijten % 2020; Jacobs & 2020).

o









X1 HEFAH

1. A2 H ANESE 2

>
0o

Acrylonitrile Butadiene Styrene(ABS) ZZHE(Cubicon, white)2}
Polylactic acid(PLA) Z&FHIE(Cubicon, white)E 3D ZHE AX|o]A Z+
7 260C 9 220CE 7hdsto] JAE TBAIZRH. 3D =" AX= 7H
WA E QA 42 Electrical Low Pressure Impactor (ELPI, Dekati)
2 £9 10 L= 2ysto] JRFEAY A7 EEE S5, 7 g
ZAHE AX}= Dimethyl sulfoxide(DMSO, Invitrogen, D12345)°] 40 mg
/2 =0 Y5 Hysto] ARESHAIH.

2. MIEF T I MEALY

JCRB(Japanese Collection of Research Bioresources Cell Bank)Z5
g Balb/c 3T3-1-1(JCRB0601) AZZE2 W= Agiz st 10 o]
M10F 8idH(Minimum Essential Medium(MEM, Gibco 11095-080),
10% Fetal Bovine Serum(FBS, ATCC 30-2020), 100 unit/m{
penicillin-streptomycin(CytivaHyclone SV30010))2.2 13] A|&3t &
10 (& M10OF #i¥Ho] 71 75 af Z=tAF(Thermo 156499)0f €3l 5%
COz, 37C9 CO; HiY¥7I(Thermo 51030303-TIF)OAl A|lZUE=7}
70~80% ol =2 w 7HA] gt &, 5% DMSO7F xghd MIOF Hi
Foo] 5x10° cells/mlZ 1 mf# HF3F 5 © ;‘4]11/\01] Hsto] QA] A}
&otelth. HigE Axe Aldls 4SdS AAT & dg/rt1vlEo] 239ty



ZM(Calcium-magnesium free PBS, Gibco 10010-23)
2 13] MAETH &, Trypsin-EDTA(Gibco 10010-23) 1.5 m{& Y1 CO,
=7

2
10 = 3L & 3] vhEsto] msig(EigaS w3lo] ¥ vle= 24) 7t
T 15 ml FEO] €1 4ToA 587F 1000 rpmeE ¥4lE] tof(Hanil
Combi S14R) 5o ot 9= Trypsin-EDTAE AH|A 5= WHOZ ¢
FE A

Q.

, AR ZEZL d-Mannitol(Sigma M4125), FANZEZLS Ethyl
methanesulfonate(Sigma M0880)E AHE5}3tt.

A BEE 20% T4 5E(Cy) o139 sZolA ZHAIgo] =3E &
NEF AR ZF A& dis) AZ5dAES AAISHAH. MI0OF Hi<F
Holl A wiFE MEZE 1x10° cells/mE 3t 96 well plated] Zt well &
100 WA €31 CO; 7104 37ColA shF &<t vt & gi=2E4d 4
AFEEAS A5ttt AzAdEs2 x4 2 AFEES 4A17F A2t
T AAgE Ao 2 A E WST-8(AssayGenie, MAE0207-500)& YL
450 nmolA EB=E SHsto] (11 1I-119 FHe=E A4Sl

ODsample = ODblank
el ool rate (%) = p 100
ell survival rate (%) ODcontrol = ODblank i

[23 O-1] MEYES AL Sy

10



FUAEL 24 9 AEEE S 4N A & Zdw/vtadse] g
=  AEEN(Calcium  Magnesium  free  Phosphate  Buffered
Saline(PBS))2.& 13] MA35}1, Trypsin-EDTAE TA| 23} 3F AL AL_S
Attt SN2 F NEZE= PBSE 1x10° cells/mlE A3 3 LMAgarose
(Trevigen 4250-050-02)2F 1:109] H|E&EZE EFS T Comet slide
(Trevigen 4250-050-03)°1 60 @ Bolxa %t} Comet slideo] F2HH
M 2= 4T 9 lysis solution(Trevigen 4250-050-01)°14 4087t &3jA171
T A 8N (Sodium hydroxide 0.3 mM, 1 mM EDTA)oA] ThA] 30&

b Azete] DNAS &3 21 VIIA 30&3t A7|9s sttt d7198s &

Comet slidex 28232 23] AAst 70% oJer2oA 587 143 &
SYBR™ Gold Nucleic Acid Gel Stain(Thermo Fisher S11494)0.& &

StAT. dAE A2 F3dudez WEst] % tail intensity Fh< 4

stk

4, HAIrSdE

[

ol 21 71X 3L

— [

]

de7tsAd &9 2 71" A3t= DFSF vl (Dulbecco Modified
Bagle Medium/Ham’s F12(DMEM/F12, Gibco 11320033), 5% FBS,
100 unit/ml penicillin-streptomycin)o| A BiFH AEZE AREsto] 42593}
dth SAGREAZE DMSOE AFL5I9 T, FAUREA 2L drol/iA g
A= 3-methyl cholanthrene(MCA, Sigma-Aldrich 213942), 2t
EZAAA A= 12-O-tetradecanoylphorbol-13-acetate(TPA, Sigma-
Aldrich P8139)5 Zt7Z} ARSIt

Td7Fsd &9 2 71A A+ AEZSZAEE AAlste] 1 235 7%
2 5o AHEdY AYsEE ZASHIHIH 1-2). DF5SF HigHo
4,000 cells/m{Z W& AEZE 96 well plated ZF well § 100 WA 2z
COz HiF7|o|A HiFSH7] AlARE d= Day 0= 5tof, ‘:1‘-_}%}7]1/\]7]?_}([)35’ 1

11



oA Day 4)3 &IZA7|7HDay 8914 Day 11) ¢ AFELE A3
5 WST-8& ARgslo] MZAZES AMESIFTHad 1I-1).

/A @ treat (MCA or ABS/PLA;
A @ treat (TPA or ABS/PLA)

A medium change

Seeding Cytotoxicity assay

[O3 O-2] E7tsy &ol R 7|nei? S8 Al 2F

1) AZFAAY Feherd gl

Mzgddet geistd &1 442 [O19 [1-3]3 £t Day 0°] 96 well
plate®] Zt well & 4007129 A|lZE €11 CO, HiF7]oNA wigst7] Al&ts
o] Day 15§ Day 474 347te] LA7NA] 713t} Day 8B Day 217H4|
o] 1347kl IAFA7ZE &<t ZF 7|17t0] sfigots HEEEY AFgEES
AEet & Day 399 Fe|eh2l WS SRIstutt. FEehd] Sl HiQ
d NZE He-&(Merck 1.06009.1011D)Z 18 & 5% Giemsa FAAY
(5% Giemsa solution(Muto pure chemicals 1500-3), 95% Buffer
tablets pH 6.8(Merck 1.11374.0100)2.2 A4t & Fefjstz] oj4fof o
3 2FFH7E Tl A= A AJFE 7|ELE RIS

O

o

==

Day 0 7 14 21 28 35 39
L |
- N T O O O Y M O
H@) @ [Tt [t rrrl
TA A A A A A A A A A A :
Seeding CTA assay

A\ @ treat (MCA or ABS/PLA; A @ treat (TPA or ABS/PLA); A medium change

(22 1-3] MEETHE HEfars o AY U

12



2) utolazoldo] g% B4

npo]g Zojdo] FHA B4 dHL [ [-4]12F £t Day 09 6 well
plateg AMESt ZF 3 2 well®, ZF well T 8,000709] AZE €11
CO; HiF7Io1A Higst7] AlZste] Day 158 Day 47H4] 397H2 EA7A
Al 7173 sfgsts i2Ed 92 AlgEdE A8 stal Day 858 Day 157t
A 797 AAFA 717k dFote txEd 9 AEES AYslth
ofojazojF o] FA B4 TAEZ 1€92KDay 7)°F 8€AHDay 15)
of 2+ 9 2 welld AT MRFE HotA 53 NEE YA E o] mf
o|A=Aof| oJ=|5te] A5, mlo|AZojdo] Al 33] HHE A[95)o]
HEARY ATE ARESHIH. /44 249 HEE o5 2t Day 9 ¥
Day 159 5% AlZojA] DNAE Ez5to] cDNAE Aoty A
St & U7t cDNA(ss-cDNA)E 35ttt DNAE =3
IS HA3 & DNAE &43Khybridization)sto] FAeH & F4
S BASH9cE ulo]aZojdgo] BEXXgE Affymetrix® Power
Tools(APT)el Z3HE SST-RMA(Signal Space Transformation-Robust
Multichip Analysis)& AFgsto] A3t st & FHA 4229 SST-RMAE
AAloto] APEUYHA-GHRHDEG, differentially expressed gene)s &1}
ATk BAZA Aol HiHIE 7|Eo 2 A4S

Day 0 78 14 15

Seeding

A @; A @; A medium change; 1, RT-PCR assay

[23 1-4] O0IZ20{30] |HEX 2M Y

13



3) WA ARAFTEL ANES

AExzPdaAe 5t TdEH= A4 #Hale HMGAL, HMGA2, MPP6,
RBM3, ZWINT, RAN, WT1, Aurora-A% & 87} §-AAo] dishA 4333}
ATt

AAZE 9AARETSaA A4S (Real-time RT-PCR)S] €AL [18 1T
-5]9} Zt}. Day 0°f 96 well plated] Z+ well F 400709 AZ& €11
CO, HiF7Io1A Bigst7] AlZste] Day 158 Day 474 39719] Ht7
Al 717k} Day 8% Day 2174 13Y47ke] Wot=x17|7F 59t Z+ 7|7k
fFots dxEdat AAEAS Asialt. AATE JHASga A ARt
S wEA 192KHDay 8), 7¥¢*HDay 14), 289*KDay 35)°] SYBR™
Green Fast Advanced Cells-to-Cr™ Kit(Invitrogen)& AF&35to] AA|5}
Aot HigEH AlZ= PBSE 13] AlFsta MZE &ofiste] RNAE &%
F(E&HA 50 w, 5E AY T FAN 5 W AP), EE RNA 10 &
PCR HXHOJA 40 w9 RT Master mixe} &3t & FHAF cDNAE &4
SIHTH37TCOolA 30 E(Stage 1), 95COoA 5F(Stage 2) ®¥hg). T4
DNA %2 PCR %Ho] PCR cocktail 50 @9} 9HAF cDNA 10 S 91
AN AR EA AHEESS oA FEFATH50T 28 13](Stage
1), 95C 10% 13](Stage 2), 95C 3%, 60T 30% HHE 403](Stage 3)).

Day

01 4 78 1" 1|4 18 21 25 28 32 35
z . A
A A A A A A A A A A

Seeding

A\ @ treat ; A @ treatt A medium change

(23 T-5] UAIZt HHASEEA eI A

14



4) Glucose 21 =4

Glucose 2R% &4 4AL2 19 [1-6]7 Zt}. Day 0°f 96 well plate
o 7t well & 400719 AIZE Y3 CO; HIYZIONA HiFst7] Al&Fstod
Day 158 Day 4714 3947t9] ©A7WAI717t 2 Day 87¥ Day 21704 13
A7ro] IAEA717E 5<t ZF 7|7to]| siFots 22T AdEdE AT
Sttt Day 213 Day 259l phenol red’t AAE DFSF HIGH
(DMEM/F12(Gibco 21041-025), 5% FBS, 100 unit/md
penicillin-streptomycin)= g1l 2t 4947t wieFstitt. Day 25°& €Ol
& Glucosed] &= Day 299 Wi A5 2 Glucose ¥= 75t
Glucose ARZFHE oAt Glucose ¥ Glucose  assay
kit(Sigma-Aldrich GAG020)& ARg5lo] =43t

Day
01 4 I7 11 1|4 18 2|1 25 29
H @ 2 H-HHHH
A A A A A A v | |
t
Seeding

A @ treat ; A @ treatt A medium change; V phenol red free medium change

[d2! 11-6] Glucose AR =X UM
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5. 84 X

FOAY 9 AZFHATAEY s=2d8S AT AEz=HAEd0= 3
T EEQAE Aot IR BASHT ZWAY A 4 OF 9
1007 olAFe] AZE iAoz % tail DNA #S =73
I A 25% Y oY 25% FFOE IS E FEA|5FAL
Z-ge|A JS5S AAsHY Foidth. FAAY 2HE @ chi-square
test® ASoFA mholAEojg o] AlFARY FEH7HData quality
check)= AlEd wd HiE wjEOS ZO}%;F 259 FQ]S, 7529,
gk, A ol&sto] AlgHoR RISk, 7 Alm 7+ A
ol& AIATE ERIsto] Akt AR M E
TG vi=E ®HASIA. HAAE AASTEaL AHEHS
2t i) HEF9 vi-E BI5ET. Glucose ARTFL 19 EA

- AAE Fotol foHS Flstent,

gl
ol

1
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X1 HEFAH

1. A2 H ANESE 2

oot

l|:1

3D =Y AA|E o]gst AFELS WA A7 ABSY AHHA+ &
7198t A% (Mass median aerodynamic diameter, MMAD)< 0.156 (m,
713t EEHAHGeometric standard deviation, GSD)= 1.5430]%loH,

PLAS] MMADX: 0.173 m, GSDE 1.481°]9th( 18 MI-1).

A Cumulative mass_ABS B Stage mass_ABS
120 / A0
£ 100 [ ERE R R & an
2 80 b g
£ 60 ) g 20
gl _'C 2 ‘C
= o
£ s 2 _- .
= o -
I 0 — rq c.! (=T - c! W~ @
S PP ARt A n =] = r'1kf'D\-T!\—..\3.\—’!
(=] LR v . it (=] (=] o O (=] - oM w
Fartyicle size Particle size (um)
C Cumulative mass_PLA D Stage mass_PLA
1 40
= 80 L] 2
2 s = 20
= - =
o 40 o Q10
= o
z 0 b & o
._':“" - N MW O O3 g G o= W~ 3
3 0.001 001 01 1 10 2 999 = - oMb s g o;m
o Ly (0 L u o O O O &S O O O O & — oo

Partyicle size Particle size (um)

[O3 m-1] ABS ¥ PLA Z2lg ixje| 37| 2%

A, Cumulative mass of ABS; B, Mass size distribution of ABS; C, Cumulative mass
of PLA; D, Mass size distribution of PLA.
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FUAHY FEAAS A5t NZESAAAE A= (19 [M-219F Zo Al
Z=AGAY Ayt SAHREAR] MannitolS AZEjF A|FoA dukygo
2 1 2 ALHEE 10 mM 7HA], FAYPREZQ  Ethyl

methanesulfonate®] MZZE4L 5 mM 7HA] MEAEE0] 80% °]40IA
THZE IM-24). FHAELS 20% U9 AlEZ54 s=oA $35tes A
Stal Qlo] & dAoA = FA4HE2E2]] Mannitol 10 mM¥} 5 mM, &
A ZEZAQ Ethyl methanesulfonater= 5 mM¥} 2.5 mMoA ZHA|E
35t PLAS AlZABEE2 50 wg/mlolA 91.7%, 100 ug/mlolA
80.3%, 200 ug/mleNA 65.1%, 400 ug/mlolA 60.8%ATt. ABS= 50 ug/ml
ol 83.6%% WEgo] 80%= WO, 100 ug/molAE 62.6%, 200 g/
o A= 42.0%, 400 ug/mlolA= 10.2%=2 sk Q&EF07 MEYES 7
A5 BEJHIY IM-2B). olg3t 23& +AZ ABSe PLA X5 50 ug/ml
T2 A4 3191, 5 4 ASE2E 25 wg/mle 12.5 ug/mE

fo
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ol
i)
o
=)
)
>
O
o2,
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1o
__>E44
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ri
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fuj
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E_E
[
o

2 EZQ! Mannitol 5 mM A A] X Fro] FYa
10 mM A= AlolE 3.05%%2 S4WE2LY] 20 iR, Fadz=
2%l Ethyl methanesulfonateE #2|3 o= 1.25 mMoA] 18.03%,
2.5 mMoJA= 40.51%%2 SR} Bluste] FEit 2ol Hol I
A 212 35T A2 =AY M-3C ¥ D). ABS®F PLAE
12.5, 25, 50 ug/ml = A7 A] BFoA FAA 4402 IS 5 A= &
27F WAYSHR] QeI MM-3E 2 F).
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160 160
120 | 120 -
= B0 I = 20 I
£ £
o o
B v}
- =
5 an a an -
—O— Mannito
N Ethhy Methanesulfonate ~
0.16 031 063 1.25 25 5 10 25 50 100 200 400 200
pug/mi pg/mi

[O3 m-2] YA SEEHS 2t MEYEE A™ Z2at

A, Controls; B, Test materials.



lgg L] 5mm 100 D 1.25 mM
80 [ 10 mm zg 2.5 mM
=3 z
F 70 -
g o $ 60
£ 50 £ so .
= 4 . @
o m
:;': i S 30 ¥ 7z
T = w | R g
10 o | Bz
l:l E ﬁ 1 E ﬁ | ':I -

14 E [] Mannital 14 F [] mannital

1 12.5 p='mil i 12.5 peiml
25 p='mil 25 pziml

10 50 p='mil 10 50 p=iml

[=1]
[=1]

% tail intensity
(=]

% tail intensity
oa

L
)\

}cmxzz*mme}

=T I

[23 IM-3] ABS ¥ PLAS| FSIAIF Zut

A and B, Representative comet images of negative control (A) and
positive control (B); C and D, Results of negative control Mannitol (C)
and positive control Ethyl methanesulfonate (D); E and F, Results of test
materials ABS (E) and PLA (F).
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D) AZZERE sSAAE

96 well plated] Z+ well & 400712 AIZE €1 AIFEL/HREALS
Al 717K Day 1~4)3 7] LAEZ 717H(Day 8~11) &+ Astal
AEZEAS ZQIst A3te [O9 M-419 2ot AZZAHATA TS AT Al
ZEAAFNA SAUYZELEE 0.1% DMSOS AMRSI¥on, FAYRE
A2 = dHRAIZ|ZH = 1 ug/ml MCAE, T4EA7|7H= 50 ng/ml TPA
£ A5ttt SAHREE AP Al AEZYSES 106.1%°]10 3L HATHA|
71Ztolli= MCAE Agstal EAEX17|Ztol= TPASE A7t 3% A=ZBE
£ 82.2%JTHH MM-4A).

ANEEAS AZEGAEL 1.25 ug/mlolA 40 ug/ml HYNA AAISHA
ok 1 A3 ABSO AZAEEL 1.25 ug/molA 88.0%, 2.5 ug/miolA
77.4%, 5 ug/moNA 84.7%, 10 ug/mloIA 85.5%= 80% ©149] FE=ES
FAISFAL W, 20 ug/ml ool = ALY AESHA] E8kth PLAE E&= AT
SEo|A AlazEAdo] A9 YEhAl 2QtH 1 1M-4B).
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[O3 m-5] H=EH

A and B, Example photo of the morphology of normal cells (A) and transformed cells
(magnification 32x); C and D, Photos of the 96-well plate of normal control cells (C)
and positive control treated cells (D). The Circles in photo D indicates wells of

transformed cells.

NHELE s 3 AEgdAdst Feisty vk #Eg 23 ABS
= 20 ug/ml AETolA AlE7E A JEEHA = welle AR HHA|
wellolA= AZFEAAS o] WEEA A4t 2.5 ug/ml, 5 ug/ml, 10
ug/md Aol A= FEier Wbt W= A A9 tH 1™ 1M-6). PLAE A
23t AFoAE 5 yg/ml A2 L 10 ug/md HEENA 96 well F 2 1
wello| A Fefehd W3}t 20| A=Y o, 2.5 yg/ml D 20 ug/ml A2
A= FEHE 2Ho] BEEHA ASTHIH 1M-7).
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[28 m-6] ABSe| ¥

and 20 ug/md (D).

10 ug/mg (C)

5 ug/md (B)

well plate of 2.5 ug/md (A)

Photos of the 96

, and 20 ug/md (D).

, 10 pg/m (C)

5 ug/md (B)

)

-well plate of 2.5 ug/md (A)

Photos of the 96
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3) nfolazojdlo] HAR B4

olazojdo] 245 S EESHH RAA = F 22,206717F SRIHA
o} o] F SR HwSke] fold change(fc)e] Adigto] 20149 |4
A= 50417095 1 AYE [F5 1]0] UEles o] F Sz 4
2} 147789 tisids B2 ERISHCHIE 1-1, 2).
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[ap mEy Yx wyEKE 0188 YAy BT Wuy o7
x = - -
(2 TI-1) ST fcol HrKZ0| 24l Ofd FZisH UAAZ QEANUUSTI 1UxP
Gene MT | ABS5 |ABS10|PLA10|PLA20 Gene MT | ABS5 |[ABS10|PLA10|PLA20
T [ Aqt =887 -1.96 | -1.17 | -1.29 | =2.99 75 [ Lamb1 224 | 1.02 | 1.15 | 1.03 | 1.25
2 [ Akt2 . -1.29 | -1.15 | -1.96 76 | Lamb2 -1.33 [ -1.33 | -1.13 | -1.10
3 | Birch 2.88 53 | 1.25 77 | Lefl -1.05 [ -1.08 [ 1.47 [ 1.09 | 1.87
4 [Arnt -1.01 13 [ -1.02 78 [ Lrpb -1.67 | 112 [ -1.02 | 1.07 | 2.46
5 [Amt2 -1.18 [ 1.46 | 1.10 79 [Lrp6 =257 -2.00 [ -1.37 | -1.18 | -1.03
6 [ Bcl2ll 1.57 5 | 1.26 80 [ Smad3 =243 [ -1.62 [ -1.61 [ -1.28 | -1.15
7 |Bid 1.35 08 [ -1.44 81 ax 214 | 1.01 | 1.36 | -1.13 | 1.14
8 | Bcl2l11 -1.82 [ -1.22 | -1.70 82 | Mmp2 -1.39 | -1.3T | -1.23 [ -1.02
9 |Brca2 1.89 | -1.01 .07 83 [ Msh3 2.04 [ -1.77 [ =-1.02 | -1.17 | -1.38
0 | Casp? 1.23 | 1.22 01 84 | Msh6 2256 | -1.16 | 1.37 | 1.10 15
1 [Runx1 2.33 [ -1.04 | 1.31 85 | Plcb4 -1.43 [ =1.22 [ =2.01 | -1.70 | =2.04
2 [ Runx1tl -1.21 [ =113 | -1.27 86 | Myc (NIl -1.35 [ 1.85 | 1.07 | -1.34
3 [ Ccna2 229 | 1.45 .00 87 | Nfkb1 -1.25 | -1.37 [ -1.32 | -1.25 | -1.12
4 [ Cend1 1.39 | 1.05 .07 88 [ Pdgfa -1.24 | -1.66 | -1.80 | -1.38 | -1.66
5 | Ccnel 1.57 | -1.22 | 1.23 89 [ Pdafb —2.93 | -1.18 [ -1.22 [ -1.13 | -1.87
6 | Ccne? 2.33 3 26 90 | Pdafra =829 -1.16 [ -1.03 | 1.05 | -1.58
7 | Cdk2 -1. 54 i -1.11 91 [ Pdgfrb -2.06 | -1.30 [ 1.02 .04 61
8 | Cdknia -1. 55 24 .10 92 [ Pim1 3.89 | 1.39 A4 20 .18
9 [ Cdknlb -1. .08 12 .03 93 | Prkca 221 | -165 | 1.17 | -1.00 | 1.06
20 | Col4a2 -2.09 [ -1.03 [ -1.26 | -1.32 | 1.18 94 [ Prkeg -1.66 | 1.07 [ -1.03 [ -1.05 | -1.10
21 | Col4a5 =222 | 1.29 01 [ -1.10 [ 1.60 95 [ Plcb1 =237 [ -1.17 | 1.05 [ 1.05 [ =1.11
22 | Cycs 3.35 52 11 [ -1.18 [ -1.38 96 | Plcb4 -1.43 [ -1.22 [ =2.01 | -1.70 | =2.04
23 | Gadd45a | 4.26 10 19 [ 1.05 [ 1.62 97 [Pld2 =244 -1.64 | -1.31 | -1.03 | -1.05
24 | DIl 1.50 47 90 [ 2.10 | 2.63 98 [ Pml 207 | -122 1 1.09 | 1.03 [ -1.03
25 [ E2f1 2.68 10 A1 [ -1.07 [ -1.06 99 | Ptchi =247 [ -1.89 [ 1.01 | -1.16 | -1.89
26 | E2f3 U7 195 [ 1.41 | -1.44 [ -1.05 00 [ Pten -2.02 | -1.38 .06 [ -1.03 [ -1.08
27 [ Edni —2.47 | 1.29 63 | 139 [-1.17 01 | PtgerT —2.06 | -1.63 [ -1.14 [ -1.34 | 1.04
28 | Eqf =2.26 | -1.21 12 [ =1.00 [ -1.17 02 | Ptger? -2.01 | -1.68 46 | 155 | -1.44
29 [ Mecom 1.41 | -1.24 | 168 | 1.18 | 1.29 03 | Ptgs2 338 | 141 [ 193 | 1.45 | 151
30 | Fafrl 232 | -1.36 | 1.22 | 1.15 | 1.81 04 | Radb1 6.6 123 | 248 | 1.28 [ -1.83
31 [ Fafr2 -1.73 [ -1.45 [ =111 | -1.67 05 | Ralgds -2.66 | -1.05 | -1.15 | -1.02 | -1.03
32 | Figf 233 [ -1.40 | -1.16 | 1.18 | 1.12 06 | Slc2a 299 [ -1.01 [ -1.03 | 1.02 [ -1.17
33 [ FIt3l 130 | 1.01 | -114 [ 1.26 | -1.13 07 [ Stat1 1.92 [ =169 | 1.43 [ 1.01 | -1.01
34 [ Fos =2.20 [ =870 [ -2.26 08 Stat? 1.93 | -1.40 | 1.27 [ -1.00 | 1.44
35 | Fzd5 —2.42 | -1.48 | -1.40 | -1.01 | -1.40 09 [ Tcf711 -1.72 [ -1.02 | 1.01 | 1.29
36 | Gli 1.13 39 [ 187 | 163 | 237 0 [ Tcf/I2 —2.65 | -1.64 | -1.06 | =1.07 | =1.01
37 | Gnb4 3.94 01 [ -1.00 [ -1.33 | -1.64 1 [ Tafbl 347 | -1.57 | -1.04 [ 1.09 | 1.05
38 | Gnad 1.40 50 | 1.69 | 1.60 | 2.51 2 [ Tafb2 4 =2.07 [ -1.91 [ -1.09 [ -1.10
39 [ Gna2 -2.14 26 | =1.31 | -1.13 | -1.31 3 [ Tafb3 —2.01 | -1.76 | =1.29 [ -1.05 | 1.12
40 [ Gng8 =283 [ -1.22 [ -1.29 [ =111 | -1.04 4 [ Traf1 oo 1.08 | -1.04 [ 1.03 [ -1.16
41 | Gsta? -1.38 | -1.47 | -1.61 | -1.40 | -1.03 5 | Traf3 329 [ 1.36 49 17 | 1.46
47 | Gstad =270 127 [ 1.04 [ 1.26 | 1.1/ 6 | Trp53 2.88 | -1.47 | 1.45 05 [ -1.23
43 [ Gstm1 =385 -1.19 | 1.02 | 1.07 | -1.12 7 [Wnt2b -1.15 | 1.93 15 11 | 1.31
44 | Gstm?2 N 1.13 | -1.27 | -1.01 | -1.22 8 [ Wntd —2.61 .33 22 14 [ -1.27
45 | Gstm3 —2.61 | 1.05 | 1.05 17 | 1.05 9 [Wntba 1.30 47 .04 38 | 1.32
46 | Gstmb =232 | 2.03 [ -1.11 05 [ -1.18 20 [ Wnt6 =2.33 [ -1.06 [ -1.32 | -1.44 | -1.81
47 | Gstol 2.40 | -1.07 [ 1.01 01 [ -1.06 21 | Apc2 -1.69 | -1.56 | -1.16 [ =2.11 | -1.74
48 [Heyl 1.50 | =1.11T | =1.36 | =1.28 | —1.64 22 [ Ets1 222 | -1.33 [ 1.30 | -1.11 [ -1.25
49 | Haf 2.28 35 27 | =111 [ -1.14 23 | Gadd4bg | -1.05 | -1.03 | 1.06 | -1.06 | -1.28
50 | Hras 2.10 24 03 [ =1.01 [ -1.34 24 [ Map2k1 211 | -1.10 [ -1.09 | -1.15 | 1.04
51 | Hsp90aal | 2.52 17 31 | -1.00 [ -1.13 25 | Skp2 407 -1.12 | 1.79 [ 1.39 | -1.23
52 | Ifna9 1.26 .03 15 | 1.19 [ 2.09 26 | Peq12 2.07 | 1.07 14 [-1.03 [ -1.21
53 [lgf1 =221 -1.16 | -1.41 | -1.34 | -1.38 27 [ Txnrd1 2.86 | -1.46 | 1.16 | 1.0/ | -1.65
54 [laf2 =820 132 | 1655 [ 1.15 | -1.04 28 [ Cks1b 260 | 1.59 18 [ -1.05 [ -1.42
55 | Ikbkb -1.38 [ =2.08 | -1.67 | -1.31 | 1.01 29 | Rassf1 2.09 | -1.36 15 [ 112 [ -1.92
56 2rb2 1.45 | 1.71 67 | 1.40 [ 1.35 30 | Foxo —2.15 | -1.48 [ -1.556 | -1.25 | -1.34
57 3ral 1.86 84 | 1.37 [ -1.12 31 [ Fzd? 142 [ -1.39 | -1.16 | -1.55
58 5 19.03 VKR 06 | -1.43 [ 1.30 32 | Faf23 SNk 1.1/ 58 68 | 1.36
59 bra 2.23 | 1.03 02 [ 1.03 27 33| Cks2 1.82 | 2.69 33 02 [-1.02
60 [ 112ra 1.86 | 2.59 16 [ -1.21 56 34 [ Mgst3 -1.64 | 2.98 22 40 [ 1.07
61 113 1.07 | 1.11 66 | -1.07 | 1.09 35 | Lpar6 =213 144 [ -181 | -1.32 | -1.98
62 | Il4ra 3.05 [ -1.05 | 1.20 55 33 36 | Gstm? =332 | -1.22 [ -1.26 | -1.41 | -1.17
63 [ 1bra 1.16 | 1.28 14 34 | 2.06 37 | Dapkl —2.03 [ =2.04 [ -1.47 [ 1.04 | 1.22
64 [ 116 2.29 [ 3.00 [ 3.01 63 | 1.04 38| Calml4 224 =129 [ 1.27 [ -1.24
65 | 116ra 239 [ 121 | 1.84 42 | 2.43 39 [ Gsttd 5.89 19 [ 1.77 13 | -1.09
66 [ 117 -1.88 [ =214 | -1.64 | -1.656 | -1.37 40 [ Lpard —265 [ 1.23 | 1.16 29 | 1.08
67 | Itqa6 334 | -1.70 | -1.13 [ 1.11 | 1.65 41 [ MmpTb 2.74 36 | -1.76 | 1.33 | -1.02
68 [ Jagl WAl —1.68 | -1.97 | -1.34 | =1.30 42 [ Gstt3 -1.77 | -1.93 [ -1.03 | 1.16 | =2.47
69 [Jup 4 113 [ -1.05 | 1.33 | -1.14 43 [ Ddb2 =247 [ 1.07 [ -1.21 .01 01
70 [ Kit 1.15 | 2.02 22 | 1.43 | 1.38 44 | Rac3 -1.29 | 152 | 1.06 | -1.48 | 1.18
71 [ Kras 2.48 | 1.00 05 | -1.21 | -1.74 45 [ Mgst2 -1.20 [ 241 | 1.22 [ 1.42 25
72 | Lama3 237 | 1.14 41 | 1.94 [ 157 46 [ Lamcl =234 [ -1.75 [ -1.62 [ -1.43 | 1.85
73 | Lama4 qu 245 | =214 [ -1.22 [ =2.17 47 [Plekhgb [ -2.08 [ 1.00 | 1.09 [ 140 | 215
74 | Lamab 2191 149 | -123 1 -1.07 | 233




R - -
(E -2) YM=F0iM fe2l HLHZI0| 24l O ZZsH WAAE REXN(URJSSTI 82X
Gene MT | ABS5 |ABS10|PLA10|PLA20 Gene MT | ABS5 |[ABS10|PLA10|PLA20
1T | Aat 242 | -1.27 | =2.64 | -1.70 75 | Lamb1 1769 | 1.31 | 1.35 | 1.60 | 1.22
2 [Akt2 —2.16 | -1.33 | -1.40 | -1.21 | -1.21 76 | Lamb2 =2.06 | 1.02 [ -1.23 [ -1.28 | -1.33
3 [Birch 1.08 | 1.84 | 1.01 | 2.26 77 | Lefl -1.09 [ 1.32 | 1.25 | 1.60
4 [Arnt 1.00 [ -1.03 [ -1.22 [ -1.08 | 1.03 78 | Lrp5 268 [ 1.11 | -1.01 [ -1.04 [ -1.12
5 [Amt2 -1.07 [ 154 | 1.63 [ 1.24 57 79 [ Lrp6 277 | 116 | -1.25 [ -1.07 | -1.14
6 [ Bcl2l1 -1.04 [ =1.05 | 1.09 [ =1.02 | 1.05 80 | Smad3 =221 [ -1.03 [ -1.09 | 1.06 | 1.09
7 |Bid 23 | 1.07 [ -1.30 | -1.46 | -1.86 81 ax 111 | =111 [ 1.07 30 [ -1.26
8 [ Bcl2l11 46 | -1.46 | 1.09 | 1.35 | 1.48 82 | Mmp?2 -1.32 | -1.08 [ -1.01 | -1.01 | -1.04
9 [Brca? 31 | 1.32 | 1.20 12 | 1.06 83 [ Msh3 112 [ 1.24 [ =112 50 [ =1.49
0 | Casp? 46 | -1.18 [ -1.24 | -1.18 .33 84 [ Msh6 1.33 | -1.08 | 1.10 [ 1.05 | -1.20
T | Runx1 Il -1.33 | 1.20 10 [ -1.35 85 | Plcb4 -1.28 [ -1.33 [ -1.29 | -1.86 | -1.39
2 [Runx1tl | -1.561 | =1.09 | =1.17 | 1.07 [ -1.19 86 | Myc 240 | -1.67 | 1.30 | -1.01 [ -1.21
3 [ Ccna2 [Nl —2.16 | 3.85 | -1.45 | 1.86 87 | Nfkb1 —2.01 [ -1.06 [ -1.28 | 1.06 | -1.16
4 | Cendl -1.77 [ -1.07 | 1.13 [ -1.11 15 88 [ Pdafa =2.02 | -1.13 [ -1.23 | -1.07 | -1.19
5 | Ccnel 227 | 1.20 | 1.02 [ 1.19 22 89 | Pdafb 1.00 | -1.27 [ =1.31 | =1.50
6 | Ccne? 1.92 | 1.86 | -1.16 | 1.38 | -1.59 90 [ Pdafra -1.24 [ -1.02 [ -1.16 | 1.10 | -1.09
7 | Cdk2 1.16 17 1 -1.09 | -1.07 | 1.15 91 [ Pdgfrb 115 | 1.09 [ -1.14 [ 1.07 | 1.09
8 | CdknTa -1.72 [ 214 | 1.17 | 1.04 92 [Pim1 371 | 1.87 | 1.79 20 | 1.41
9 [Cdknlb | -1.30 08 -1.28 1.02 [ -1.03 93 [ Prkca -1.31 | -1.02 [ 1.08 | -1.03 [ -1.25
20 | Col4a2 =284 124 [ -1.30 | -1.15 | -1.18 94 [ Prkcg 119 | 1.91 | 221 | 1.63 | 1.52
21 | Coldab -1.27 | 1.36 | -1.28 | =1.17 | =1.01 95 [ Plcb1 =276 | -1.34 | -1.77 [ -1.18 | -1.48
22 | Cycs 1.39 | -1.08 [ -1.08 [ =1.09 | -1.04 96 | Plcb4 -1.28 | -1.33 [ -1.29 [ -1.86 | -1.39
23 | Gadd45a =111 | 1.46 | 1.28 | 1.39 97 [Pld2 -1.28 [ -1.41 [ =129 [ -1.09 | -1.16
24 [ DIl 19 | 1.93 [ 1.49 | 1.33 | 1.48 98 [ Pml 213 | -1.03 [ 1.32 | -1.02 | 1.21
25 [ E2f1 04 [ 112 [-1.23[-117 ] -1.15 99 | Ptchi -1.14 | -1.04 [ =110 | 1.09 | -1.47
26 | E2f3 A0 | -1.40 | -1.27 [ -1.01 | -1.14 00 [ Pten 1.05 | 1.05 | 1.03 .03 [ 1.08
27 | Edn1 26 | 1.01 | 1.42 80 .10 01 | PtgerT -1.16 | -1.39 | -1.16 | 1.14 | -1.04
28 | Eqf -1.17 [ =1.39 [ -1.02 [ 1.29 02 02 [ Ptger? 1.13 26 | -1.68 [ -1.017 [ -1.10
29 [ Mecom 1.45 | 1.43 | 2.16 42 .97 03 | Ptgs2 4.43 53 | 214 59 [ 2.02
30 | Fafrl 1.09 | -1.23 [ -1.25 [ =1.25 | -1.10 04 [ Rad51 2.68 03 | 213 70 | 1.60
31 [ Fafr2 =254 [ -1.00 | -1.08 [ =1.03 | -1.20 05 | Ralgds 1.25 [ -1.08"| 1.05 22 | 1.06
32 | Figf 117 | 1.03 [ -1.22 [ -1.25 | -1.36 06 | Slc2a 118 1.09 [ -1.34 | -1.41 | -1.69
33 [ FIt3l =298 -1.12 | =153 | -1.57 | -1.65 07 | Stat1 3.09 09 [2.00 17 | 1.47
34 | Fos -1.98 [ -1.65 | =2.33 | -1.99 [ =2.11 08 [ Stat2 09 | 1.79 .02 [ 1.62
35 [ Fzd5 1.05 | 1.31 01 [ -1.07 [ 1.03 09 [ Tcf/I —2.90 [ -1.32 [ =117 | 1.08 | -1.16
36 | Gli -1.67 | —1.51 58 | 1.156 [ -1.10 0 [ Tcf/I2 =271 | -1.37 [ =1.21 | -1.16 | =1.31
37 | Gnb4 271 | 150 06 [ -1.11 .02 1 [ Tafbl 1.94 [ -1.60 [ -1.02 [ -1.03 | 1.16
38 | Gnad -1.14 [ -1.10 | -1.04 [ -1.15 | 1.03 2 [ Tafb2 =213 [ -1.23 [ -113 | -1.48 [ -1.19
39 [ Gna2 118 | 1.61 | 1.68 | 1.12 12 3 Tafb3 -1.64 [ -1.26 | =117 [ -1.16 | -1.18
40 [ Gng8 -1.82 | -1.49 [ -1.37 | -1.31 | -1.38 4 | Traf1 -1.05 | 1.16 [ -1.53 | 1.23 .04
41 | Gsta? -1.00 [ -1.26 | 1.09 | 2.35 | -1.15 5 | Traf3 120 | 1.73 | 1.10 22 .03
47 | Gstad -1.88 [ -1.02 | 1.15 16 27 6 | Trp53 1.68 | -1.35 | 1.17 12 04
43 | Gstm1 -1.47 | -1.30 | 1.11 12 .03 7 [Wnt2b -1.11 21 [ -1.11 | -1.38 [ =2.29
44 | Gstm?2 -1.16 | -1.03 | 1.09 .06 .02 8 [Wntd 1.40 07 [ =112 [ 117 | 1.18
45 | Gstm3 -1.95 [ -1.34 | 1.09 03 13 9 [Wntba =240 110 [ 1.06 | -1.19 | -1.34
46 | Gstmb -1.61 | -1.24 | 1.01 13 .00 20 | Wnt6 -1.39 | -1.14 [ -1.15 | -1.13 | -1.61
47 | Gstol 232 | 1.09 .38 19 73 21 | Apc2 -1.28 | 114 [ -1.46 | -1.16 | 1.00
48 [Heyl -1.43 [ =219 | -1.76 | -1.66 | -1.45 22 [ Ets1 1.52 .08 12 1 -1.20 [ -1.06
49 | Haf 119 | 1.27 [ 1.16 | 1.29 23 | Gadd4bg | 2.46 .08 53 26 .08
50 [ Hras 1.07 | -1.07 [ -1.02 [ -1.28 | -1.28 24 [ Map2k1 1.44 [ =1.01 .05 12 .18
51 | Hsp90aal | 1.35 | =1.16 | 1.02 09 | 1.22 25 [ Skp?2 2.00 06 40 .05 27
52 | I[fna9 -1.27 | 1.07 .15 04 =115 26 | Peq12 -1.02 | 1.34 A1 [ -1.29 [-1.13
53 [ 1gf1 —2.58 | -1.37 | 1.14 A7 1 -1.24 27 [ Txnrd1 2.19 37 38 | 1.31 | 1.52
54 [ gf2 m -1.35 [ -1.06 | 1.11 [ -1.13 28 [ Cks1b 1.06 | -1.24 [ -1.00 [ 1.14 | -1.16
55 | Ikbkb 1.45 | 1.44 | 1.156 61 | 1.33 29 | Rassf1 -1.05 | -1.44 [ -1.25 | -1.31 | -1.563
56 2rb2 =222 | -1.29 | -1.29 [ -1.07 | -1.04 30 | Foxol 1.26 | -1.01 | 1.20 [ 1.60 | 1.26
57 3ral h!i 137 | 1.73 | 1.19 | 1.29 31 [ Fzd? -1.75 [ -1.09 [ -1.08 [ -1.04 | -1.16
58 5 229 | -1.82 [ -1.38 | -1.82 | 1.13 32 | Faf23 1.40 | 165 | 2.03 | 263 | 3.64
59 bra -1.03 [ -1.15 | -1.36 | -1.48 | -1.65 33| Cks2 210 [ =213 [ 1.14 | -1.97 | -1.22
60 [1I2ra T11 | 1.27 | 1.05 [ =1.07 | 1.39 34 [ Mgst3 -1.26 | 1.10 02 [ -1.02 [ -1.16
61 113 115 | -1.84 [ =2.28 [ 1.05 | -1.48 35 | Lpar6 -1.30 | 1.38 .33 64 | 1.37
62 | ll4ra 351 | 142 [ -1.18 [ 1.30 | 1.43 36 | Gstm7 -1.38 [ -1.98 [ -1.63 | 1.28 | -1.13
63 [ 15ra -1.30 [ -1.46 | -1.13 [ 1.01 | -1.19 37 | Dapkl 110 | 1.01 | 1.47 37 [ 1.20
64 [ 116 63 | 1.25 [ 1.37 79 [ 1.37 38 [ Calmi4 -1.89 | 1.85 [ 249 [ 3.00 | 1.83
65 | 116ra 88 | 1.78 | 1.78 56 | 1.24 39 [ Gsttd 148 | -1.25 | -1.34 | -1.73 | -1.88
66 [ 117 74 [73.01 | 2.39 A0 | 2.95 40 [ Lpard =267 117 | 1.06 [ 1.01 | -1.14
67 | Itqa6 00 | 1.20 [ 1.44 34 [ -1.13 41 [MmpTb | -1.20 [ =1.64 | =1.10 | =1.00 [ =1.70
68 [ Jagl 117 | -1.22 | -1.05 [ -1.28 42 [ Gstt3 -1.05 | -1.65 [ 1.11 | -1.04 | 1.19
69 [Jup -1.32 | -1.24 [ -1.20 | -1.09 | -1.17 43 Ddb2 -1.64 | =1.01 [ -1.19 [ =1.09 | 1.00
70 [ Kit -1.16 | -1.35 | 1.72 | 1.10 | 1.16 44 | Rac3 -1.82 | -1.77 [ =263 | -1.40 | -1.86
71 | Kras 151 | -1.17 | -1.04 [ =117 | -1.31 45 [ Mgst2 298 | 158 | 165 | 163 | 1.85
72 | Lama3 1.41 21 | 1.36 [ -1.17 | 2.08 46 [ Lamcl -1.87 | -1.04 [ =2.32 [ -1.38 | -1.b4
73 | Lamad =373 1.07 [ -1.23[ 1.02 | -1.14 47 [ Plekhgb | —150 | 1563 | 111 | 148 | 148
74 | Lamab 1.63 19 114 1-1101-1.05




A2 FUEZONIME SR HH] FaFo] 28 ol S7HE
AR = EESA 19209 1,56170, 8¥atl= 79670, S5 4487H9&EP
HAF e AR Aot TAS 1€939l= 55717 S7Fotdal 8Lt
o= 24717t S7Fekal, S52 187U E 1I-8A). FAH = 1 A&
A3t Hlaste] 24 o4 7::‘ o AR U 1ER0ME
1,3187H, 8¥atol= 5347MReH, S52 247 WA, HAE= FAA @

Jopd IAEA 19A10] 587)7F HAstH L 8UxIofl= 23717 AT L
o, S22 167AFH™ II1-8B).

A B

1Day Total 8Day Total 1Day Total 8Day Total

8 82

3,470 S 3,79
Cancer Cancer
pathway pathway

(22 M-8] YMHZZ0IM 28 O Zzet SHKt 2

A, SEHZZH| 24 Old S7tet RTXA 4=, B, S G| 28 Ol At FUAF &

ABS % PLA Azlo] wZ 28 o4 S8 784 = (E [I-3), <& I
-4 3 [O" M-91°] Yep e, FdSd 1934004 Sz Ay fe
ddigho] 28 o] S7Hd & A = ABS 5 wg/ml AETOIA = S
=t iH] 27.1%R 2™, 10 ug/ml Aol = 14.7%HaL, TAE7 8¢
Ao M= FAHET Y] 242 14.7%, 6.3%%ATE. PLA AFolA= Tt
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S 192014 10 ug/ml ATt M= FAEUET HiB] 5.4%, 20 ug/m A
2l oA 18.6% T, &R 8Ax A= FFY R Y] 22 16.7%,
22.5%ATHE IMM-3, 17 IM-9A, B). ¥AB=E Ao 4 Ffol=
ABS 5 ug/ml AEolA= FAHET tH 10.9%, 10 wg/ml Aol A=
41.7%R3L PLA 10 ug/ml A= < *éEHJSL oiH] 1.8%, 20 ug/mlol
AE 18.6%ATHE IM-4, 18 IM-9C, D). &I=7 88U A= et
4 192 FARE S Hioh olde A E‘:IO =2 194k 9 84}
L5 ABS 10 yg/mb AE7toA fe ddigho] 28] o)} S7F AR = &4
x2de] F4Aas S HAh

i

[

(Z [M-3) 28 oY St & |RHX =

Days after — \\ of genes MT ABS5 ABS10 PLA10 PLA20
promotion
1Day UP 1661 423 230 85 291
Down 1318 198 83 59 294
8Day UP 796 202 319 133 179
Down 34 141 134 171 163
(B IM-4) 24y O} SZst UAAZ STt
Days after — \\ of genes MT ABS5 ABS10 PLA10 PLA20
promotion
1Day UP 55 10 1 9
Down 58 2 6
8Day UP 24 1 10 3 5
Down 23 3 0 3
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|
hJ

g Insensitivity o
- DNA darage | antrgrowih sigrals | | Genomae dumage |

Resistance to
chomets vy
DHa
m i_ N .
kTR

Te fewe e
DA ropoats

[23 mM-11] KEGG &

[C1¥ T-10l= KEGG Y A=A Sz tiH] 27049
SAZ FEvSS HASHRA, [ [-11]1904+ VEGF signaling
pathway, p53 signaling pathway, cell cycle, estrogen signaling path
s 2 F8 FA2E griste] AR (1" [-10] ¥ [19 NI-111°1A
Hol= A} o] mpo]a2ojgo] A9 A¥} g ETolA S E tiv
Ul =9 H=2Ql 9 FH=EQl VEGF signaling pathway, p53 signaling
pathway, cell cycle, estrogen signaling path?t MAPK signaling
pathway®el #HE [FAA A FoJgt ¥shr dojd Zo] ERI= QUot,
[ IM-12]9F [ TM-13]04= 22 ABSF PLA A 2412 KEGG TH7
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2o AR T F7F B A AIE BASIIET, FEaHELOAM B
ol FAA HSFF Aol7F A9 HAX| ¢kd Ati(Id IM-12, 13).

LI T

A~C, ZAZZT 1R UAZAZ(A, YMHE; B, ABS 5 ug/ml; C, ABS 10 ug/md); D~F, &
UET AR YUAAZ(D, YMUE; E, ABS 5 ug/md; F, ABS 10 ug/mQ). XA SMOixL

2R}
CHE| 28§ Ol RTAL M, SYHET T 1/2 Olot |&AL L2, SHZEF CHH] 1/26)
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36

2(A, YHUEF; B, PLA 10 ug/md; C, PLA 20 ug/m); D~F, &

=2 E, PLA 10 ug/ml; F, PLA 20 ug/ml). MY, SMHEZ

Ui TiH] 1/2 0|5t RTAL L2t SEZRT CHH| 1/28



I ez |

et HE fAAke] HakE ERlsh] fIste] ABS 9 PLAZE A= Al
ZoA RNAE FE5to] AAZE dAAST A AHHhe-S AAISHIH. &
AR o] AAGS FH5H] fIsto] Be f7|A0A T EE 5H-AT
3 FAA} Glyceraldehyde-3-phosphate dehydrogenase(GAPDH)E W
H RBEFARE AYsto] Ad2dE &1 3 AME-SF GAPDHO Zejo|
H(primer)?] 8318 Melting point)2 87.9CF1, &2 109.8%=E Ald

oﬂ X‘]o]—o]— AR 1&9—51041:4-(1?3 - 14)

2 AFoA A" IdHE 9dAZ HMGA1, HMGA2, MPP6,
RBM3, ZWINT, RAN, WT1, Aurora-A%] Zelo|HE AZslgon 7ZF &
AR gt Zetojw = (& IM-5)° Yetlilal, Melting point ¥ T&2
(E M-6y°f YeolH
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Intensity (x 10-%)

&0 £E 7O 7L &0 oL o0

0.001 0.0 01 1
Dilution

[22 M-14] W5 A™ GAPDH QXX} Z2jo|H XA &9l

A, Melting Curve of GAPDH gene; B, Ratio of delta RN versue dilution ratio;
Standard curve of dilution ration versus cycle threshold (Ct).
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(E [I-5) M LA FHX Z2t0|H HIIME
wHA BF B7IME
HMGAT F: 5'~AGTCGGGCTCAAAGTCCAG-3'
R: 5'-TCGCTTCTCAGTCCCATCC-3
HMGA? F: 5'-CAAGAGCCAACCTGTGAGC-3'
R: 5-CTCTGCTTTCTTCTGGGCTG-3
MPPE F: 5 ~-GAAAGAGGGAGGAAGTGCTG-3’
R: 5~GGTCCTGAATTGTCCCAGTC-3'
RBM3 F: 5'~AACACCGATGAACAGGCACTTGAAG-3
R: 5'-TAGCTCTCATCGCATCTGAGG-3
AWINT F: 5~CCCATCAGGAACTGGAAACC-3
R: 5~ATCTTTGTCCTCAGCCTTGC-3’
AN F: 5'~ACCGGGAAGACAACCTTCG-3'
R: 5~-TGGGTCCTCTGTTGGTATGG-3
WTT F: 5'-TCTTCCGAGGCATTCAGGAT-3"
R: 5'~ATGCTGACCGGACAAGAGTTG-3
Aurora—A F: 5 -ATCCTTGCAGAAGACCGAAG-3’

R: 5'-TAAACAGCACCTTCAGAGCC-3’

(E [I-6) ME{E Wwor QMXL Dajo|Ho| 31 X &8

Gene Name Melting point Effieient
HMGA1 83.7 102.2
HMGA2 83.0 97.4

MPP6 81.9 95.8
RBM3 85.0 110.1
ZWINT 86.3 99.6
RAN 86.1 113.9
WT1 83.4 118.9
Aurora—A 81.2 147.8
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ABS®F PLAZF ®rh#d Aol wiAs dF2 [ M-151°914 [19
M-171° Yeti et

H5|AE Thld 2 TRl oA @ = o] fAXE £8dh= HMGAL
9} HMGA2(Lund & 1985: Schoenmakers & 1995; Hess 1998;
Sarhadi 2006; Fusco & 2007; Cello & 2008; Resar 2010; Shah 5

l

2012; Morishita % 2013; Resar 5 2018; Unachukwu & 2020)= 2t
=70 19449 FAHRAELS 24 S Y] 22 4.684), 5.328) =2 &

o WY, WIEA 8AA L Zh7h 2,404, 2328, LR 25U o]
747k 1328, 2.519)%). ABSS} PLA A2l Hs S zurt 20
1 EE 0.5 ofshe QTHLE I-15).

(e

)

' BT ! BT
=c: A DABS 2.5 =: LB @ PLA 10
g, @A g B PLA 20
g 8" mABS 1 a8 [ PLA 40
Ee¢ Ee“
=% Z%:
- R ] - SN .
. ] . -
HieA A M , j B
Day 7 Day 25 Day 25
! a T ! T
=6 DIABS 2.5 = mPLA 1
g o £. P
g 8- EABS 1 - A PLA
E8¢ g8
P iy Rl S g2 B [
2. --= Fr I el 21 I
. e | 1 I |_H.|._ e s . —
Day 7 Day 25 Day 1 Day 7 Day 25

[33 m-15] HMGA1 ¥ HMGA2 {7t UsiH|g
A and B, HMGAT1; C and D, HMGA2.
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LIRS 3= 2 AN FdERTLNM=s SdHRET
Zpol7F gllet, ABS 5 ug/mﬁ Ao o5 WA=z 194, 794 9 25¢Y
A BEo|A 22y S/dthRTE | 3.66HH, 3.26HY, 3 748 =A e
WEAEF E7] AE HigoA daEA SAEHY, A7 S7IAE vgolA
L 93ER ¢A HdEEXian 5 2017) MPP6E 5 ug/m!Z A2 toll A
A5 192}, 792 € 25GFo A= 42 /iR Blaske] 0.334],
0.284l, 0.38H]2 A Yty 1-10).

s:[A < |8 BFin
E @A £ @PLy
g2 EABS 1 g2 BFLA
= E A a N - E a
S3- ’ 31
=& | ____ I _ -
£, = S 7
. ENFE R A S oz oz amm B
Dayl Day 7 Day 25 Dayl Day 7 Day 25
s 2. [o
Ec @A E - B PLA 20
2 8 ABS 1 g S o PLA 40
-t E A [ = 2 4
$3:[ 21:
=8 | ] -
NS GREE [AREN [Emc = aEiaE k7 G
Dayl Day 7 Day 25 Dayl Day 7 Day 25

[23 m-16] RBM3 X MPP6 |{TXt daitlg
A and B, RBM3; C and D, MPP6.

41



Jo
2,
e
0,
=,
H
g
e
fto
PN
2
ol

w2 &< = 49 99 3 5T R
gooty ofy ¥ ZARN OFT 7FY HolA FF 942 Sk F
& FAARJDuU & 2021) Aurora-A= FAHERZNA SAHHREHET 2H]
ol w2 A2 TA=EZ 7R 2.228] Holqitt. T AFolA S48 =
o ey, T S NEl, 84 3274 HEge 2ot giEEY
49 MEY I} 7 I o|F ST EAIA A E I (Miwa 5 1992;

Miyagi & 1993; Inoue & 1994; Bergmann & 1997; Menssen &
1997; Schmid & 1997; Gaiger & 1999; Patmasiriwat & 1999;
Tamaki 5 1999), T3t e, 18t 4 @ SAZoA pEAE=
(Silberstein 5 1997; Bruening 5 1993; Rodeck & 1994; Tisljar &
1996; Nonomura 5 1999; Oji 5 1999) WT1 A& = SR oA
= SAURZLES 28] ol T 0.54H) o5t figloy, ISRl 19
ABSE 10 ug/ml A=, PLAE 10 ug/ml H 20 ug/meolA 28 o] &34t
(19 M-17). 9, A%<, 1, 2748, A8, 44 9 HdolA &
dFo] F71eta(Azuma 5 2004; Ouellet 5 2005, 2006; Abe & 2008;
ia & 2008b, Yuen & 2012; Deng & 2014; Sheng 5 2018), FE3l,
o, Y, FAY, Y, AR, A, 7, et A-AYd, A
H4 & EE 0ol 7Hset dollA o] SR Ao ERlEH RAN
I FAREE AIRRIES F9 AT Aoln Ax £7|E 24EsHH(Dou
S 2019), FAA BT HAE o] tfet QU7 oA T4 ARE TF
FE=(Vargas-Rondon & 2017) ZWINTE 25 FANZAT ABS ¥
PLA EFolA FAA TN 2w 28] ol E= 0.58] °lsk=
fH ¥ II-17E,F,G.H).

<
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- B E PLA 10
92_3 E-E—f i @ PLA 20
EEE EE 8 [ PLA 40
= & & < E-E' ____________ =]
E E '“l 3 gf Ul L il = I
Day1l Day7 Day 25
4 s mT
D
;- s o o
2= 2= @ PLA 20
= E 2 e&8 | M OPLAAD_
o & 'g"' o & E-
ZES =E° N
=21 = 1
IHITH
Day 1 Day 7 Day 25
a 4 .r__1_
F N
@ FLA 10
EEE B8 | ] OFLA2D |
si¥% 28 [
S = Ho :
Dayl Day7 Day 25
4 : T
. - H B PLA 10
g2 ? 22 7 @ PLA 20
- =T = -
E EEH 2 EE" _______________________ PLAsl |
- 2 z: S
= g . = o — — ]
2 1 & 1 = ﬂ

Day1l Day7 Day 25 - Day 1l Day7 Day 25
[22 M-17] Aurora-A, WT1, RAN % ZWINT XX} UsiH|8
A and B, Aurora-A; C and D, WT1; E and F, RAN; G and H, ZWINT.

5) Glucose &22%F &4

9FEZ 179K Day 25)°014 129xKDay 29)7HA] 497t Glucose AH
F= =793 23 SR Y] FAAHRTE] Glucose 2EFHF2 155.2%
ATk ABS Aol 98 2.5, 5, 10 ug/ml =EFT 22t 142.2%, 136.9%,
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=
=

5, 10, 20 ug/ml =
R oiH] 142.5%, 128.0%, 131.0%= =tH I 1M-18).

-
R

oiB] =913, PLA A A9

sfesfe

=a]

- i [ i =) i =)
o (] (o] — —

(o) wondwnsuos asoon|o

R O e e EE D R T
B R ]
]
B R R
SRttt

(Jw f3d) vonydwinsuoo asoon|D

PLAS PLALOD PLAZO

MT

DD

MT ABS2.5 ABS5S ABS10

DD

[ IM-18] Glucose AZ0| O|X|=

A, ABS; B, PLA.
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2% 942 A ART 5 ol BEF Aol Ptk FAL /L
Ol 3D ZAY 71&S A Ao AR gk A A7k FDM
wpA9) jQl B W&go] Ao AAS 7H4SlsHe BAR ABS, PLA% 2
o AYF Behay 2A50] FE AGHT Yol(FEE 2019), 3D LYY
Agjolet st Berad wge AFSHE ol 47 et

Zepaele 18624 AW WHBoNA He ST ofF, @A A AANA
49 £ ol AAtETE BepAEle o BAR 1 AARE AAC 2 ¢
A 45 gdou, Setaeo] Amel Ay AL e HYoA
= 1707) ol49] §3k2do] TAITHE 0)F0] glou, 71%L kol7] 93
di A7HA 4947t ARl fofeith, EAEL AL 09GN T B

MEZAES Al Ogdt  foide €o7|H(Yong & 2020;
Zimmermann & 2021; Enyoh & 2020), &9 #HAAE JAHI ATt
(Domenech 5 2023; Erren 5 2013).

ABS, PLA 59| EgtAE AHHEES AZ AREol= 3D ZdE FP
EAE 9 HAES Hojdrs YAAT, FUA ETAY AE ARE

710 YT AAIAA S g I



3D meld Zelo] 9lo] Ao AR Ao frHoz 3D na
=3 o gEAo] gig A7 72 oj2ojH|

g %0 of

O
o
LAY Hd AFIT AN E A"} dEste] X

D
gz, HA, ofgdid, A 5 ol AHEHE 7718A7F ']
=
[e]

)
FHT JYE B bR ASHL, YRR AE S5
BAY A7} FEse] @A GANAL 3D TAYR] ABHL AT
S 9, |EY e 1FY FE717H 109 o4 AL TEdte] 1 of
ol /b4 A7t Basthn AAAHEAT § 2022).

10
>,
0
BN o
Y or
=2
=
10
rO
__)&‘
> Ho
%
X
[m
ol
il
)
ox,
2
=
<
N
D)
u
N
N
i<}
ko
ol
—|—4
ath
39,
£

=49 TR EAG0) T A FE o|FA JATHH2L
Steinle 2016; Stefaniak & 2017; Kim & 2015), falAdel digt d+%
S HEAHAlijagic & 2022; Farcas & 2019; Farcas 5 2020, 2022;
Stefanic 5 2017; Zhang & 2019). @A7IA|Q] AFto]] w=H ABS W=
=2 HGAIEANA &F AEH 02 SAAARPAL, ARHE &4, M ZIAL 9
WAF A=A AYBAL 277 T(Farcas 5 2019; 2022), A4 4 B
E719] DAoL HATHY] =42 dor|il, 54 18N 9 vAEH Ve

| A =
ZAo& doZ 4 Y= AoZ HIEY O (Farcas 5 2020; Stefaniak =

2017), AFgollA 244 o g 3D Zmdd A % detrAA=E 55

719] FFE € & U= Aol BAEHUHChan 5 2018; House & 2017;

Almstrand & 2023). 3D Q9] AdAALL U A2 Ab7t F-Let

o], 9% 5(2022)°] 3D ZHHE AR 3789 HotuAtoA S5 T

H AHEE HAsiel oy, AY 52 ARAE GetRARE AA|ste] 4719
Q]



B A3oA 3D ZHE AX|oJA ABS®} PLA LHHIEE ZF I EQ]
gy Ay 2% HYQl 260C e 220CE AHst A3, ABSS} PLA 77t
MMADZ} 0.156 wn, 0.173 mE YxYAE EFot= ZuAAAE & A
Tolx9] 3D ZHF o2 WYX YAL; FARRE 7] FEolltHAlijagic
S 2022; Farcas & 2019, 2020, 2022; Kim & 2015; Stefaniak &
2017; Steinle 5 2016; Yi 5 2016).

FHAALS I Ed o] Aol ot HAdS AtolA ol
=t (Anderson 5 1998), ¥ AFoA= FHAR £A410] b|X]=
171 $15te] ZHAEE 35kl 3D ZH® Yol et FHA[S
2 E o] &3t SLM(Selethe laser) B9 ZE QJRoA A
9o H(Vallabani 5 2022), & @AoA ABS?t PLAE A3 3D
ARLS] FHAIY A= QIR G ich & A1 23}, ABSSF PLA
SAHETT FA U= ZolE HolA] ol FAAL &40 ¥F=
t= AC0=E wWoskith

b

of >
HT o2
ll:l i rlo o i

%0,
ool ook

|t

D [ O o N <
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AFEE D QI (Mascolo 5 2018; Creton 5 2011; Berwald § 1963;
Benigni & 2011; Kakunaga 1973).

2 AN = AEFAHSAHES 5510 3D ZdE JRAY
o] WS ERlst] fste] AEFHAGAAL oA MEFd
7] SAOA Y FAR THE S5t =g Z7|DAANA Y FAARe] w1
= %= A sHaLA SRl

Ao A& MCA, TgEXtt
oAM= 96 well T 207 olollA A&
272 A3t o= wHE Tt ABSeH
PLAE A=t 23 ABS= 10 wg/mlolA= NEEEE & FF2 UL
L, 40 ug/mollA = A= gEEo] 09 7HA Yebth PLAE 40 ug/mlol
M AEAEE Achs WEEA GoHF7HIAAZT 100 yg/mollA A=A
F£80] 74.7%Att, ARAAl &), ABS7F PLARTH AlZEAo] 733t Ao
2 H7HE Qo ABSeF PLAS] MZFAASAIA A, ABSE Ee Algsk
(2.5, 5, 10, 20 wg/m)oNA AMEFHAAZ o] TFEHA] Ak, PLAE
107 20 wg/miollA 242t 96 well 5 1 wello| AR MEZFAXAS 20|
2= Qe AEFAAT AF AT ABSE B AP Ao MEFdAske o
O7]R] %= AL E YBEth PLAY % 10 ug/mlx} 20 ug/mollA 2+z+ 3
AHS 2Ho] 1 well¥] BEEJOY, FAHREZANA 3HY A[HA 20
well o]igoA 2ol #HH HS TAR FHoE BFrtEA= LUt

=
of
i)
)
&
e
o
o,
i
o,
v
N,
52
o BNxQ
I3
e
o2
=
>,
i

)

g =olgE: A3V AlEEa i (Mascolo 5 2018; Ohmori S
2022; Pillo 5 2022; Poburski 5 2016). & AFoAE NZFAASE A]
AANA AR HelE =A5to] ABSSE PLAS] @74 #9019l 7154
= 377122t Skit. 2 AtoA s AAEZ 192} IS 8YA}
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RNAE £&sto] ufo]a2ojg o] A|FS AT FAAHREL=E LA
Al %ﬁloﬂ—: MCAE IdEA Ao TPAS AZsti=d(d 11-4), &
o e ALY WHIE HQl 5041719 /AR F IAEA 1G*ol=
1,561709] f4A7F darEA 8Utoll= 796719 #4719 o] S71sH3
I, AR drdo] AT AL WrEZ 19 1,3187), HIER 8YUAt
o= 247702 et 27| dACNA FAA YA HI7F WotH I 11-8).
o uloja 2ol o]E AHAISE HE AFoALt FARE A tHMascolo
5 2018; Ohmori 5 2022). T4dH §% x} 147712 stAslo] BAS Al
ARt ARe AA fAA L GASHA EdER 1A A F-AAE %}7} i’i
£, 37H 383 5570, AT 3% S8R M-8), T

A= (28 M-1017 [138 [M-11]13 Zo] KEGG HIAE A EAE # 21

O 2 AolA lc%lnE goll 9ol ABSe AsER 5 g/, L=
10 1g/mfE AHestAaL, PLAE xilngi 10 wg/ml, TEEE 20 ug/mlE A
o=, + 229 AssEs 2H olf= AZSZAEAM PLAE

40 ug/mloNX = Rt AlaE/do] % 9—7} UeRA] gktout, ABS= 10 g
/mlol A= ME=Y] AS7F YebA] 9%kl 20 ug/molA= NEAEE
o] §45] RolA AlF 7hstt il FEoA mlo]ARojg o] AxE A7 9
dlo] ABSE IBERE 10 ug/mES AEsty, AxEl 5 ug/mE SHch
PLA= ABS®F 71 A& HSH| 9ste] As=E ABSY 1a%el 10 ug/
W= 31 IEEE 20 w/mE ST ABSS PLAS A3t AL, U=
2 14AtoA LAA R FHA HHL ABSE 5 yg/ml A2 Al FAANZT
H] 18.2%%11L, 10 ug/ml A2 AlolA= SR tHH] 10.9% AT PLAC]
A 10 g/ml A AlolE FEAERTE dHl 1.8%, 20 wg/ml Ag] Alole &
AYFEZ i8] 16.4%2 W2 235 Boj(F [-4) FAHRT div] LIA
= Ao RE ¥ Aox waE ;. ol ABS 5 ug/ml AE Al TAF
Z 8GR0 S7HE FAA 7 FAHERTEY 41.7%E ABS7E F-AA HE
of IF= FA L=thal HEIE oH . molAzojd o] ANE
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KEGGHAFZo| HAIGH AHojAE AR = T F8 B=<
VEGF signaling pathway, p53 signaling pathway, cell cycle, estrogen
signaling path®} MAPK signaling pathway®?} #HE A& A 523
Ho7E dojd Aol ER1ET AT, ABS?t PLA= R4 Hol=
TR ®gkF 2pol7h A9l HolA| il QIth(TL™ M-10°14 1M-13).

—5"—7}7‘4 O 2 RT-qPCR W2 ARESto] Tdd Ao o] W}
E ERIstth. & d+ole o #HE o8 4% S High mobility
group A1(HMGA1), High mobility group A2(HMGA?2), Aurora-A, RNA
binding motif protein 3(RBM3), Membrane protein, Palmitoylated
6(MPP6), Wilms tumor gene 1(WT1), Ras-related nuclear protein
(RAN), Zeste white 10 interactor(ZWINT)E A€o}t 2+ GHARS &
42 o2 2. HMGA12F HMGA2+= /\1]3&—1—7] o IF= = FHAAE
Upo] A2 RNASE ¥dste] g SAA7IE A= &3A eH(Fu F &
2018; Hashemi M &5 2023), AFs45< o]—?:]l_ T TG AolA =2
A& HAtKWang T 5 2019). RBM3+= ﬂiTE SAlof ARl FAHRE o]
g A Rt MEAMYE HoEcke Ve @4 fER-AAHproto-
oncogene)?] &S 7HA tIet, LSYAAE FY, Hold AEATAT,
Al g9 ANESd, AHAES 5 Thdet dollA =4 I EH(Zhou RB
S 2017). MPPo= MEFZ}F 5of #olst= FAARE 7heto|A o]
E}L}il(Cheng Q § 2023), Aurora-A= FAMHEE 5o 98-S sy l‘ﬂm
X]X]—%]— ou]—o]— J_:_ q_o]:o]. %]-01]/\1 JJ,HPOJ o]-q._l_ E.J—l %E}(Zheng D&
2023). WT12 Wiy 9 1y S04 Al 5412 S35t OWHEJ
ZEe} Holof 7]ofotH(Zhang Y & 2020), RANS a3} AlZxd 7+ EX}
ol 5= A, AlE F7] AP 7\;‘40}—131] TATNAIo A Aol Al Ld
o] 3TEH(Boudharr A 5 2020), ZWINT+= 71, 49 SollA9] -
o] Yepdth(Shao & 2019; Ying 5 2018).

L}
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2 A4 HMGA19F HMGA2E &3 192 FAtRolA =4
2 diH] 42F 4688, 5.328] w2 S HAN TAEA 8YRo=
247 2,494, 2.32812 et £ 2593 9= 247 1

A 19700 7H A4 Yett7t o] fol= Wobsl=d|, nto|aZ o olet
FARE 2 HES 1). & dTolAs FadERTolA 84 2pEdo] b
Eld 212 HMGA1, HMGA2 ¥ RANOJOU ABSS} PLA Ao <3
HMGA1, HMGA2 9 RAN |42 2% b kol x| okt ABS 5
ug/md A= Al RBM39IA =2 &do] UehRtdl, 10 wg/ml A Aloll=
WT10] 28] oA HdE HPow, PLA= 10 ug/mT} 20 ug/miollA WT19]
ddo] Eobxl Ao] WEE oY, NEFUAS Fefshd I AA Bt
Rtk @gstrlolls A7 JojE AT & Aol HlolA=
4 FAZ ks AASADA A A, AEEES A=

=]

ForE7l 1 YR} LA RA 7] 36t
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ol 714 4= lof(Seshasai & 2011) & AoA= AZFH
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e A%l A I AAR e PUATT WYl HoRt 20l
o, The, AEFAASAEONA PLA 5 g/miH 10 pg/npE H}E ATAA
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240] BRAHUL, vlo]aRoldlo] AN A% §A
7} BAEUL, RT-gPCRE S3lo] 2Uod SA%e] TEFS 543 2
3}, AESA5 BT RBM3 D WT1 $2xe]4 2are] 2717t
of AEFAATAY B BEF 200 Z71 52 1T W) o] 1]
L g% BAT AT 4 Yoty waEd

oflt
X,
2

tail intensity gk, AIEFZAHATAIHNA FA WX;LOE ArEE A E3
Ao AZPAAS Fevls R FAA Hakdyes 2 Alde P48 4
6H¥1 AT *B‘J:li, lé Aol A= ABSSF PLAS] 3D ZHYZHE YAYTH
_04 o R A AL _o_]-o]—]_;(]‘—- E_—].Oﬂ;(]u]— 1:11-(‘):1'-/(6]
= EoFATh WEbA, ABS9F PLA %
= A-Qjo] weto] wAl= gFel digt =714l
?7} ‘UEJ'—Q—?_]: ZAow HWHEAY. F7HAQ] AF= AEZEGA R AFgolA]
9l FFZ © & AFT 5 Q= AFACIE =9 AFE Al A Torﬂm 2
7HeolE e A¥e=S o8 TR IRINE)NAY ATE A
U, 3D ZRY ZAAS o & ZARE AIEAEE E9 3D Z¥Y WE o
A =43 Tr71 M SFA|A")oA L] AFE Yl Aot o A|AH]
odd A4y S3AT] A, Hobrt

o ot
R A e o o 2

s Mo
H
l

0
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V. &

A7tAA ZkAERQl ABSSF PLAES 3D TdE Ax|oA ZHzF 260TC 2
220CE vAYAS WA5ta] Balb/c 3T3-1-1 A|E vjgA| A=A &4
A &4 9 M EZP AR A FA A FEISH W 9 fHR HEEALS &

1.

WAYE AASE A3t ABSSF PLAE H% §A%}F
QA& WHS7E dojubA] eIk

AZFZEAG AAA A ABSE 20 ug/ml oA oAE &S Al=7t
A9l Y= = °o|Yo 10 ug/mi7HA] M EAYE-EC] 80%°l4), PLA=
40 ug/m7HA] A ZEAJEE0] 80% ©olAro]itt.

AA
C AZFAASA A FEehy HES 3% 23 ABSE 20 ug/ml

THA] BE Algdo|A AE2gAASt 20| TEE R kAR, PLAE
5 ug/miet 2 10 wg/mloA 2 96 well 5 1 wello|A Al Zg A3t
Z7o] A=At

nfo]a Zojglo] AR B4 A, o4 e AL HIE HQl
A E FAR 14770 5 SRS iy] 28 o4 F71st AR
= FAYRFNAE HAE2A 1Y} 5 -
T+ 58709 ABS= 5 ug/mlolA A RTS] 10.9%, 10 ug/mlollAl
= 41.7%93, PLA= 10 wg/mlolA= 1.8%, 20 ug/molA+= 18.6%3
(IAEX 8UAl= HASH 1YR}; FARSE 2},

dolaks 9-dx HMGA1, HMGA2, MPPG6, RBM3, ZWINT, RAN,
WT1, Aurora-AE AAIZF SAASTEA MRS AAIGE A3} 9
otz 1Y9aoA HMGA1Z HMGA2: SAHRT thy] xR
oA Z+zZ+ 4.684f, 5.328 =k, ABS®} PLA E%F SAHRTHL} 2

-
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Hj o]4} EX= 0.54] o]t QIITth RBM32 B AofA FA Rt
A SAUZET o]zt Ao, ABS 5 ug/ml A2 Al RBM3olA]
=2 T30l UERDL, 10 ug/ml A Alol= WT10] 2 EdS HA
o} PLA= 10 ug/m0d} 20 ug/mollA WT19 o] =obzl Zo] #&
= ATt MPP6= ABS 5 ug/miollA 0.33vfAT. Aurora-A, RAN,
ZWINTE 2% 28] o] i 0.58) o]at= QUqith

[ekiW)

o

o)
il

6. Glucose &R FZ ST 23 IAAHET Y] FAAHRTS 155.2%
R, ABS= 2.5, 5, 10 wg/ml 2V 142.2%, 136.9%, 142.2%%A1L,
PLAE= 5, 10, 20 ug/mlolA 22t 142.5%, 128.0%, 131.0%%At-

o]Ato] Ay} B ALAIAEOAN FHRRFES GA

oF 71A8E MR {93 Aolg EiTh

=4, 97 #

By A2 AHEA

2

g4 ABS # PLAE S 2o Folet Aol HolA] 3ttt ot

PLA 5 ug/ml R 10 ug/meo A Feiehs] gk 2ol 1704 2RI, Hto]

Azojgolet AAIE A ASTEL AHRESAIFONAM Tt =L Bl st
A5 FAFA. EF, AZFEA
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Abstract

A Study on the Toxicity of Particles Generated

by 3D Printing Instument

Objectives

A rare cancer, sarcoma occurred in teachers who used FDM-type 3D
printers. However, the teachers’ official disasters were not recognized
because the causality between cancer and 3D printing was not
revealed. Therefore, we conducted this study to investigate the
carcinogenic potential on particulate matter ABS and PLA generated

from 3D printer.
Method

Test materials were generated from ABS and PLA filaments using a
3D printing generator. Comet assay was performed To determine the
effect of ABS and PLA on genetic damage in Balb/c 3T3-1-1. And a
cell transformation assay was conducted to determine the possibility of
carcinogenesis. Additionally, microarray and RT-gPCR analyzes were
performed to measure expression changes of genes related to
carcinogenesis at the early and other stages of carcinogenesis
promotion, and glucose assumption was measured to confirm changes

in energy metabolism.
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Results

The MMAD of particles generated from the 3D printing generator
were 0.156 ug/md and 0.173 ug/md for ABS and PLA, respectively. ABS
and PLA had no effect on genetic damage. In a cytotoxicity assay in a
cell transformation assay system, the cell viability of PLA exceeded
80% up to 40 ug/ml, but ABS barely survived above 20 ug/ml. In the
cell transformation assay, no cell transformed foci were observed in all
test group of 2.5 5, 10, and 20 ug/md for ABS. When treated with PLA,
transformed foci were observed in only one well out of 96 wells at b
ug/md and 10 ug/ml, but the level were minimal compared to the 21
wells of the positive control treated with MCA and TPA. In the positive
control group, 55 genes out of 147 genes in the carcinogenic pathway
were up-regulated and 58 genes down-regulated compared to the
negative control group on the first day of promotion period. The
proportion of genes that increased or decreased more than two fold
compared to the positive control was 10.9% in 5 ug/ml and 41.7% in
10 ug/mQ for ABS and 1.8% in 10 ug/ml and 18.6% in 20 ug/md for PLA.
The number of up- and down-regulated genes on day 8 of the
promotion period was smaller than on day 1. However, similar
expression trend were observed. The result of analyzing gene
expression for the 8 carcinogenesis—related genes, HMGA1, HMGAZ2,
MPP6, RBM3, ZWINT, RAN, WT1, Aurora—-A by applying RT-gPCR also

showed a similar trend to that of microarray.
Conclusion
As a result of conducting a study to determine carcinogenicity by

generating ABS and PLA particles in a 3D printing generator, ABS and
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Abstract W

PLA did not cause genetic damage by the comet assay. Cell
transformation assay, microarray, and RT-gPCR tests did not show
changes at the level that would suggest carcinogenicity of ABS and
PLA. However, a foci was identified even in 1 of 96 wells at two
concentrations of PLA. In addition, some changes, although slight, were
observed in microarray and RT-gPCR compared to the positive control,
so it cannot be concluded that ABS and PLA may not be involved in

carcinogenesis.

Key words

3D Printing, ABS, PLA
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No. Genes 1D_MT 1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
1T Pemtdd ~1.09 -1.16 1.03 114 1.29 -1.06 -1.02 119
2 Rrsl -1.09 1.27 1.19 -1.43 -1.08 -1.07 1.24 -1.16
3 Adhfel 1.52 -1.08 1.16 1.92 1.12 1.01 1.43 1.23
4 Xkr9 -1.30 -1.88 -1.25 -2.16 -1.18 1.12 1.03 1.30
5 Pi1b -1.23 -3.00 -1.46 -1.40 -1.75 -1.92 -2.58
6 Tmeml4a 1.53 -1.09 1.12 -1.37 -1.01 -1.06 -1.14 -1.08
7 Gmoss -2.20 -1.90 -1.42 -1.73 1.22 1.05 1.42 -1.03
8 Lasn 1.23 1.29 1.06 -1.13 2.30 -1.03 -1.23 -1.07
9 Rab23 -1.11 1.42 1.1 -1.11 1.08 -1.15 -1.04 1.15
10 Imp4 -1.06 1.24 1.21 -1.74 -1.35 1.02 1.02 -1.01
11 Arhgef4 -1.10 1.13 1.15 1.19 -1.01 1.07 1.50 2.16
12 Plekhb2 1.07 1.09 -1.02 1.12 -1.12 1.44 1.22 -1.04
13 Ferlls -153 -1.35 -1.04 -1.50 -1.68 -1.83 -2.00 -2.12
14 Mrpl30 2.30 1.21 1.41 1.18 1.03 1.04 1.07 1.30
15  Npas2 -1.00 -1.09 -1.40 -2.21 1.40 1.22 -1.12 -1.33
16 111 -1.34 -1.26 -1.07 -1.37 1.05 -1.15 1.08 -1.28
17 1162 -1.12 1.07 -1.04 -1.08 1.09 1.08 1.21 1.51
18 111 2.68 371 1.43 1.01 262 4.95 1.80 3.22
19 118 1.46 1.36 -1.27 1.19 1.62 2.81 1.20 1.51
20 1118rap 1.57 1.43 -1.24 1.22 -1.38 1.01 -1.14 -1.21
21 Nck2 -1.13 1.08 -1.00 1.12 1.22 -1.11 1.42 1.08
22 Gulpl .08 1.01 1.07 -1.24 1.08 1.10 117 1.29
23 Col3al 1.15 -1.52 -1.22 -1.38 1.15 -1.40 1.13 -1.14
24 \Wdr75 1.47 1.22 1.10 -1.22 1.12 1.26 -1.09 1.09
25 Dnah7b 2.1 1.28 1.70 1.83 2.00 1.21 1.38 1.03
26 Sdpr 1.54 -1.02 1.06 -1.64 -1.30 -1.11 -1.00 -1.28
27  Statl -1.59 1.43 1.01 -1.01 1.09 2.00 1.7 1.47
28  Coq10b -1.26 -1.65 -1.67 -1.62 -1.12 1.21 1.02 -1.07
29  Mars2 1.14 -1.14 -1.02 -1.53 -2.39 -1.29 -1.10 -1.64
30 Saol2a 1.63 2.12 1.26 -1.12 -1.38 -1.01 -1.01 -1.08
31 Bzwl 1.17 1.23 1.01 -1.48 -1.21 -1.05 -1.02 -1.03
32 Ndufb3 2.28 -1.23 1.13 1.21 1.03 1.00 1.06 1.18
33 Nop58 1.08 1.12 -1.08 -1.10 1.06 1.10 1.08 1.18
34 Carf -1.51 -1.22 -1.62 -2.16 -1.24 -1.62 1.37 1.23
35 Nbeall -1.01 -1.07 -1.16 -1.12 1.63 117 1.08 1.04
36 Zdbf2 -1.30 -1.96 -1.89 -2.28 -1.32 1.42 -1.02 -1.06
37 Adam23 -1.16 -1.06 -1.02 -1.03 1.12 1.13 1.07 1.13
38 Fastkd2 1.64 1.24 1.13 -1.10 1.08 1.02 1.04 1.23
39 Pth2r 1.35 1.11 1.02 -1.42 -1.28 -1.49 -2.30 -1.46
40 Cpsl -1.16 -1.44 1.14 1.10 2.06 2.37 1.15 1.40
41 Atic -1.28 1.07 1.06 -1.22 -1.63 1.14 -1.11 -1.04
42 Cxcr2 1.09 -1.24 -1.01 1.20 -2.33 -1.18 -1.79 -1.47
43 Rged1 -1.03 1.24 1.18 -1.13 -1.06 1.16 -1.06 1.01
44 Stk36 -1.36 -1.20 -1.13 -1.03 -1.43 -1.56 -2.03 -1.46
45 Wnt6 -1.06 -1.32 -1.44 -1.81 -1.14 -1.15 -1.13 -1.61
46 Des 1.45 1.18 1.39 1.35 1.51 2.34 2.38 2.34
47  Speg -1.05 -1.13 -1.04 1.02 1.26 1.34 1.25 1.09
48 Gmppa -1.42 -1.04 1.02 -1.61 -1.25 1.04 1.04 1.03
49 Inha -1.61 -1.11 1.21 -1.12 -1.74 -1.41 1.30 -1.06
50  Slc4a3 -1.67 -1.25 -1.11 1.02 1.28 1.10 1.62 1.55
51  Mogat1 -1.32 -1.24 -1.38 1.41 2.64 1.27 1.56 1.68
52 Gm9747 1.38 -1.24 -1.65 1.03 -1.52 -1.84 -1.42 -1.62
53 Ccl20 -2.34 -1.71 -1.99 -1.27 -1.11 1.15 1.06 1.09
54  Fbxo36 -1.06 -1.51 1.04 -1.70 -1.20 151 1.19 -1.03
55 Sp140 -1.06 -1.04 -1.08 1.46 1.42 1.68 2.58 1.84
56  Inpp5d -1,05 -1.26 -1.26 1.23 2.08 1.45 1.25 1.34
57 Ugtla2 1.25 1.23 1.40 1.70 1.23 1.61 1.50 2.16
58  Lrrfipl -1.27 -1.06 -1.22 1.14 -1.07 1.12 1.05 1.08
59  Asbl -1.96 -1.77 -1.31 -2.43 -1.18 -1.51 -1.31 -1.25
60 Twist2 -1.07 1.07 1.15 -1.27 -1.19 1.04 111 -1.15
61 Gpcl -1.00 1.37 1.15 1.79 -1.12 1.04 -1.38 -1.06
62 Sned1 -1.13 -1.24 1.01 1.58 -1.01 -1.59 -1.14 -1.46
63 D2hgdh -1.49 1.04 1.07 -2.10 -1.47 -1.24 -1.15 -1.15
64  Serpinb5 1.24 1.43 1.01 1.08 -1.68 -2.17 1.12 -2.02
65 Serpinb8 1.19 1.32 1.04 -1.32 1.16 -1.08 -1.17 -1.44
66  Nifk 1.61 1.25 1.01 -1.04 1.12 1.06 1.04 -1.10
67 Yod1 -1.15 -1.17 -1.27 -2.02 -1.42 -1.09 1.02 -1.59
68 Slcdlal -1.87 1.16 -1.07 -1.13 -1.25 -1.32 -1.30 -1.46
69 Elk4 -2.04 -1.12 -1.17 -1.34 -1.27 1.01 -1.13 1.00
70  Kihdc8a 1.03 1.40 1.09 -1.91 1.27 1.78 1.44 1.56
71 Nuak2 1.24 1.76 1.90 1.28 1.25 1.44 1.55 1.65
72 Ppplribb -2.02 -1.15 -1.17 -1.75 1.23 1.58 1.07 1.01
73 Plekha6 1.35 1.15 1.56 213 -1.18 1.21 1.35 1.22
74 Fmod -2.19 -1.80 -1.67 -1.68 -1.46 -1.08 1.05 -1.14
75 Chill 218 2.96 214 2.01 1.98 3.07 4.51
76  Cybbrl -1.78 -1.29 -1.54 -1.45 1.05 -1.06 -1.07 -1.06
77 Kdmbb -1.67 -1.18 -1.22 -1.13 -1.29 -1.16 1.07 -1.20
78  Ube2t 2.59 2.00 1.16 1.49 -1.72 1.07 -1.34 -1.09
79 Tnnt2 1.27 1.20 -1.19 -1.16 -1.06 -1.12 -1.35 -1.53
80 Kif14 2.25 3.93 2.05 1.59 -1.66 1.02 -2.19 -1.36
81 Aspm -1.41 2.10 1.37 1.27 -1.90 1.45 -1.03 1.03
82 Kent2 -1.07 -1.43 -1.29 -1.20 -1.16 -1.32 -1.32 -1.03
83  Uchlb -1.08 -1.06 1.08 -1.22 1.04 1.27 1.09 1.06
84  Brinp3 1.1 1.03 1.08 1.08 1.19 1.01 1.23 1.17
85 Ptgs2 1.41 1.93 1.45 151 1.53 2.14 1.59 2.02
86 Ivnslabp 1.08 1.75 -1.13 -2.23 -1.10 -1.04 1.12 -1.14
87 Fam129a 1.14 -1.03 1.16 1.30 -1.22 -1.09 1.01 -1.00
88 Nmnat2 -1.67 -1.71 -1.31 -1.82 -1.03 1.06 1.03 -1.90
89 Rasl6 -1.23 -1.61 1.28 -1.48 -1.16 -1.28 -1.76 -2.71
90 Rnasel -1.13 -1.50 -1.03 1.4 -1.45 -157 -1.07 -1.25
91 Glul -1.20 -1.03 1.21 -1.17 -1.20 1.34 1.28 1.12
92 Stx6 -1.45 -1.36 -1.23 -2.36 1.02 -1.18 -1.07 -1.36
93 Abl2 -1,45 1.06 1.01 -1.07 -1.18 1.03 -1.18 1.01
94 2810025M15Rik 1.33 1.00 1.01 1.14 1.22 1.50 1.79 1.53
95  Secl6b 1.07 1.12 1.09 -1.29 -1.23 -1.09 1.37 1.10
96 Mrpsld 2.05 -1.07 1.09 -1.13 1.28 1.28 1.22 1.22
97  Cenpl 1.10 1.38 -1.08 -1.82 -1.24 1.24 1.26 1.05
98 Dnm3os -1.02 -1.18 1.20 1.19 1.12 -1.16 1.12 -1.07
99  Kifap3 -1.03 -1.14 -1.06 -1.18 -1.07 -1.05 -1.03 -1.05
100 Sic19a2 -1 1.69 112 -1.04 101 154 114 125




4T
Ju

No. Genes 1D_MT 1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
TOT Dpt -1.07 -1.21 -1.14 112 117 -3.92 122
102 Adcy10 1.33 1.37 1.61 -1.18 1.43 1.36 1.18 1.67 2.26
103 Creql -1.02 -1.17 1.01 -1.18 -1.22 -1.03 -1.01 1.02 -1.10
104 Olfmi2b -1.57 -1.05 -1.07 -1.84 -1.06 1.07 1.19 1.13 -1.08
105 Adamts4 -1.38 -1.38 -1.11 -1.06 1.69 -1.05 1.07 1.19 1.1
106 Cd48 -1.00 1.07 -1.06 2.30 -1.22 1.02 -1.19 -1.56 -1.27
107 Cdg4 1.51 1.34 1.26 1.32 1.50 2.25 1.1 1.09 1.37
108 Gm10521 -2.25 -1.71 -1.51 -1.43 -1.31 -1.26 -1.36 -1.69 -1.23
109 Igsf8 -1.10 1.07 1.17 214 1.20 -1.06 1.45 1.47 1.49
110 Igsfo 2.02 -1.21 1.17 1.24 -1.30 1.18 1.00 1.21 -1.00
111 Taghn2 -1.06 1.14 -1.07 -1.42 2.72 -1.18 1.28 1.17 1.15
112 Olfr16 -1.71 -2.10 -1.27 -1.46 2.95 -1,00 1.76 1.26 1.17
113 Olfrd21-ps1 1.38 1.38 1.05 1.38 1.45 2.36 221 1.86 1.43
114 Exol -1.04 2.61 1.43 -1.03 3.86 -1.67 1.15 -1.27 1.58
115 Sdccaa8 -1.08 -1.03 -1.02 -1.18 -1563 -1.15 -1.14 -1.15 1.04
116 Zbth18 -1.36 -1.01 1.13 -1.35 1.89 1.07 1.15 -1.16 -1.18
117 ltpkb -2.21 -1.34 -1.06 -1.03 -2.23 -1.11 -1.06 -1.16 -1.12
118 Parpl -1.62 1.21 -1.14 1.02 -1.01 -1.11 -1.03 -1.01 -1.06
119 Ling 2.74 1.15 1.61 1.28 -1.02 1.47 -1.41 1.7 -1.08 -1.14
120 9130409123Rik 1.40 2.06 1.21 -1.21 1.53 -1.07 -1.04 -1.21 -1.17 -1.20
121 Aida 214 1.1 1.29 1.13 -1.06 1.36 1.01 1.24 1.28 1.08
122 Dusp10 1.32 -1.60 -1.44 -1.31 -2.29 -1.62 -1.23 -1.40 -1.08 -1.76
-1.42 -1.08 -1.562 1.09 -1.42 -2.13 -1.23 -157 -1.42
2.32 1.90 1.47 1.16 1.98 -1.22 1.89 1.23 1.76
-2.09 1.27 1.29 -1.01 1.59 -1.08 1.30 1.09 1.26
-1.45 1.92 1.07 -1.25 1.52 3.27 1.78 2.02
-2.15 -1.08 1.03 1.05 -1.06 1.06 -1.14 1.08 1.08
1.02 1.01 -1.04 -1.08 -1.48 1.55 -1.12 1.25 -1.01
-1.01 1.35 1.03 -1.12 1.50 -1.64 -1.13 -1.47 -1.37
1.29 1.06 1.67 1.44 2.16 1.07 1.30 1.17 -1.08
-1.53 -1.17 -1.20 -1.09 -2.34 -1.07 -1.21 -1.27 -1.20
-1.11 -1.18 -1.24 -1.32 -1.22 1.00 -1.46 2.09 1.01
-1.42 -1.80 -2.01 -1.30 1.22 1.07 -1.07 2.11 -1.19
1.08 2.46 1.17 1.11 4.23 -1.04 1.84 -1.25 1.46
-1.02 1.10 -1.23 1.16 1.19 1.48 1.46 1.40 2.02
2.31 -1.59 -1.04 -1.75 -1.31 -1.15 -1.25 1.41 -1.03
1.59 1.67 1.63 1.21 1.43 1.01 1.03 1.17 1.03
-1.30 1.23 -1.04 -1.34 -1.08 -1.93 -1.76 -1.34 -1.38
-1.21 -1.41 -1.27 -1.53 -1.41 -1.19 1.10 1.31 1.04
-1.07 -1.42 1.35 1.24 1.07 -1.02 2.05 1.48 1.21
1.23 1.31 1.10 1.26 1.59 -1.11 1.07 1.06 1.32
1.34 1.12 -1.12 1.1 1.34 1.01 -1.07 1.32 2.28
-1,07 1.06 1.23 1.37 -2.29 1.02 -1.00 -1.08 1.29
. 1.21 -1.03 1.01 -1.54 -1.01 -1,02 -1.05 -1.02 1.04
. .09 -1.10 1.06 -1.27 1.04 1.38 1.07 1 -1.17
146 Col5a2 -1.57 -1.69 -1.79 -1.77 -2.96 -1.16 -1.70 -1.21 -1.43
147 SIc40al -1.68 -1.07 1.16 1.13 -1.33 351 -1.08 1.20 -1.17 1.4
148 SIc39a10 2.06 1.03 1.04 -1.05 -1.11 -1.79 1.01 -1.54 -1.42 -1.28
149  Nabp1 1.06 1.07 1.14 1.08 1.07 217 -1.13 -1.20 -1.21 -1.17
150 Nab1 2.04 -1.84 1.04 1.03 -1.13 2.00 -1.02 1.00 -1.03 1.12
151 1700019A02Rik -1.39 -1.20 -2.11 -1.28 1.41 -1.29 -1.03 1.06 1.02 -1.40
152 Stk17b -1.28 -1.02 1.11 -1.20 1.09 2.48 -1.03 -1.02 -1.18 1.30
153 Pgap1 -2.07 -1.17 -1.08 -1.24 -1.62 -1.49 -1.07 -1.14 1.07 -1.14
154 Ankrd44 -1.21 -1.38 -1.20 -1.15 1.13 1.30 1.09 1.24 1.06
155 Hspd1 3.03 -1.24 1.18 1.10 -1.25 1.32 -1.21 1.07 -1.12 1.06
156 Rftn2 -1.03 -1.19 1.00 -1.40 -1.35 -1.04 -1.05 1.22 1.14
157 Ppil3 1.10 .01 1.08 1.1 -1.08 -1.18 1.16 -1.18 -1.06 -1.04
158 Orc2 3.60 -1.36 -1.03 -1.31 -1.56 1.54 1.04 -1.07 1.18 1.05
159 Trak2 2.22 -1.21 1.16 1.29 -1.32 1.14 -1.46 1.05 -1.16 -1.12
160 Als2cr11 1.27 1.51 1.15 1.33 2.06 1.14 1.22 1.15 1.39 1.22
161 Wdr12 2.83 1.03 -1.03 1.24 -1.24 1.26 1.02 1.08 1.04 -1.05
162 Raphl 3.48 -1.43 -1.04 -1.17 -1.67 3.45 1.76 1.41 1.12 1.40
163 Fzd5 -2.42 -1.48 -1.40 -1.01 -1.40 1.05 1.31 1.01 -1.07 1.03
164 Idht -3.69 1.1 1.26 1.24 1.18 1.56 -1.02 -1.03 1.09 1.05
165 Kansl1l -2.24 -1.16 -1.05 -1.01 -1.25 -1.10 -1.25 -1.09 -1.23 -1.08
166 Acadl 1.01 -1.13 1.10 1.04 -1.09 2.29 -1.28 1.08 1.08 1.23
167 Bard1 2.95 2.47 2.09 1.49 1.15 -1.08 -2.12 -1.35 -1.49 -1.30
168 Tnsl -3.96 1.41 -1.01 1.14 3.06 1.58 1.68 1.21 1.14 1.44
169 Usp37 2.38 1.06 1.33 1.01 1.41 1.21 -1.20 1.24 1.14 1.06
170 S|c23a3 1.26 -1.07 -1.11 -1.01 2.08 1.18 1.21 1.05 1.02 -1.06
171 Ptprn 4.32 -1.69 1.07 -1.08 -1.41 11.31 1.12 1.89 1.57 1.16
172 Dnpep -2.00 1 1.02 1.43 -1.75 2.25 1.02 1.33 1.21 1.14
173 Ephad -1.84 -1.56 -1.39 -2.27 -2.42 -1.28 -1.13 -1.35 -1.55
174 Farsb 17 3 -1.03 -1.00 -1.39 1.26 1.04 1.16 1.20 1.40
175 Irs1 =517/ -1.68 -1.07 -1.49 1.23 -1.68 1.05 -1.42 -1.02 -1.35
176 Pid1 -2.31 -2.36 -1.32 -1.76 -1.69 1.44 1.20 -1.19 -1.19 1.7
177 Sic16a14 1.30 2.23 1.64 1.46 1.41 -1.67 1.54 1.25 1.28 1.30
178 C130026121Rik -2.20 1.14 1.03 1.06 1.07 1.40 1.08 1.07 1.06 1.45
179 Csprs 1.07 -1.98 -1.21 1.07 -1.44 212 -1.30 1.59 1.25 1.83
180 Gpr55 -1.05 1.01 1.08 1.48 -1.15 -1.27 -1.14 -1.67 -2.09 -1.38
181 Nl 2.04 1.07 1.27 1.16 1.32 1.31 1.03 1.07 1.04 1.28
182 Keni13 -1.04 2.06 1.27 1.16 1.47 -1.16 -1.30 1.08 -1.32 -1.15
183 Arldc -1.10 1.10 1.23 1.06 2.80 1.59 1.31 1.46 1.21
184 Col6a3 -3.27 -1.13 -1.15 -1.12 1.80 -355 1.02 -1.78 -1.21 -1.35
185 Rabl17 -1.23 -1.15 -1.41 -1.28 -1.01 1.57 1.58 2.07 1.36 1.30
186 Hes6 -2.38 1.15 1.34 -1.18 -2.23 1.02 -1,68 1.05 1.15 1.16
187 Olfr1415 1.12 1.26 1.07 -1.06 -1.10 -1.06 2.02 -1.00 -1.04 1.48
188  Pask 2.65 2.01 1.68 1.22 1.89 1.00 1.24 -1.08 -1.29 -1.30
189 Dtymk 2.40 1.33 1.14 -1.14 -1.38 -1.13 1.12 -1.13 -1.06 1.06
190 Pdcd1 1.27 1.58 1.34 1.72 2.48 -1.13 1.12 1.12 1.07 1.83
191 Sicodc] 1.03 1.42 -1.09 1.53 1.07 -2.35 -1.93 -1.72 -1.79 -2.59
192 D1Ertd622e 2.32 1.69 1.25 1.25 1.16 1.75 1.61 1.54 1.09 1.22
193 Cdh19 -1.66 1.08 1.53 -1.4 -1.41 -1.16 1.22 2.51 1.26 -1.20
194 2900060B14Rik -1.27 -1.18 1.12 1.19 1.38 1.08 1.31 1.12
195 Epb4lls -2.89 -2.05 -1.83 -1.71 -1.21 1.81 1.10 1.26 1.19 1.34
196 Tmem37 1.68 -1.20 -1.08 -1.88 -1.33 1.13 -1.13 -1.02 -1.12
197 Nckapb ESNIB -1.19 -1.05 -1.04 -1.25 1.10 1.27 1.44 -1.08 1.01
198 Tmem163 -1.78 1.02 1.08 -1.34 -1.12 -3.13 -1.61 -1.84 -2.08 -1.96
199 Mcm6 3.54 -1.08 1.36 -1.28 -1.35 1.93 1.06 1.51 -1.05 1.30
200 _lkbke -2.83 -1.50 -14 -111 1.09 -113 1.29 -1.20 1] 13




No. Genes 1D_MT _ 1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D1_2/I2T SDT%ESS 8D_;1M13§10 80{%\10 8D_1Pé_é-\20
00 oaty o Jon 256 144 XY 102 1.5 110 179
55§13 131 2 -1.14 -156 -1.53 -1.43 -2.38 -1.83 -2.27
501 Awan >3] T -1.13 1.60 -1.31 -1.15 1.29 -1.43 -1.65
508 Aiobd 2% b -1.13 -1.17 5 1.29 1.09 1.16 -1.03
582 étplm j'% _11 '1566 1.17 1.89 —3.18 -1.43 1.21 11.30(21 11,5138
D . ] . -1 - - -1.10 -1, -1,
ggé V\B/Itgztél j'% :;'829 —11'11% 7”23 j‘ﬁ%ﬁ JI% -1.94 —Hg —11.2312
Ry . . -1 ; 1. -151 -1 .
500 e d% 0 a8 O oSwme % d% o Je %
210 Rowet % Tas 152 2.88 36 15 135 1.45 1.89
515 Pewt T 18 1.93 2.80 ‘%Fw -1.06 110 1.01 113
515 P % % -154 114 110 -1 1.05 2.38 124
R 2% T 123 110 147 1.09 120 158 120
214 2310009B15Rik 2.35 1.12 123 110 147 e 120 158 12
Sl G 555 i 1.30 2.24 1.66 135 1.05 1.81 1.62
519 & % 153 152 1.70 1.87 153 1.29 1.20 1.60
516 fn LY 18 1.54 1.01 1.22 2.04 1.36 1.27 1.10
18 P % 18 1.26 1.37 1.93 1.51 1.37 1.19 1.65
530 hago® Ly % 1.18 -1.65 2.36 -1.21 1.02 1.01 1.20
5 fo 05 s -1.43 1.85 -1.87 -1.04 -2.32 -1.38 -1.54
55 ! my T 1.08 -5.82 2102 “121 110 1.02 102
; =) ] -1 ; - -1.27 -1.33 -1
1 Solae d% 0 d% O% A% O3 oGm0 O8Ok
58 Toree! A T 1.26 218 1.01 133 131 115 1.06
e s 1% -1.14 150 1.68 -115 -1.19 2.04 1.03
559 oo % 132 1.11 -1.38 158 1.07 1.11 1.02 1.07
%% ;Orsau :}'8673 }5? 1.06 -1.09 1.46 -1.06 117 1.2408 11.%32
e y ; -1 -1 [ 578 ] 113 1. -1,
%0 oon 15 % 111212 J'% ‘ 1'(1)23 1.05 1.16 1.25
530 P %5 by -1.06 -1.46 1.80 -1.07 1.38 1.16 1.44
5% b a8 T -1.03 1.42 -1.69 -1.32 1.06 -1.11 -1.25
5% BeoH T 183 -1.09 1.47 1.90 112 1.06 -1.08 1.15
53 Raopos 15 1'6321 -1.05 -1.30 176 -1.03 -1.52 1.01 -1.70
5% Sty % 03 -1.15 -1.49 -1 E7 1.23 -1.00 1.23 1.15
% oy a5 s -1.03 124 ERY 101 1.06 120 139
59 Bk gy T 113 153 112 2.01 154 199 2,05
D T )07 161 101 148 104 133 113 252
55 0 L% % 111 -132 323 1.04 -1.07 -1.06 -1.05
520 Now 25 19 1.40 1.07 -1.26 1.10 1.02 -1.02 -1.16
50 e 4% % -1.23 1.04 -1.35 110 -1.25 -1.02 -1.08
500 N 25 on 118 ~1.45 : 123 2.5 141 2.06
505 Pocs 2% 7% 1.24 1.15 -1.30 111 1.06 1.28 1.46
Sa o 20 1% 112 1.65 -1.23 1.04 -1.05 1.04 -1.26
508 S 2 112 -1.05 1.94 1.67 138 2.03 1.88 1.95
Sk iz 131 138 132 116 2.07 158 157 1.40 117
509 oy Y& 188 1.03 1.64 -1.18 1.07 -1.06 1.04 1.40
518 BEoo 9 140 2.00 2.09 1.70 1.42 1.60 113 124
Sk RieoTs 103 19 1.26 1.86 6.94 136 1.36 127 110
S50 Goer % 1% 1.81 2.28 -?%%- 1.05 1.40 1.08 2.30
520 ot 1% s 110 1.39 312 120 1.26 125 1.43
52 O s s -1.13 -2.12 -1.59 -1.70 -1.91 -1.74 -2.49
525 s T a7 -1.10 -1.18 -115 1.27 1.63 1.20 1.69
% s b 0 -1.12 -1.11 -1.27 -1.00 1.16 1.05 1.01
oen ! 193 REE 1.12 1.04 -1.01 -1.03 112 111 1.24
%% Iir Tor 15 118 -1.19 1.67 1.28 1.32 -1.04 -1.10
525 & % % -1.13 -1.10 -1.66 -1.21 -1.21 -1.14 -1.52
%gé E?ah 7”? jgg -1.83 -1.42 -2.05 -1.34 -1.23 -1.38 ]1395
" Ry, ] -1 -1. 8 117 1.21 .
580 Lol 138 103 71'8131 ng 1.1 —11'1332 -1.12 1.03 -1.08
50 Ry L% % -1.09 -1.10 -2.13 -1.23 -113 -1.48 -1.19
55 1oz Bt T 140 149 104 135 122 128 122
55 omiR . 55 106 -1.00 1.25 1.21 1.03 -1.02 1.24 111
%gi gm3§37 l'gg ﬂg ;'(2)(2) 1.20 137 328 -1.76 1.25 -157 —10377
ont ) . -1 . -1.22 -1.72 1.07 -1.01 1.14 1.
265 Nenf -2.03 1.42 1.29 1.03 7 . A 1o RS 107
%7 ngms % N5 1% d% 3 e 2% 20 am
2% Goat 13 o T 132 2.34 2.53 110 1.40 154 2.16
%28 gertadél ;% ]11()()2 142% 110 1.04 -1.20 -1.39 -1.32 -1.12 fﬁ)ﬁ
1ex . . . o o . iy B 0
270 Hsd11b1 -1.10 -1.09 -124 71'82 Jgg %%(2) 711‘1158 1.1%0 19 whl:
%7; ?Sms%; zzt'zﬁ 18% H)Zsl -1.39 -2.15 3.25 -1.10 1.40 1.29 1.2%
5 G . ] ) 1 ( -1 1.16 1.08 -1
273 Chpf 231 -1.26 1.04 711.1164 j1.%%1 _;5421 71.1120 e 108 mpE
578 oo Ee 7% o -1.06 1120 373 119 139 125 162
%M ) . . ] -1 . 1.24 1.05 1.1
576 11503 504 150 1% 1.08 134 2.28 117 1.68 1.37 1.60
575 Fant 504 % U 1.21 -155 -1.57 1.08 -1.12 1.05 -1.50
%0 toma 2% Tox 105 1.27 1.32 -1.03 1.02 -1.25 -1.24 -1.24
gg? B”?‘% 21'1712 11'0140 —11'01%1 1.09 -1.04 2.50 1.03 -1.21 1.43 1.35
ani 1 B =) i { 361 -343 2100 152
282 Cdnf 1.38 1.02 1.02 1.28 1.00 261 34 200 8 :
283 Fam107b -2.45 -1.50 -1.20 -1.14 113 . -1 . 110 .
%25 Uoma” A% s Tmo a8 AR oS OB 1 4% _
5 Ucma -1. -1. -1, R mt . - 2 e (
2 N, e O S B B L B
mbt! =2. -1, . A B . 0 X% :
558 liie 1% s e e 1% Nk A% 4% g% :
' I -1 -1 -1 -2 1.73 -1,05 -1.19 -1.15 X
290 Etld -1.21 1.92 172 1.68 2.71 173 .0 s s |
291 Gad2 -1.16 -1.58 -1.10 -1.26 111 128 123 150 2.00 :
292 Pdss] 3.64 -1557 -1.01 -1.06 -1.02 168 112 136 12 .
293 Il 3.31 -1.22 -1.70 -1.36 -121 2 1 13 wpt :
294 Zmynd19 3.58 142 1.18 ].og 1(2)% J'?g 11.1102 71.27 1381 :
%gg ;amussa 7%'28 11 1(?9 J1'5261 4'336 -1.59 1.03 1.01 -1.03 1.00 i
prn —J. - . . B . ) 106 :
297 Grinlos 1.32 2.28 1.08 711.%53 71.(3)2 1'83 13? j12055 10 _
5% Ona S0 By 7% 189 R 113 115 138 123 28
a 2. - . . . .
ggo Lons -1.11 1.02 1.43 -1.07 1.28 1.06 1.06 1.24 1.37 25




Jhu

No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
30T LenTl 1.19 112 1.02 2.02 1.76 -1.08 1.20 -T.08
302 Kentl -1.69 -1.69 -1.40 -1.23 -1.43 -1.41 -1.07 -1.65
303 Gm2240 1.26 -1.20 -1.01 -1.18 1.16 1.35 1.22 1.09
304 Wdrb 2.44 -1.01 1.15 1.09 1.1 -1.08 -1.25 -1.25
305 Colbal -1.38 -1.26 -1.32 1.55 -1.43 -1.24 -1.25
306 Olfm1 2.43 1.44 1.26 1.14 1.25 -1.01 -1.13 1.06
307 Gbgtl -3.72 -1.61 -1.42 1.21 -1.87 -1.01 -1.09 -1.18
308 Gm10134 -2.88 -1.47 -1.25 -1.06 -1.39 -1.22 -1.17 -1.12
309 Ralgds -2.66 -1.05 -1.15 -1.02 -1.03 1.05 1.22 1.06
310 Ddx31 2.22 -1.67 -1.08 1.06 =2185 1.08 1.08 -1.26
311 Cstad -2.94 1.09 -1.33 -1.27 1.20 1.44 1.72 1.71
312 Prrx2 =3.35 -1.07 -1.15 1.27 -1.13 -1.05 1.05 1.02
313 Nesl 4.56 -1.00 1.08 -1.06 -1.24 1.04 -1.07 -1.19
314 Asst 4.38 1.24 1.60 1.25 1.35 1.39 1.21 1.18
315 Fubp3 1.19 1.29 1.28 1.15 217 1.54 1.36 1.41
316 Exosc2 3.50 1.34 1.34 1.21 -1.01 1.01 -1.19 -1.19
317 Pomtl -1.18 -2.04 1.02 1.06 -1.99 1.37 1.05 -1.21
318 Sh2d3c -2.13 -1.24 -1.56 1.04 1.20 -1.02 2.15 1.96
319 Ptrh1 4.44 1.20 1.26 1.05 -1.21 1.19 1.11 -1.19
320 Fam129b 2.68 -1.31 111 -1.02 1.03 1.18 -1.07 1.15
321 Angptl2 6.86 -1.49 1.30 1.15 -1.35 1.34 1.03 1.03
322 Hspab 1.56 -1.32 1.02 -1.30 -2.50 -1.04 -1.01 -1.25
323 Ptgsl 2.72 -1.22 1.38 1.19 1.11 1.30 1.05 1.05
324 Olfr342 2.79 1.62 -1.563 1.91 2.03 -1.50 -1.37 -1.82
325 Olfr344 -2.39 -1.58 -1.63 -1.84 -1.22 1.13 -1.13 -1.76
326 Olfr345 211 2.06 1.88 1.84 2.49 1.27 -1.07 1.14
327 Olfr347 1.96 1.16 1.98 1.41 1.43 -1.41 -1.04 -2.34
328 Olfr354 1.19 -1.08 1.01 1.14 1.46 214 -1.08 1.45
329 Olfr366 -1.02 1.23 1.11 1.22 1.16 2.01 1.09 1.21
330 OIfr367-ps -1.12 -1.32 -1.10 -1.05 1.01 -1.18 -2.65 -1.98
331 Arhgap15 1.51 1.04 1.10 1.19 1.86 2.79 -1.11 2.60
332 Zeb2os -2.66 1.27 -1.50 -1.31 -1.03 1.01 1.30 1.19
333 Acvr2a -3.94 -1.562 -1.84 -1.74 -1.69 -1.49 -1.26 -1.64
334 Lypd6b -1.08 -1.07 -1.14 1.36 2.03 -1.02 1.07 1.30
335 Fmnl2 -2.50 -1.36 -1.09 -1.02 -1.05 -1.06 -1.27 -1.21
336 Gm11099 -1.26 -1.37 1.00 -1.20 -1.33 -1.50 -2.05 -2.04
337 Pkp4 1.73 -1.35 -1.23 -1.17 -1.35 -1.49 -1.72 -1.72
338 Tancl -2.12 -1.23 -1.41 1.19 1.04 -1.00 1.27 1.04
339 Psmdi14 1.59 1.04 -1.01 -1.15 -2.07 -1.08 -1.20 -1.03
340 Scn2al -2.48 -1.01 -1.13 -1.12 1.06 1.57 1.76 1.34
341 Gm21830 1.03 -1.07 -1.03 1.32 1.82 1.91 -1.04 -2.10
342 B3galtl 1.19 -1.56 -1.16 1.24 1.86 -1.59 -2.58 -2.62
343 Hat1 2.79 1.25 1.26 1.13 1.18 1.16 1.25 1.36
344 Platr26 2.01 1.48 1.29 -1.07 1.47 -1.02 -1.29 1.66
345 Itgab 3.34 -1.70 -1.13 1.1 1.55 1.44 -1.34 -1.13
346 Pdk1 =2.39 -1.44 1.11 1.14 1.59 -1.10 1.06 1.09
347 Zak 3195 -1.28 1.70 1.22 -1.02 1.18 -1.12 1.06
348 Cdca/ 4.65 -1.59 -1.23 -1.32 -1.45 1.21 1.26 1.10
349 Hoxd3 -3.20 1.08 1.06 1.08 -1.13 -1.67 -1.56 -1.53
350 Plekha3 2.1 1.08 1.06 -1.03 -1.18 -1.11 -1.09 -1.01
351 Fsip2 2.09 1.79 1.78 1.25 1.26 -1.04 1.01 1.01
352 Ypeld -1.33 -1.06 -1.10 1.06 -1.15 1.27 -1.05
353 Ube2l6 211 -1.22 1.36 -1.05 -1.02 1.89 1.26 1.33
354 Timm10 2.86 1.40 1.00 -1.07 -1.63 -1.14 -1.21 -1.08
355 Slc43a3 3.46 1.12 1.81 1.20 -1.23 1.14 1.11 -1.19
356 Ssrpl 2.85 -1.11 1.59 1.32 -1.40 -1.08 1.07 -1.13
357 Olfr1008 -1.05 -1.62 1.05 -1.93 -1.27 1.27 2.24 1.08
358 Olfr1018 -1.01 -1.36 -1.23 -1.05 1.07 -1.26 -2.03 -1.21
359 Olfr1020 1.11 -1.06 -1.32 1.28 -1.09 -2.15 -1.03 -1.38
360 OIfr1112 -1.38 -1.50 -1.12 -1.45 -1.08 2.41 1.35 1.97
361 Olfr1113 -1.68 -1.07 -3.05 -1.15 -1.38 -1.68 -1.24 -1.20
362 Olfr1131 1.01 1.28 1.16 1.20 1.10 1.86 2.05 1.55
363 Olfr1151 -1.12 -1.35 1.64 1.38 1.68 2.23 1.17 -1.00
364 Olfr1158 2.48 1.55 1.07 -1.02 -1.17 -1.00 -2.24 -1.59
365 OIfr1183 2.31%) 2.67 1.35 1.25 1.51 -1.05 1.15 1.77
366 Olfr1202 1.08 1.18 1.42 1.07 217 -1.16 -1.12 1.36
367 OIfr1204 -1.35 -1.18 -1.21 -2.06 1.10 -1.17 -1.01 -1.16
368 OIfr1212 1.76 -1.01 1.08 -1.10 -1.03 2.03 1.38 1.42
369 Olfr1263 1.33 -1.03 -1.06 -1.16 1.29 1.92 1.16 1.15
370 Olfr1265 -1.32 -1.44 -2.18 -1.03 -1.22 1.30 1.05 -1.06
371 Nup160 2.25 -1.64 1.34 1.07 -1.28 -1.27 -1.33 -1.36
372 Agbl2 1.37 1.38 1.15 -1.16 212 1.03 -1.28 1.39
373 Lrpd -1.06 -1.08 -1.05 1.12 -1.01 1.15 -1.57 -1.47
374 Ambral -1.12 -2.22 1.14 1.12 -1.08 1.09 -1.19 -1.06
375 Phf21a -3.19 -1.89 -1.12 1.17 -1.18 -1.36 -1.05 -1.57
376 Chstl 2.20 1.1 113 -1.14 1.22 1.36 -1.06 1.42
377 Lrrcde 1.17 -1.03 1.56 1.30 -1.50 1.17 -1.17 1.68
378 Gm10801 -1.36 -2.21 -1.63 -1.25 2.05 1.35 -1.10 1.21
379 Rag2 -1.13 -2.04 -1.07 -1.13 -1.23 1.11 -1.17 -1.02
5 Coon mEpam oG8 OB S8 o 1B i
a . -1 -1 -1 -1, . -1,
382 Them7 -2.45 -1.45 -1.92 -1.18 -2.73 1.54 1.19 1.72
383 Immpll -1.22 2.20 1.01 1.06 -1.12 1.10 1.21 1.03
384 Kcnad 1.14 -1.88 -1.29 -2.18 -1.55 -2.54 -1.47 -1.60
385 Kif18a 2.55 1.40 2.09 -1.13 -1.47 1.33 112 1.37
386 Lgrd =3.92 -1.29 1.05 1.05 -1.34 1.19 1.08 1.05
387 OIfr1276 -1.11 1.97 1.27 1.01 2.06 1.06 1.68 1.47
388 Olfr1284 1.83 1.80 1.35 1.17 1.10 1.47 2.28 1.80
389 OIfr1285 -1.14 1.61 1.00 -1.35 -1.06 -2.56 -1.91 -1.45
390 OIfr1301 -2.06 -1.81 -1.80 -1.60 -1.11 -1.27 -1.47 -1.10
391 OIfr1302 1.15 2.32 1.18 1.11 1.38 1.02 -1.02 1.08
392 Olfr1317 -1.79 -1.67 -1.37 -2.87 -2.01 1.04 -1.30 -1.19
393 Olfr1318 1.11 1.02 1.19 1.77 2.20 -1.38 -1.28 1.15
394 Lpcat4 2.93 -1.60 -1.43 -1.20 -1.15 1.70 1.10 -1.21
395 Nop10 1.73 2.14 -1.01 1.00 1.18 1.04 -1.01 1.06
396 Aven 3.72 1.20 1.31 1.14 1.18 1.06 1.09 -1.15
%8; Tmbc05 2.05 1 .660O 2.3052 2.3098 1 (1)% -1 .030 -2.6364 -2.637
Thbs1 q‘ﬁ- -1, -1. -1, 1. 1.05 1. 1.01
399 Bublb 5 1.81 2.35 1.37 1.40 3.82 1.09 1.93
400 Knstrn 1.98 1.20 1.56 1.39 1.02 1.48 1.20 1.57




No. Genes 1D_MT 1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
40T Rpusd? 228 1.76 1.45 -1.03 -1.23 -1.26 1.0 -119 -1.43 1.00
402 Caschb 2.87 1.60 2.11 1.28 -1.14 4.95 -1.38 2.52 -1.27 1.75
403 Rad51 Y 1.23 2.48 1.28 -1.83 2.68 1.03 2.13 1.70 1.60
404 Gehfr 1.09 3.36 1.37 1.65 1.64 2.78 1.07 1.43 1.42 1.26
i g ol G R g S A
usap 5 . . . 0 -1. . . -1.
407 Mapkbp1 -1.65 1.24 -1.04 -1.25 -1.71 -2.06 -1.56 -1.67 -1.26 -1.68
408 Stard9 -2.05 -1.20 -1.11 -1.36 1.21 -1.61 -1.33 -1.97 -1.32 -1.40
409 Tubgcp4 227 -1.34 1.01 -1.01 -1.06 1.05 -1.07 -1.02 -1.26 -1.11
410 Wdr/6 2.44 -1.16 1.26 -1.01 =315]1 1.24 -1.13 1.16 -1.24 1.45
411 Eif3j2 217 1.06 1.22 -1.07 1.06 1.07 1.12 -1.06 -1.06 -1.03
412 Trim69 3.43 1.17 1.16 -1.26 1.32 1.48 1.05 -1.24 1.63 1.02
413 4933406J08Rik -1.48 -1.37 -1.02 -1.73 -1.16 1.51 2.34 1.34 1.68 1
414 Sord -2.88 1.08 1.29 1.23 -1.07 1.18 1.15 1.16 1.07 1.19
415 Slc28a2 2.38 1.43 1.80 157 1.46 1.72 1.89 2.35 1.94 1.38
416 Gm14085 1.07 2.01 1.36 1.39 1.43 1.00 -1.61 -1.14 1.1 -1.17
417 Semabd -1.21 -1.21 1.18 -1.09 -1.31 1.80 1.56 1.99 1.756 2.20
418 Dut 4.68 1.15 1.87 1.06 -1.18 1.62 -1.37 1.06 1.05 1.03
419 Gm17565 -1.05 2.20 -1.17 1.05 1.31 1.10 -1.64 -1.45 -1.09 1.22
420 Stard7 2.15 -1.09 -1.00 -1.18 -1.34 1.10 1.02 -1.20 1.22 1.05
421 Bcl2111 8 -2.41 -1.82 -1.22 -1.70 1.46 -1.46 1.09 1.35 1.48
422 Mertk = -1.17 -1.02 -1.09 -1.19 -1.26 1.08 -1.10 1.43 1.37
423 Tmem87b -2.34 -1.47 -1.13 -1.25 1.24 -1.13 -1.15 -1.69 -1.37 -1.04
424 Polrlb 3.74 -1.79 -1.01 -1.54 -1.40 1.08 1.1 -1.07 -1.01 -1.04
425 Slc20a1 68 1.07 1.05 1.02 -1.23 373 1.48 1.70 1.2 1.33
426 Nopb6 -1.18 1.37 -1.09 -1.41 1.07 -1.42 -1.37 -1.19 -1.08
427 ltpa 2:25 1.28 1.22 -1.12 -1.11 1.09 -1.01 -1 -1.22
428 Hspal2b -1.13 -1.20 1.25 -1.05 -1.42 1.10 1.20 1.20 1.28
429 Gm11037 -1.07 -1.10 117 -1.62 -1.09 1.56 117 2.82 1.58
430 Cdc25l 1.13 2.02 1.37 1.16 -1.01 -1.81 -1.47 -1.69 1.01
431 Mcm8 1.29 1.55 1.33 1.04 1.18 1.33 -1.02 1.15 -1.05
432 Plcb1 -1.17 1.05 1.05 -1.11 -2.76 -1.34 -1.77 -1.18 -1.48
433 Plcb4 -1.22 -2.01 -1.70 -2.04 -1.28 -1.33 -1.29 -1.86 -1.39
434 Ankef1 -1.01 -1.31 -1.12 -1.15 -1.17 -1.01 -1.10 -1.01 1.05
435 Sptlc3 -1.03 1.23 -1.02 2.36 -1.27 -1.67 1.03 -1.29 -1.07
436 Snrpb2 2.30 -1.06 -1.08 1.06 1.40 1.23 1.53 1.43 1.63
437 Mgmel -1.01 1.31 111 -1.44 1.55 1.01 -1.04 1.15 1.31
438 Zfp133-ps 1.92 -1.06 1.04 2.05 1.31 1.05 1.04 1.10 -1.18
439 Gmb561 2.64 -1.23 1.00 -1.01 -1.34 1.04 -1.32 1.09 -1.16
440 Rin2 -1.42 -1.03 -1.12 1.23 1.39 1.12 1.25 1.10 1.02
441 Naa20 1.53 1.09 -1.06 -1.03 1.32 1.09 1.27 1.09 1.24
442 Kiz -1.43 -1.08 -1.05 1.31 1.14 1.26 1.04 112 1.27
443 Nxtl 1.12 -1.07 -1.02 1.07 1.25 1.20 1.00 1.23 1.26
444 Cstl -1.05 -1.03 1.26 1.35 -1.16 -1.24 -1.13 -2.23 -1.45
445 Syndigl 1.36 1.03 1.03 -1.24 -2.98 -1.70 -1.67 -1.91 -1.47
446 Gins1 1.55 1.54 1.54 -1.50 2.80 -1.01 1.45 1.03 -1.23
447 Srxn1 -1.04 1.20 1.27 -2.03 1.27 -1.41 -1.39 -1.06 -1.16
448  Csnk2al -2.03 -1.19 1.00 1.18 1.46 1.23 1.49 1.37 1.49
449 |d1 -1.21 -1.00 1.18 1.11 4 -1.44 -1.07 -1.64 -1.04
450 Tpx2 -1.54 1.87 1.12 -1.17 5 -1.562 1.68 -1.72 1.19
451 Bpifb1 -1.11 1.08 1.24 1.16 -2.21 -1.78 -1.72 -1.86 -1.93
452 1700003F12Rik 1.79 -1.38 1.13 1.07 -1.46 1.23 1.13 1.31 -1.08
453 Mapllc3a 2.08 -1.09 -1.08 -1.39 1.26 -1.11 -1.07 -1.03 -1.55
454 Trp53inp2 -2.06 -1.12 -1.15 -1.24 1.03 -1.88 -1.34 -1.29 -2.77
455 Gm15557 -1.43 -1.26 -1.31 111 1.47 2.06 1.18 1.24 1.59
456 Spag4 1.46 1.10 1.96 -1.08 1.02 2.07 1.36 1.40 2.07
457 Epb4111 -1.61 1.20 1.26 1.13 1.29 -1.44 -1.09 1.09 1.06
458  Aar2 -1.45 1.51 1.13 -2.45 1.47 -1.48 -1.06 1.13 1.29
459 Myl9 -1.27 -1.57 -1.35 =2.31 -2.32 -1.39 -1.03 1.1 -1.11
480 1;W0008F13Rik *1.8% *1.8% 4.2039 -Z.g; 1.23 18% 1%8 4.081 1.03
461 Lbp =1, -1 1. -1, -=?' 1. 1. 1.4 1.4
462 Ralgapb -1.12 1.18 1.30 -1.15 1.1 -1.28 1.13 1.02 1.17
463 Fam83d -1.29 2.21 1.24 -1.60 EEEN 156 2.96 1.32 1.44
464 Ift52 -1.24 -1.16 1.01 -1.21 1.20 1.14 1.24 1.29 1.33
465 Mybl2 -1.68 1.42 1.35 1.18 2.47 -1.33 1.47 -1.17 1.83
466 Ttpal -1.21 1.39 -1.04 1.31 -1.29 -1.01 1.03 -1.49 -1.59
467 Wisp2 1.90 3.569 2.07 1.00 13.05 2.06 3.03 2.05 2.50
468 Svs6 1.18 1.35 -1.04 3.05 —1.96 1.03 -1.53 -2.38 -1.59
469 Ube2c 1.34 1.94 1.31 1.12 22.47 -2.84 2.81 =2.f%) 1.73
470 Slc12ab 1.05 -1.37 1.04 1.50 -1.22 1.07 -1.14 -1.02 -1.13
471 Trp53rkb 1.27 -1.06 1.12 -1.07 -1.28 -1.33 1.20 1.06 1.16
472 Csell 1.61 1.43 1.09 -1.10 1.27 -1.08 -1.04 -1.34 1.14
473 Ddx27 -1.03 1.30 -1.07 -1.54 1.30 -1.21 -1.09 -1.06 -1.12
474 Pfdnd .54 -1.00 -1.01 -1.00 1.08 1.30 -1.12 -1.12 -1.08
475 Rbm38 -1.01 1.16 1.07 1.56 2.37 1.56 1.89 1.43 1.31
476 Gm14401 1.06 1.11 -1.03 1.27 1.03 1.48 1.62 1.62 2.06
477 Phactr3 1.30 1.62 2.00 1.38 1.16 -1.04 -1.24 1.24 1.01
478 Cdh26 1.29 1.31 -1.04 1.27 -2.65 -1.01 -1.82 -2.07 -2.12
479 Rtell 1.01 1.16 1.31 1.01 -1.00 1.33 1.02 -1.25 -1.21
480 Tcea2 -1.17 -1.27 1.08 -1.05 -2.15 1.06 -1.19 1.28 1.02
481 Pcmtd2 -1.37 -1.22 -1.25 -1.35 1.11 1.17 -1.24 1.26 -1.23
482 Rpp38 1.39 -1.06 1.07 -1.04 1.64 1.23 1.33 111 -1.22
483 Suv39h2 1.28 1.40 1.10 -2.24 2.60 1.01 1.29 -1.10 1.33
484 Hspald 1.31 1.39 111 -1.27 1.29 1.20 1.62 -1.15 1.17
485 Mcm10 1.29 1.70 1.08 1.14 1.46 -1.53 1.09 -1.63 -1.23
486 Optn ] -1.34 1.01 1.10 -1.31 -1.07 -1.07 -1.13 -1.18 -1.06
487 Dhtkd1 5 -1.46 -1.18 -1.16 -1.43 1.21 1.12 1.40 1.31 1.04
488 Proser2 . -1.02 -1.23 -1.41 1.04 -1.22 1.06 2.09 1.07 1.50
489  Itih2 . 2.39 1.25 1.38 1.58 -1.29 113 1.76 -1.08 -1.16
490 Pfkfb3 1.27 -1.60 1.26 -1.44 -1.38 3.19 1.11 1.40 1.25 -1.33
491 4921504E06Rik 1.40 1.85 1.76 212 1.9 -1.84 -1.75 1.15 1.06 1.55
492 Arhgap21 -2.21 -1.36 -1.50 -1.06 1.21 -2.17 1.25 -1.19 -1.16 -1.22
493 Mastl 4.64 1.79 3Hl5) 1.60 1.04 4.37 -1.71 1.04 -1.44 1.18
494 Hnmt 2.69 1.69 214 1.71 1.48 -1.02 1.27 1.00 -1.09 -1.37
495 Cacnalb -2.69 -1.63 -1.50 -1.08 1.80 1.18 1.09 1.45 1.34 1.27
496  Arrdcl -2.50 -1.48 -1.26 -1.14 1.1 -1.12 -1.23 -1.13 -1.04 -1.02
497  Mrpl41 1.79 2.66 1.01 1.34 1.06 -1.96 1.23 1.04 1.05 -1.11
498 Tubb4b 2.08 1.02 1.27 -1.12 -1.61 2.12 -1.45 1.30 -1.39 -1.53
499 Ndor1 2.81 -1.30 1.18 1.03 -1.22 113 -1.63 -1.02 1.19 1.26
500 BC029214 -3.00 1.24 -1.35 1.03 -1.12 -1.98 -1.07 -1.10 1.21 1.00




{r
Ju

No. Genes 1D_MT _ 1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
50T Pigds 77 =119 =166 =136 =166 T84 ~T56 S 735 =149
502 C8g -2.02 -1.05 -1.42 -2.01 -1.16 1.06 1.33 117 1.31 1.82
503 Gm996 -2.64 -1.56 -156 -1.50 -119 -1.06 -133 -1.29 1.08 -1.35
504 Nacc2 1.07 -1.02 1.29 -1.03 1.67 2.19 1.30 -1.08 1.41 1.35
505 Inppbe -2.79 -1.61 -1.00 1.22 -1.93 -1.30 -1.11 -1.13 1.06 -1.21
506 Secl6a -2.14 -1.44 -1.15 -1.25 1.33 -1.24 -1.12 1.16 -112
507 Agpat2 -1.42 -1.35 -1.08 -1.04 -3.08 -1.01 1.15 -1.03 -1.03
508 Med22 2.29 -1.01 1.02 -1.11 1.01 1.27 1.20 -1.07 1.07
509 Slc2a6 1.81 -1.40 -1.06 1,11 -1.86 1.27 1.28 1.17 -1.24
510 Wdr34 -2.49 -1.13 -1.35 -1.21 -1.59 -1.00 1.29 1.27 1.37
511 Ccbll -2.24 -1.59 -1.44 -1.06 -1.14 -1.03 -1.07 1.14 -1.08
512 lers| -1.18 197 12 1.56 1.43 -1.07 1.55 11 1.38
513 1700001022Rik -378 1.05 -1.09 -1.04 -1.46 -1.19 1.04 1.30 1.21
514 Fnbpl -2.18 1.12 1.07 114 1.18 1.15 1.02 1.25 -1.03
515 1110008P14Rik 263 1.09 -1.02 -1.06 -1.15 -1.10 -1.11 1.01 -1.12
516 Lcn2 843 1.24 1.44 1.18 -153 1.48 1.18 -1.06 -1.01
517 Cdk9 7.18 -1.61 -1.20 -1.24 -2.12 1.08 117 1.52 1.28
518 Lrsam1 -2.83 1.09 1.08 -112 1.26 -1.04 -1.29 -1.04 1.04
519 Garnl3 -1.59 -1.22 -1.14 1.04 -1.22 -1.57 -1.44 -1.43 -2.14
520 Zbthd3 -154 -1.18 -1.19 -1.70 -2.13 -113 1.11 -1.15 -1.25
521 Trafl 1.08 -1.04 1.03 -1.16 1.16 -153 1.23 1.04
522 Hc 2.38 122 2.87 1.82 1.36 118 1.24 -1.23 1.36
523 Stom 1.01 116 1.02 1.45 117 1.07 -1.21 -1.01 1.03
524 Ttll11 -1.65 -2.45 -1.31 -1.59 -1.79 -1.09 -1.22 -1.35 -1.14
525 Lhx6 243 1.02 1.30 -1.07 -1.40 -128 1.75 -1.02 1.22
526 Olfr341 2.04 -1.28 -1.02 -1.05 1.53 1.04 117 1.01 1.09
527 Olfr358 -1.25 -1.24 1.32 -1.03 111 137 -1.45 -2.01 -2.17
528 Rnd3 -3.00 -1.21 -1.20 -1.12 -1.73 -1.01 -1.18 1.09 -1.09
529 Nrda2 1.12 -1.99 1.73 -1.08 1.07 -1.46 -1.29 -1.59 1.08
530 Baz2b -2.89 1.86 -1.27 -1.07 -1.16 -1.16 -1.27 -1.28 -1.34
531 Ly75 2.72 -1.97 1.46 1.20 1.10 1.24 1.58 1.30 -1.12
532 Grbl4 -1.73 -1.00 1.13 -1.00 -1.09 -1.41 -1.16 118 134
533 Slc38atll 1.09 1.07 127 -1.06 1.30 134 218 1.20 -1.00
534 Scn7a =31 118 128 1.40 133 -1.06 1.09 -1.03 2.16
535 Spc26 2.25 1.60 1.83 -1.01 -1.00 -1.06 1.12 1.21 1.18
536 Abcbl1 -1.94 -2.11 -2.04 -131 -1.76 -1.18 -1.49 -153 -1.02
537 DIx2 3.00 -1.62 1.51 -118 -1.16 -1.78 -1.07 -1.21 1.20
538 Gm11084 -2.03 -1.04 1.00 -1.23 -1.20 1.41 1.06 1.04 1.08
539 Chni 210 1.24 1.33 1.29 -1.03 1.07 -1.04 117 -1.02
540 Hoxd3os1 -2.26 2.22 -1.27 -1.01 1.37 1.07 -1.26 -1.12 -1.02
541 Prkra -2.49 1.41 -112 1.24 -1.04 -1.19 1.14 1.15 1.14
542 Fkbp7 1.46 -117 -1.08 1.12 1.27 -1.10 1.1 -1.14
543 Cedc141 -2.44 -1.37 -1.30 -1.24 -1.93 -1.24 -1.64 -1.58 -1.25
544 Pdela -1.27 -1.09 -1.01 1.13 -1.19 1.50 1.28 1.35 194
545 Tipi -1.87 115 1.00 -1.02 -1.13 118 -1.07 -1.02 -1.10
546 2700094K13Rik 2.09 1.99 153 127 -1.17 -1.10 2.04 1.07 1.98
547 Olfr992 1 1.29 2.49 112 1.31 -1.15 -1.03 115 120
548 Olfro94 -137 -153 -1.76 -1.97 1.87 2.19 2.63 1.38 -1.01
549 Olfr1002 -1.07 -117 -1.31 1.04 1.04 2.28 2.37 124 1.29
550 Olfr154 2.03 -1.42 1.07 1.47 -1.15 1.08 1.86 1.32 -1.00
551 Olfr1016 1.22 1.35 -1.03 -1.07 2.06 1.06 1.88 1.05 -1.42
552 Olfr52 -1.47 1.05 -2.01 -1.09 -137 1.21 1.70 1.86 2.23
553 Olfr1045 1.33 1.36 1.41 1.37 1.98 2.34 1.33 1.30 1.46
554 Olfr1054 156 2.12 1,56 2.13 1.43 112 113 -1.18 -1.01
555 Olfr1055 -129 -1.23 -1.73 -1.58 -1.66 1.16 132 1.47 2.21
556 Olfr1065 1.08 1.86 1.47 -1.02 1.36 2.09 -1.20 137 1.25
557 Olfr1066 1.15 -1.56 -1.12 1.12 119 -1.16 1.25 1.86 2.04
558 Olfr228 1.96 -1.08 1.75 1.41 2.24 1.06 1.48 -1.45 1.33
559 Olfr1084 2.07 1.29 113 1.78 117 1.73 157 1.77 1.40
560 Olfr1085 -1.23 -1.45 -1.06 112 1.55 2.29 1.03 1.62 1.64
561 Olfr1087 1.75 2.64 1.40 1.48 1.67 1.54 1.01 1.19 1.25
562 Olfr1101 2.10 2.03 -1.07 1.39 2.01 1.03 1.36 1.36 1.09
563 Olfr1104 1.06 1.18 1.48 2.06 2.92 1.03 2118 -1.64 -1.95
564 Olfr1105 1.33 2.03 1.29 1.45 1.94 152 -1.04 1.19 1.20
565 Olfr1106 -1.03 -1.07 117 -1.34 1.03 -2.26 -1.60 -1.72 -151
566 OIfr1107 -1.76 -1.39 -1.65 -1.24 -1.06 1.46 2.45 1.26 1.37
567 Pramel7 -1.34 -1.09 1.03 1.02 1.32 -1.49 -1.34 -1.26 -2.06
568 Olfr1137 1.10 -1.05 1.26 -1.12 -1.10 1.30 238 1.09 1.10
569 Olfr1141 -1.60 -1.52 -1.31 -1.24 -1.32 2.43 1.28 1.82 1.78
570 Olfr1156 114 1.22 117 135 -1.42 1.72 1.50 2.48 1.93
571 Olfr1157 1.09 118 1.36 136 1.79 1.54 2.22 1.18 1.68
572 Olfr1166 1.25 2.35 1.01 -137 1.79 -136 228 -1.99 -1.44
573 Olfr1167 -1.36 -1.02 -2.04 -1.43 118 1.18 1.49 1.30 1.05
574 Olfr1170 -110 -153 -2.16 -1.23 -1.28 1.02 -1.94 -1.45 1.07
575 Olfr1180 1.02 2.01 1.35 1.55 1.53 1.45 1.08 1.63 1.24
576 Olfr1199 1.43 -1.13 -1.08 1.20 -1.14 -1.10 -1.40 -131 -1.27
577 Olfr1208 -1.63 -1.02 -1.65 118 1.07 213 1.21 1.04 1.06
578 Olfr1216 -1.56 -1.30 -1.23 -1.08 1.39 2.1 -1.20 -1.01 -1.01
579 OIfr1222 1.45 111 137 1.31 2.01 1.38 1.35 1.18 1.88
580 Olfr1229 1.11 2.05 1.64 111 1.85 135 1.45 -1.18 -1.22
581 Olfr1231 -1.67 -1.79 -1.15 -2.06 -1.26 1.06 -1.11 -1.15 1.25
582 Olfr1240 -1.13 134 1.38 -1.00 1.02 -1.13 1.10 -2.02 -1.34
583 Olfr1243 -1.09 114 -1.14 -1.05 1.33 -1.10 -1.32 -1.91 -2.33
584 Olfr1253 -1.14 -1.23 -1.43 -1.28 1.30 212 1.87 -1.22 1.24
585 Olfr1256 2.05 1.31 111 1.01 1.31 1.52 3.45 1.64 1.23
586 Olfr140 114 1.28 1.02 -1.14 1.26 -1.77 ~1.61 -2.56 -1.68
587 Slc39a13 1.29 -159 1.05 -1.11 -1.79 -1.16 -1.15 1.10 -1.08
588 Ddb2 -2.47 1.07 -1.21 1.01 1.01 -1.01 -1.19 -1.09 1.00
589 1110051M20Rik -1.26 1.21 -114 1.07 -2.29 -1.49 -1.21 -1.14 1.01
590 Dgkz 1.54 135 1.11 1.05 1.10 2.0 -117 -1.30 1.11
591 Creb3l1 -331 1.46 1.65 1.00 1.31 -1.23 -1.21 1.31 -1.28
592 Accs -1.98 -1.62 -1.52 -1.28 -2.00 1.17 1.07 -1.04 -135
593 Hsd17b12 2.11 1.06 111 1.08 1.06 1.04 1.07 -1.06 1.05
594 Gm10800 -1.17 -155 -1.21 -1.12 113 -3.48 1.02 -1.19 -1.14
595 Ragl -2.06 1.99 -1.19 1.09 -1.76 1.12 1.02 1.28 1.26
59 Ldirad3 -3557 -121 -2.10 -1.13 -1.29 -1.26 -1.36 -111 -112
597 Cda4 434 -1.29 1.29 -1.05 1.03 -1.11 1.08 -1.15 -1.34
598 D430041D05Rik -1.20 -1.20 -1.10 -1.51 1.01 -1.09 -1.0 -1.41 -1.62
599 Prrgd 3.10 1.95 1.64 2.07 1.69 1.28 1.65 1.20 1.85
600 Mettl15 -1.28 -1.26 -1.44 -1.32 -2.13 1.05 -1.26 -1.17 -1.10




No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
60T BboxT -2.00 -1.18 1.03 -1.42 -1.30 -1.85 -1.4 -2.56 -1.83 -1.82
602 4930430A15Rik 1.1 -1.13 1.48 1.56 1.90 -1.23 1.04 2.47 1.10 -1.13
603 Olfr1275 1.18 1.04 1.22 -1.07 1.23 1.05 1.63 2.5 1.02 1.15
604 Olfr1282 -1.45 1.87 -1.05 -1.12 1.05 -1.46 -1.30 -1.64 -1.78 -2.03
605 OIfr1297 -1.40 -1.69 -1.40 -2.78 -1.74 1.22 1.49 1.23 1.63 1.78
606 Olfr1308 1.12 1.37 2.03 1.12 1.56 1.17 1.41 1.11 1.14 1.02
607 OIfr1310 -1.29 1.15 -1.30 1.03 1.28 1.01 2.36 -1.05 -1.02 1.45
608 OIfr1314 1.87 -1.08 1.54 1.75 2.52 -1.33 1.30 -1.30 1.26 1.32
609 Chrmb 1.19 2.07 1.22 1.04 1.28 -1.18 -1.03 -1.61 -1.40 -1.22
610 Grem1 1.63 -1.04 1.47 1.30 1.14 4.41 1.48 1.69 1.28 1.66
611 Arhgaplia 451 -1.11 2.05 1.19 -1.23 8189 -1.54 1.36 -1.23 1.03
612 Meis2 -3.28 -1.27 -1.19 1.02 1.09 -1.13 1.22 -1.15 -1.09 -1.07
613 Gpr176 1.61 1.07 1.18 1.03 1.13 2.57 1.02 1.29 1.72 1.77
614 Bmf 0 -1.13 -1.26 -1.29 -1.26 -1.09 1.37 1.14 1.42 1.05
615 Oipd 1. 1.99 1.17 -1.83 2.00 -1.08 1.01 1.07 1.21
616 Ehd4 2.40 -2.23 1.09 -1.26 -2.30 171 1.18 1.38 1.16 -1.01
617 Pla2g4d 1.63 -1.05 -1.32 -1.05 -1.10 1.56 2.19 2.08 1.33 1.37
618 Strc -1.00 1.10 -1.37 1.15 211 -1.18 1.43 1.66 111 1.17
619 Catsper2 -2.07 -1.49 -1.32 -1.26 -1.92 -1.74 -1.13 -1.53 -1.50 -1.75
620 Ncaph 4.36 1.32 2.41 2.31 1.48 2.96 -1.64 1.74 1.02 1.01
621 1810024B03Rik -1.56 2.91 -1.26 1.22 -1.25 -1.18 -1.03 1.04 1.22 1.02
622 Kcenip! -2.67 -1.29 -1.14 1.10 -1.11 -2.41 -1.62 -1.73 -1.03 -1.62
623 Bubl 0 1.51 2.77 1.25 -1.54 0 -1.07 2.33 -1.35 1.79
624 Ckap2l -1.03 2.50 1.83 1.09 1 -1.06 1.54 -1.04 1.25
625 Ila 1.21 1.56 -1.32 1.04 2.01 1.13 1.89 1.53 1.66 1.20
626 Snrpb 3.08 2.24 1.27 1.31 -1.14 1.41 -1.04 1.45 1.22 1.26
627 Fastkdd 2.09 1.27 1.26 1.29 -1.00 1.00 1.17 1.26 -1.05 1.36
628 Rnf24 -2.18 -1.31 -1.02 -1.03 -1.49 -2.09 -1.16 -1.37 1.06 -1.36
629 Pcna 4.08 1.75 1.53 1.17 1.05 1.54 1.15 1.23 -1.06 1.19
630 Gpcpd1 -2.69 1.3 -1.14 -1.17 -2.20 -1.06 1.24 -1.25 33 -1.49
631 Trmt6 2.89 -1.04 -1.30 1.01 -1.59 1.33 -1.27 -1.02 -1.02 -1.15
632 Jagl -1.68 -1.97 -1.34 -1.30 1.17 -1.22 -1.05 -1.28
633 Esf1 35 157 1.37 1.16 -1.10 1.17 1.34 -1.05 1.02 -1.03
634 Selll2 -1.83 -1.61 -1.33 -1.63 1.14 -1.41 -2.14 -1.08 1.36 -1.22
635 FIrt3 -1.90 -1.25 -1.21 -1.16 -2.56 -1.07 1.01 1.07 1.21 -1.38
636 Dzankl -2.27 1.02 1.36 -1.18 -1.05 -1.03 -1.64 -1.48 -1.08 1.03
637 Rbbp9 -2.22 -1.09 -1.13 -1.13 -1.55 -1.47 -1.26 -1.04 -1.01 -1.08
638 Thbd 1.564 -2.03 -1.57 -1.85 -2.02 =217 -1.11 -1.48 -1.23 -2.31
639 Cst3 -2.13 -1.01 -1.12 -1.21 -1.31 -1.23 1.07 -1.14 -1.07 -1.26
640 Gm1330 -1.05 -1.01 1.38 2.04 -1.09 -1.76 -1.27 -1.13 -1.13 -1.63
641  4921509C19Rik -1.39 -1.10 -1.20 1.13 -1.18 -2.03 -2.02 -1.36 -1.00 -1.11
642 Trib3 2.20 -1.10 -1.07 -1.05 -1.05 1.16 -1.38 -1.09 -1.43 -1.76
643 Sox12 2.47 -1.08 1.40 1.50 1.32 1.20 1.05 1.10 1.07 -1.01
644 Bel2I1 2.29 1.11 157 1.15 1.26 -1.04 -1.05 1.09 -1.02 1.05
645 Foxsl -1.31 1.13 -1.28 -1.10 -1.60 =259 -1.28 -1.01 1.19 -1.09
646 Gm20094 -1.48 2.82 -1.03 1.08 1.14 -1.08 1.34 -1.09 1.18 1.24
647 E2f1 2.68 1.10 1.41 -1.07 -1.06 1.04 1.12 -1.23 -1.17 -1.15
.8l -1.2 -1.17 1.17 -1.07 -2.06 -1.30 1.00 -1.27 -1.15
1.08 1.32 1.13 -2.09 1.22 -1.19 -1.07 -1.09 -1.10
-1.35 -1.26 -1.08 -1.32 1.09 1.08 1.12 1.24 1.26
1.26 1.33 1.32 2.06 -1.00 1.01 -1.08 -1.22 -1.38
1.21 1.31 1.54 -2.38 1.51 -1.16 1.14 1.01 1.1
2.1 1.17 -1.21 1.12 1.06 1.41 -1.05 1.06 1.02
-1.18 -1.08 1.06 -1.20 -1.08 -1.01 -1.04 1.14 1.13
1.02 1.44 1.40 1.21 1.88 1.11 1.32 1.16 1.15
-1.21 1.64 -1.05 -1.28 2.33 1.03 1.71 1.07 1.50
-1.62 -1.03 -1.16 1.1 1.21 2.57 1.43 1.51 1.62
1.16 1.18 1.54 2.10 -1.42 -1.07 -1.25 -1.14 -1.40
2.36 1.42 1.39 1.69 -1.07 1 1.33 1.12 1.04
34 2.62 213 1.66 /.4 2.05 2.13 2.87 3.24
i 1.03 1.60 1.34 1.05 1.14 1.05 1.22 1.13 -1.05
. -1.09 1.38 1.13 1.09 -1.39 -1.17 -1.64 -2.12 -1.31
g 1.5 -1.32 1.62 1.47 1.36 1.5 1.63 1.91 -1.05
664 Pltp -3.82 -1.62 -1.01 1.01 -2.60 -1.48 -1.22 1.19 -1.03 -1.14
665 1700025C18Rik 1.42 1.04 1.35 1.22 24 -2.22 -1.86 -1.63 -1.86 -1.63
666 Trpb3rka 2.23 1.38 1.22 1.53 -1.01 1.08 -1.67 1.05 1.1 -1.12
667 Aurka 2.83 1.80 2.65 1.59 1.45 3.73 -1.05 2.23 1.14 1.54
668 Zbp1 10.81 1.55 1.49 1.35 1.38 3.29 -1.33 1.08 1.01 1.05
669 Pmepal 227 -1.15 1.28 1.35 1.36 4.80 1.09 1.68 1.36 1.77
670 Atpbe -1.63 3.24 -1.14 1.33 1.13 -1.70 -1.05 -1.15 -1.09 -1.18
671 Slmo2 3.64 1.45 -1.06 1.01 -1.36 1.48 1.29 1.27 1.20 1.24
672 Sycp2 -1.23 -1.30 -1.78 1.42 -1.63 -1.562 -1.19 -2.48 -1.22 -2.17
673 Psma?7 211 1.43 1.07 1.10 -1.32 1.02 -1.02 -1.06 1.06 1.06
674 Lamab -2.19 1.49 -1.23 -1.07 2.33 1.63 1.19 -1.14 -1.10 -1.05
675 Helz2 9 -1.17 1.79 1.05 1.65 2.95 1.04 1.38 1.00 1.35
676 Rgs19 2.01 -1.31 1.02 1.22 -1.68 1.16 -1.53 -1.16 113 1.07
677 Npdcl -1.55 -2.09 -1.40 -1.06 -2.42 -1.24 -1.35 -1.56 -1.07 -1.04
678 Phyhd1 -3.68 -1.41 -1.32 1.05 -1.87 2.84 1.27 1.79 2.36 2.10
679 Nup188 2.56 -1.44 1.03 1.01 -1.15 1.35 1.30 1.27 1.08 1.22
680 2.23 1.19 1.87 1.24 -1.09 0 1.35 2.16 -1.04 1.65
681 1.13 -1.02 1.15 1.53 1.19 -1.08 -1.02 2.46 117 1.24
682 Hoxd10 1.32 217 1.22 -1.08 1.73 -1.16 1.30 -1.24 1.07 1.25
683 Ganc -2.12 -1.09 -1.19 -1.11 -1.42 -1.77 -1.09 -1.31 -1.21 -1.47
684 Sys1l -1.06 -1.06 -1.15 1.21 -2.27 -1.02 -1.03 1.38 1.06 1.10
685 Fam78a -1.56 -2.04 -1.39 -1.69 -1.81 -1.27 1.25 -1.12 -1.22 1.02
686 Nan| -1.37 -1.61 -1.06 1.08 -1.04 1.09 1.07 1.52 2.01 1.36
687 Fam110a 2.53 1.48 1.55 1.58 1.10 2.34 1.37 1.42 -1.18 "
688 s 1.28 -1.27 1.21 1.42 -2.08 1.30 -1.29 1.09 -1.01 1.23
689 Zhx3 -2.53 -1.46 1.01 -1.18 -1.00 -3.01 -1.35 -1.51 1.19 -1.42
690 Tmem189 1.81 -1.00 1.10 -1.28 -1.20 -1.18 -1.44 -1.35 -1.77 -2.14
691 Zfpb12b -2.06 -1.54 -1.09 -1.24 1.33 -1.59 1.09 -1.21 -1.22 -1.08
692  Zfhx4 -1.36 -1.60 -1.18 -1.03 -2.16 1.04 -1.10 -1.03 1.04
693 Fabpb 1.26 1.79 1.04 1.03 -1.33 221 1.05 1.03 -1.14 -1.36
694 Carl3 2.30 154 1.68 1.24 1.50 2.80 1.20 157 -1.30 1.14
ggg éé632415L05Rik *15191 -1.30 *18336 4.6?:82 gzéig 1.35 *21.191 %gi -1.11 *214305

P 1. 1.41 1. 1. . ﬂ%-‘ A o 1.57 ¢

697 Tbl1xr1 -2.80 -1.27 -1.06 -1.15 1.01 -1.1 1.19 1.07 -1.09 -1.05
698 Eifba2 1.563 1.24 -1.06 -1.12 -2.42 1.28 1.01 1.71 1.61 1.08
699  Skil 8 -1.06 1.65 1.18 1.1 | 633 | 1.54 1.41 1.14 1.80
700 Actl6a 2.68 -1.32 1.18 -1.01 -1.24 1.26 —1.15 1.19 -1.06 —1.11




$~E—W
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G 1D_MT _ 1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
70T Spatab 778 ~T.06 .14 12 =113 =129 T.05 T.08 T.07 T.01
702 Fatd q.%gg- -113 1.26 1.20 1.89 1.82 1.44 -1.07 1.30 1.48
703 Plk4 ) -1.07 1.47 -1.48 -1.17 3.70 -1.33 1.49 1.38 137
704 3110057012Rik -3.70 -1.11 -1.12 -1.11 -1.20 -151 -1.10 -1.29 -156 -155
705 Noct 1.77 2.30 -1.15 -112 3.29 1.04 1.46 1.51 1.85
706 Naal5 2.37 -1.22 7.09 -1.12 -1.11 1.46 1.21 1.06 -1.08 1.09
707 Rab33b 222 -1.02 -1.11 1.05 -1.22 -1.33 1.04 1.03 -1.01 113
708 Mgst2 -1.20 2.41 1.22 1.42 1.25 2.98 158 1.55 1.53 1.85
709 Foxol 2115 -1.48 -155 -1.25 -1.34 1.26 -1.01 1.20 1.60 1.26
710 Stomi3 -2.03 -1.71 -1.66 -1.92 1.03 -1.08 1.10 1.10 1.43 1.17
711 Postn -1.35 -2.43 -1.43 -1.05 -1.14 -1.47 -1.00 -1.22
712 Tsc22d2 217 -1.40 1.04 -1.06 1.00 1.1 -1.09 -1.09 -1.16 -113
713 4930449A18Rik 1.17 1.03 1.07 1.29 1.28 -2.36 -1.24 -1.69 -152 -1.82
714 Rap2 2.16 -1.16 1.40 1.48 1.21 1.42 1.24 1.36 1.30 1.38
715 Mme -1.44 1.24 1.39 1.08 157 2.31 -1.09 1.25 1.65 1.20
716 Kcnab1 1.68 1.21 -1.00 -1.28 -1.04 2.67 1.67 1.97 1.99 184
717 Tiparp 2.06 1.09 1.15 1.02 -1.05 -1.04 1.06 1.02 112 1.08
718 Pt 1.03 1.08 1.38 1.00 -1.62 -3.68 1.01 1.21 -1.01 118
719 Ppmil 211 1.29 1.67 1.88 1.26 -1.51 1.01 -1.06 -1.65 -1.30
720 Nmd3 2.43 1.31 1.25 1.21 ~1.45 1.21 -1.07 1.08 -1.15 -1.06
721 Serpinii -3.28 1.09 1.02 -1:67 -1.94 1.30 1,71 127 1.04 1.09
722 4930579G24Rik 1.09 2.01 1.46 -113 1.59 -1.32 1.29 1.05 1.06
723 Pdgfc 1.44 1.00 1.98 1.23 1.02 -m? 1.50 2.62 1.29 1.79
724 Fga 1.09 1.07 -1.06 1.03 1.18 1./ 174 1.37 1.67 2.22
725 Hdgf 2.09 114 1.45 1.15 1.04 1.33 1.01 113 1,11 1.06
726 1sg2012 2.82 -1.46 117 1.43 -1.02 118 1.05 1.15 1.63 1.42
727 Nes -1.03 1.29 1.00 1.20 1.20 1.41 1.39 -1.01 1.43 2.19
728 Gpatchd 4.60 -1.14 1.01 -1.29 -1.05 1.21 -1.32 1.02 -1.07 -1.55
729 lggap3 1.48 2.83 1.60 .71 1.25 -1.06 -1.38 -1.22 -1.11
730 Cct3 311 -1.01 1.30 1.05 -1.38 1,63 -1.01 1.24 1.25 1.24
731 Mex3a -2.49 -1.49 -1.24 -1.26 -1.30 -1.17 1.72 -1.01 1.30 -1.04
732 Ubgind 383 -1.41 1.31 1.20 -1.16 1.05 -1.26 -1.08 -1.29 -1.48
733 Arhgef2 1.6/ -1.19 1.25 1.06 1.19 2.33 1.17 .11 1.08 -1.01
734 Thbs3 %_ -2.01 -2.16 -1.35 -1.47 1.14 -1.16 1.08 1.00 -1.21
735 Pbxip ~2.35 -1.02 1.05 1.17 -1.63 -1.47 -1.26 -1.22 -1.36 -1.11
736 Pmvk 2.56 -112 -1.27 1.01 -1.05 1.00 -136 -117 1.25 1.04
737 Adar 212 -1.41 1.72 -1.00 1.24 2.04 1.09 1.43 -1.14 134
738 Nup210l 2.40 -1.04 111 -1.03 -1.22 1.29 1.09 -1.33 1.09 -1.05
739 Rabl3 =213 1.03 -1.19 117 1.05 1.18 -1.24 -1.01 1.19 1.14
740 Dennddb -1.49 -1.38 -1.09 -1.43 1.19 -2.28 -237 -1.78 -1.41 -1.72
741 $100a13 -3.60 1.12 -1.35 -1.06 1.06 -1.63 1.06 -1.19 -1.01 -1.04
742 $100a16 =312 -1.06 -1.60 -1.02 -2.41 -2.38 1.02 1.1 1.43 1.51
743 $100a3 2.01 1.1 1.02 -1.33 -1.07 118 1.47 -1.05 1.02 -1.07
744 $100a5 -1.07 -1.13 1.09 -1.17 1.15 -1.37 -1.64 -2.16 -1.26 -1.77
745 $100a8 1.09 2.14 -1.16 -1.13 -1.07 -1.39 1.35 -1.69 -115 -1.03
746 4930529C04Rik 1.64 1.44 1.42 1.29 1.89 -155 -2.01 -1.28 -1.69 -1.27
747 Sprr2b -1.19 1.15 1.44 1.16 1.43 -1.37 -1.24 -2.24 -1.12 1.70
748 Leelc 248 2.24 2.02 1.39 1.77 -123 1.25 155 -1.16 1.28
749 Gmb5286 -1.28 -1.78 -1.51 -2.03 -1.32 1.03 -1.01 119 -1.34 -1.44
750 Rorc -1.43 -1.22 -1.12 -1.07 -1.34 1.72 1.61 2.09 1.16 1.67
751 Amt -2116 -1.48 -1.01 1.13 -1.02 1.00 -1.03 -1.22 -1.08 1.03
752 Hormad1 -158 -1.41 -1.20 1.07 -1.02 1.44 2.87 -1.06 -1.15 1.06
753 Golph3l -2.06 1.07 -1.16 1.10 -1.20 -1.16 .19 1.07 1.32 137
754 Anp32e 2.26 1.29 1.52 1.08 -1.63 1.13 -157 -1.21 -113 -1.21
755 Mtmri 1.29 -1.06 1.44 -1.01 1.34 2.38 1.47 1.42 1.28 1.61
756 Sf3ba 2.44 -1.56 1.19 -1.11 -1.72 1.19 -1.47 1.07 -1.28 -1.06
757 Hist2h2ab 1.40 212 1.47 114 -1.33 1.08 -1.32 -1.03 1.18 -1.01
758 Hist2h3b 2.30 1.18 1.99 1.67 1.23 551 -115 2.14 -1.05 1.66
759 Hist2h2bb 2.93 %- 258 1.79 1.88 2.61 1.02 1.48 1.12 1.47
760 Ankrd34a 1.01 ] 117 -1.93 1.15 -1.60 -1.50 -1.02 -1.25 -1.21
761 Lix1l -2.02 -1.14 -1.18 -114 -1.12 -1.65 -1.10 -1.05 1.05 -1.08
762 Adam30 -1.08 1.38 -1333 -1.09 -1.15 -1.23 -152 -1.76 258 -1.67
763 Tbx15 -1.33 -2.02 1.01 -1.18 -2.08 1.06 -1.24 -1557 -1.25 1.25
764 Igsf3 -1.90 -1.29 -1.43 -154 1.31 -2.86 1.1 -155 -1.01 -1.23
765 Ngf 3.73 -1.05 1.47 1.27 -1.07 -2.90 1.20 1.29 -1.11 -1.44
766 Ptpn22 1.5/ 1.17 1.29 1.02 -1.32 2.66 -1.23 -1.41 1.31 -1.18
767 Slc16al 3.87 -1.22 1.59 1.04 -114 1.05 -1.04 1.12 1.04 1.02
768 Dennd2d 1.11 -1.05 -1.02 -1.26 -1.07 -1.51 -1.22 -2.05 -1.49 -1.92
769  Lrif1 -3.20 1.07 -1.16 -1.04 -1.14 -159 -115 -1.31 -1.02 -1.19
770 Kena3 151 -1.22 -1.69 -2.08 -1.22 1.52 1.32 1.96 1.01 1.38
771 Slc16a4 -3.87 -1.44 -1.33 -1.71 -1.61 1.33 -1.19 1.06 1.41 1.19
772 Gstmb -2.32 2.03 -111 1.05 -1.18 -161 -1.24 1.01 113 1.00
773 Sortl -2.23 1.45 -1.04 1.02 -1.47 -2.07 1.29 -1.16 1.08 -1.01
774 Psrcl 1.61 1.31 2.16 1.40 1.21 261 -1.20 1.34 1.50 1.04
775 1700013F07Rik -2.25 -1.44 -1.25 -1.15 1.03 1.47 -127 123 1,52 -1.07
776 Aknad1 -1.09 56 1.24 1.08 -1.36 -1.11 -201 -1.05 -1.36 -2.21
777 Coll1al -1.10 -1.26 -1.60 1.30 -2.62 1.62 -1.07 1.09 1.08
778 Dphb 2.98 1.40 1.69 1.26 1.02 1.35 -1.15 1.01 -1.09 1.14
779 Sassé 2.91 -1.02 1,51 -1.12 -1.17 1.85 -112 2.14 1.37 111
780 Frrsi 1.68 -1.42 1.28 -1.25 -1.41 2.08 -1.16 -1.00 -1.15 1.07
781 F3 0 -1.09 -1.07 -1.06 1.13 1.62 -1.08 1.01 1.10 1.32
782 Arhgap29 ~2.01 -1.20 -1.08 -1.04 -1.64 -1.27 -1.08 -1.01 -1.13 -1.15
783 Sec24d -2:67 -1.24 -1.02 -1.18 -1.21 -1.05 1.31 1.15 1.26 1.11
784 Arsj -1.04 -1.25 1.07 1.56 1.43 -3.75 1.08 -1.22 -1.27 113
785 Zgrf1 423 -113 1.64 -1.19 1.31 1.56 1.21 1.37 -1.10 113
786 Elovib 1.29 -1.20 123 1.39 -155 2.07 1.23 1.47 1.7 1.00
787 Col25a1 -1.28 1.33 118 -1.09 1.57 -2.19 -1.43 -1.21 -137 -131
788 Lefl -1.05 -1.08 1.47 1.09 1.87 -1.09 1.32 1.25 1.60
789 Cenpe 1.54 1.70 1.95 117 1.26 -1.15 1.85 1.10 1.36
790 Bdh2 1.47 -1.39 1.16 -1.31 —2.04 1.45 1.17 1.21 1.26
791 Manba 1.36 1.18 1.90 1.30 2.07 113 1.02 -1.18 1.22 1.56
792 Gm9799 1.31 -1.12 1.25 132 2.32 111 -1.03 1.53 -1.15 1.25
793 Slc398 -1.84 1.08 -1.30 -134 ~1.44 1.24 1.16 1.89 1.51 2.03
794 Emen -1.33 1.61 1.41 1.25 1.53 1.30 2.41 1.47 1.90 1.85
795 L0C102634333 1.03 -1.31 -1.68 -3.22 1.05 -1.20 216 1.02 -2.08 -1.90
796 Adh7 -1.14 1.01 1.07 1.06 -2.03 -1.45 1.06 1.02 -1.13 -118
797 Eifde 2.03 1.36 111 1.06 -1.14 1.19 127 1.06 1.15 -1.05
798 Gbp2b 2.32 1,10 1.28 1.15 1.09 1.70 1.01 -1.15 -1.10 -1.00
799 Gbp7 1.65 -1.36 111 -1.21 122 2.54 1.05 1.33 -1.04 1.27
800 Gbp3 3.18 ~1.61 1.22 -1.37 -1.04 1.06 1.80 -1.25 1.32




No. Genes 1D_MT _ 1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
il 148 T03 T8 =07 =136 04 175 110 116
80y Cob -273 -1.20 -1.32 1.06 -1.08 -1.68 -1.53 -137 -1.22
803 Seni 228 1.06 -1.02 -1.08 -1.20 1.01 -1.12 1.06 -1.14
28431 é?ﬂ?ﬁ? 132 -1.84 -1.24 -1.35 -2.17 -135 —1.0110 _1'85 —11.0322
. ) : . = 1 o |
805 2410004B18Rik 1.25 ggg Hg _11.5071 11.2074 1:% il i 102
800 Ader -1.12 1.03 -1.09 1.04 118 1.01 2.03 1.06
808 Do 1.90 179 1.09 1.30 1.23 3.76 1.02 1.74
805 1ot -2.14 -1.64 -1.55 -1.37 3.01 2.39 1.40 2.25
% -1 -1.36 -1.28 -1.64 -2.19 -1.76 -1.66 -1.45
519t 1.48 -1.03 1.33 -1.21 -1.18 -1.49 1.01 -1.64
812 oot 134 116 -1.15 2.06 119 -119 130 1.60
53 B 2.82 2.51 2.35 1.97 1.74 1.02 136 1.22
S oot 139 117 -1.05 -1.54 114 177 1.46 134
S ool 154 1.01 1.16 -1.69 133 127 130 1.40
R 2.25 1.03 1.08 134 1.41 1.07 1.03 -1.00
g]? 1C81(7)8%2K09R|k 12f4 1.24 1.09 1.02 1.04 1.02 113 11.13% 11.2371
¥ i - ) . . -2, -1.54 -1, -1,
S]S 93700064H15R'k _] 88 —11'1191 —11'1070 1'8:51 }%é —%8‘7l 1.35 1% 11.6241
% i . 152 1.49 1.47 1. -1,
820 Cpb] 1.76 213 121 114 i 1% T 189 12
855 N2 ‘%_—1 2 712'0227 120427 —1'%&53 11f39 1.67 2.55 1.60 1.40
85t ( 110 2.52 1.26 -1.20 -1.17 163 -1.25 1.27
85 hoo *w 1 -1.24 1.68 118 1.29 1.43 2.16 1.42 1.97
Son Jrecom 179 1.03 127 -1.05 159 171 2.46 122 2.05
0 aner 3.94 1.01 -1.00 -1.33 -154 150 1.06 -111 1.02
59 P 1.07 127 1.07 1.41 1.90 -1.93 -1.25 -2.17 -1.70
88 Cono -1.32 1.09 1.23 -1.10 127 -1.04 2.16 -1.67 1.02
85 Coop™o 15 28 2.29 1.45 1.00 -2 3385 -145 1.86
830 aehod . 1 -1.17 -1.45 -1.10 1.39 -1.07 -1.06 1.03 1.09
&2 1700013 19 112 1.25 130 M 218 1147 -1.38 ~5.00
gg; ;78&%8824% —' -1.32 -1.44 -1.37 -1.62 -1.02 -1.25 —%.8471 —111034
I 8. y -1 - 1.93 -1
ggi E:fczhﬂ 72‘21% —115260 —1'8@ —] 34 -1.23 -1.02 —11.&4 —1 éé
=2 . - ) 121 175 -1139 . -
e o —%%g 11'3548 —} 3)523 11 '5141 2.37 1.21 -1.02 122 1.20
59 parid 2.64 1.49 1.41 112 1.01 135 -1.01 -1.02 -1.22
e o ! 03 1.44 1.07 -1.12 1.43 157 1.07 1.49
85 M * 117 136 -1.03 1.32 1.45 112 1.49 2.42
820 Sy _'1 -1.16 118 -1.77 -1.97 -1.47 -1.32 -2.02 -1.33
gﬁ? g?rhzm 1.00 158 -1.06 1.56 1 1 5571 }'451?1 11 23556
Y 0.¢ -1 - - - 1.06 -1.16 -1 . -1,
g5 e i —l'ég —}'gg —1%8 —%Zg -1.57 -1.29 -1.19 -1.10 -1.08
gﬁ E;gggﬂmsmk -2.23 -1.21 -1.03 1.04 1.04 -1.35 -1.27 —1,88 11.1003 —Hg
-2, -1 -1 -1.07 -1.44 1.80 -1.40 -1, -1 -1
gﬁg h?go —%gg —]'gg 11,'1187 1.105 -1.23 1.%2%1 :1312 Hg 711 705 1'%8
-1, -1, - - -1.26 1. ; . . .
847 Sptssb 1.06 1.30 7.41 1.04 ) 74 174 158
-1.18 233 1.91 1.51 1.
gﬁg \F/vn?éég 11%51 1:8471 H}é 1.07 2.31 %; %g —Hg —11.3175 —1121162
850 Glrb 1,55 -128 -135 -152 -1.07 ) 1 -1, 37 148
- 2.35 1.28 1.02 1.54 1. .
820 MbuA —]'8(2) ;'ig }'% Hg 112 -1.20 1.72 -1.70 -152 1.02
ggg mfs 1.34 2.05 1.16 1.08 117 1.% 1.?8 11.%% _11.%83 —11.(%2
854 Trim2 2.94 117 1.64 163 1.35 128 112 - 108 103
855 Fhdcl 2.17 -1.45 115 -1.24 1.46 122 240 108 i ht
800 ot = j gg j‘%g —*%g J1',2711 -1.90 -1 -1.22 -1.22 -1.20
fop Fo j 1% 1.20 113 -1.10 -1.00 1.19 1.02 1.41 1.37 1.02
ggg E%\% 3.98 137 2.20 1.42 1.22 2.39 71%1 ]%g —11,1% 111129
-2 - -1 1.03 -143 -1.25 . -
80 Fund! 121195 110%5 11'0%7 ]%? -1.13 -1.07 159 1553 218
5o fors 2.60 1,59 118 -1.05 -1.42 . -1, -1.00 114 -1.16
ggg |(|:6kr5a1b 2.39 121 184 1.42 243 1.88 1.7482 117981 11.56% 112113
: -2.12 -1 - - -
864 Sic27a3 -1.05 1.43 1.02 1.28 1.68 2. - - 8 14
- - - -1.20 -1.14 1.24 1.16 1
865 Snapin -2.26 1.24 127 118 2 il 12 118 Ak 12
866 S100aT -2.77 261 -1.09 1.40 -1, . 12 7138
- -1.11 1.55 2.07 1.63 1.25
88 G —112063 11(;23 ]zzé —1.237 -1.21 -1.67 -1.28 -1.03 -1.82 211
825 Lome 1.62 -1.12 1.09 132 152 -1.63 -1.24 -1.47 -2.47 1.07
8% [oera! -1.08 -1.32 -1.04 -1.04 -1.38 1.64 1.25 2.29 2.79 124
80 oele 0 1.60 -1.45 1.06 -1.07 2.04 131 1.09 177 1.50
§70 G 11 118 1.13 1.10 1.93 -1.74 -136 -1.04 -1.29 -2.21
575 Smois -2.09 1.60 -1.17 -1.02 124 -1.02 1.07 1.04 1.20 1.26
§7a o -1.81 1.52 1.22 115 3.99 1.06 1.43 1.91 1.42
b o % -1.33 127 1.16 -1.40 -1.71 -1.55 -1.73 -150 -1.45
g;g E?arftz 1.4 1.43 1.38 127 -1.01 -1.84 1% —114294 —111213
| a4 | - - - 1.02 -1. . .
g% Eg%g?zs 4 %gg 11 .13:1 11 '1%6 H)g & 1.72 1.46 Hg }(7;
i ] -1 . . -1 1.63 -1.86 1.03 .
E8%8 Eligﬂéii %gs 11 '1056 l'gg 1'2(7) 11.203 T 160 %f{% 11.0028 }g§
i . . . 1. 1.84 -151 . -1.
8 Poragl 22?2?2 ]'(1)3 1515 }'gé 1.?? -1.37 -1.01 -1.19 -1.05 -1.04
S Rl -2.40 112 -1.62 -1.06 1.25 -2.20 1.05 -1.27 -1.04 -1.14
81 G176 1.15 178 -2.20 -1.62 2.60 1.06 1.41 1.14 -1.43 -1.13
S0 B! 3.77 1.03 156 1.02 -1562 153 -1.39 -1.25 -1.23 -1.20
ggg E2%3b5 131 2.35 169 138 1.90 121 1.4166 11.1120 H% —112101
. . -1.05 1.05 1.48 -1, -1, .
ggé \é\éﬂﬁec —216514 —11'% H(a) 1.10 1.09 w.egle 11.8228 22.0156 _11.3529 _127166
889 Cd101 23 1.28 112 1.25 112 -1 -1, =) 15 218
402 e - -1.37 -2.25 110 1.21 .
80 et 2% =y 0% % 1% 2.06 108 229 12 319
-1 ( -1.24 3.17 111 . .
o SEE L A e s T
= 1.31 -1 1 -1, -1, -
ggg \évh?ltfb 115195 ]?g ;815 ”uja 1.?1 1.31 —1.258 11,3233 Hé —110214
i 155 1.02 1.1 -1, .
gg? 8““:(2366 —221222 —125013 —113868 —11'.6303 -137 1.23 ; (7)3 ]'éé 12% 1%2
- - 65 ; . :
898 Ubldb -1.06 1.24 1.48 1.70 1.01 1.38 208 180 132 182
tm7 -3.32 -1.22 -1.26 -1.41 -1.17 -1 -1 ) . )
888 83&2 | 426 HERRE -1.27 -1.01 -1.22 -1.16 1.03 1.09 1.06 1.02
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No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
90T GstmT -T.19 1.02 1.07 -T.12 -1.47 -1.30 T.11 112 1.03
902 5330417C22Rik -1.38 -1.48 -1.35 -1.43 -1.63 -2.15 -1.53 -2.07 -2.12
903 Siprl -1.20 1.05 1.06 -1.23 3.01 1.28 1.45 1.63 1.34
904 A930005H10Rik 1.52 -1.14 1.14 1.09 -1.20 -1.12 1.61 1.44 1.19
905 Vcam1 -1.21 -1.13 -1.07 -1.71 -1.35 1.09 1.01 1.00 1.04
906 Gpr88 -2.60 -2.48 -1.89 =215 -2.46 1.05 -1.43 -1.12 -1.51
907 Cdcl14a 1.28 -1.25 1.05 -1.44 -1.92 -1.03 -1.26 -1.27 -1.15
908 Plpprd -1.43 1.05 1.03 1.15 -1.37 -1.64 -1.36 -2.02 -1
909 Tmem56 2.27 -1.28 -1.32 -1.01 -1.50 -1.52 -1.63 -1.74 -1.89
910 Myoz2 1.07 1.37 1.18 -1.29 1.17 1.00 2.07 -1.31 -1.09
911 Alpk1 -1.40 -1.37 -1.15 -1.25 -1.46 -1.11 1.03 1.36 1.50
912 Egf -1.21 1.12 -1.00 -1.17 -1.17 -1.39 -1.02 1.29 1.02
913 Lrit3 1.67 1.09 -1.12 1.26 -2.16 -1.64 -1.56 -1.51 -1.74
914 Sec24b -2.81 -1.04 -1.23 -1.25 1.25 -1.21 1.05 -1.04 -1.47
915 Sgms2 -1.13 1.11 1.18 -1.20 1.62 1 1.01 1.06 -1.44
916 Npnt -1.22 -1.12 -1.12 =3.59 1.28 -1.18 -1.15 -1.32
917 Tet2 -1.15 -1.09 1.21 1.29 -1.34 1.04 -1.28 -1.22 1.05
918 Cisd2 -1.27 -1.22 1.13 -1.36 1.35 -1.02 -1.31 -1.18 -1.11
919 Nfkb1 -1.37 -1.32 -1.25 -1.12 -2.01 -1.06 -1.28 1.06 -1.16
920 Dapp1 -1.92 -1.44 -1.34 -1.60 -1.35 -1.41 -1.21 1.01 -1.18
921 Metap1 1.09 -1.03 -1.17 -2.30 1.36 -1.21 -1.01 -1.12 1.02
922 Cyr61 -1.47 -1.21 -1.07 -1.15 -1.39 1.08 1.02 1.06 1.00
923 Spatal 1.16 -1.46 -1 -1.12 -1.14 1.01 1.05 1.29 -1.09
924 Adgrl2 -1.23 -1.11 -1.26 1.77 -1.22 1.35 1.05 -1.07 -1.27
925  Ifid4 -1.06 1.01 -1.32 -1.75 1.97 -1.16 1.22 -1.08 1.13
926 Ptgfr 2. 1.28 -1.35 -1 -1.69 -1.75 1.03 -1.16 -1.01 -1.99
927 Gipc2 . -1.07 1.29 1.24 1.51 1.89 1.14 2.21 1.22 1.48
928 Dnajb4 -3.90 1.09 -1.29 -1.21 -1.26 -1.46 -1.14 -1.31 -1.09 -1.25
929 Nexn -2.48 -2.20 -1.44 -1.33 -1.05 -1.06 -1.03 -1.14 -1.22 1.01
930 Acadm -2.91 -1.05 -1.23 -1.06 -1.18 -1.16 -1.39 -1.18 1.12 -1.11
931 Schip1 3.86 -1.07 -1.23 -1.29 -1.57 2.68 1.53 1.87 1.35 1.40
932 Hist2h3c1 2.24 1.156 1.86 1.60 1.20 -1.60 2.32 1.02 1.46
933 Wdr77 3.81 -1.22 1.36 1.19 -1.22 1.04 -1.19 -1.19 -1 -1.22
934 Pearl -2.82 1.01 1.09 -1.07 -1.01 -3.46 1.16 1.12 1.47 1.13
935 Gstm3 -2.61 1.05 1.05 1.17 1.05 -1.95 -1.34 1.09 1.03 1.13
936 Clca3al 04 1.03 1.40 1.10 -1.40 332 1.61 2.57 1.95 1.48
937 Clca3a2 -1.03 1.03 -1.02 -2.81 1.96 1.28 1.44 1.20 1.17
938 Vmnir2 -2. -1.94 -2.14 -1.90 -2.10 -1.03 1.30 1.03 1.02 -1
939  Trp53inp1 -2.42 -1.19 -1.16 -1.32 1.02 1.52 1.08 1.36 -1.01 -1.03
940 Ccne2 1.75 2.33 1.31 -1.26 1.92 1.86 -1.16 1.38 -1.59
941 Radb4b 3.09 1.15 1.49 -1.07 -1.04 1.67 -1.25 -1.36 1.07 -1.29
942 Trigk -3.06 1.46 -1.23 1.08 -1.68 -1.20 1.06 -1.13 1.06 -1.03
943 Runx1t1 -1.55 -1.21 -1.13 -1.27 -1.51 -1.09 -1.17 1.07 -1.19
944 Rmdn1 =29 1.16 -1.12 -1.01 -1.08 -1.33 -1.04 -1.27 -1.09 -1.12
945 Mms22| 3.36 -1.13 1.81 1.15 1.26 1.77 1.16 1.21 1.03 -1.01
946 Ndufaf4 3.07 1.16 -1.40 -1.08 -1.20 1.12 1.01 1.09 1.14 1.12
947 Casp8ap2 249 2.04 1.28 1.09 1.39 1.41 1.39 1.14 1.03 1.19
948 Mdn1 2.42 -1.00 1.14 1.13 1.00 -1.06 -1.65 -1.23 -1.54 -1.27
949 Nudt2 -1.21 2.36 1.18 1.03 1.03 1.29 1.03 1.21 1.18 1.00
950 I11ral -2.76 -1.08 -1.34 -1.02 -1.13 -2.40 1.22 1.02 -1.03 1.13
951 Gm13304 1.04 1.09 2.08 1.04 1.13 1.20 1.12 -1.13 -1.14 -1.03
952 Gm13306 -2.24 1.09 -1.09 1.03 1.17 -2.08 -1.16 -1.81 -1.12 -1.22
953 Gm2506 -2.04 1.08 1.02 1.01 1.30 =205 -1.12 -1.75 -1.09 -1.27
954 Phf24 1.12 1.58 1.24 1.30 2.02 -1.33 -1.20 -1.29 -1.63 -1.23
955 Dnajbb -1.12 -1.12 -1.35 1.09 -1.38 2.04 2.77 1.39 1.48 1.45
oo P R OE g 2 15 F 8
e 8 -1 9 . -1 § R . . .
958 Grhpr -1.06 1.24 -1.01 1.22 -1.44 1.3 1.51 1.56 2.00 1.62
959 Polrle 3.91 -1.10 -1.41 -1.15 -1.37 1.17 -1.59 1.05 1.22 -1.06
960 Frmpd1 2.20 .60 1.89 1.16 1.86 1.16 1.01 -1.01 1.58 1.41
961 Ncbp1 3.74 -1.79 1.24 -1.03 -1.56 -1.08 -1.62 -1.14 -1.79 -1.63
962 Anp32b 2.06 1.30 1.10 1.1 1.02 1.14 -1.14 1.09 1.03 1.21
963 Tmeff1 -2.1 -1.28 -1.73 -1.12 -1.23 -3.26 -1.35 -1.20 -1.09 -1.05
964 Murc 1.74 2.06 2.07 2.05 2.38 -1.77 1.03 -1.76 -1.28 -1.07
965 Smc2 4.67 1.37 1.70 1.23 -1.11 1.73 1.01 1.22 1.22 1.08
966 OlIfr270 -1.21 -1.47 -1.40 -1.55 -2.26 -1.03 -1.36 -1.18 1.04 -1.06
967 Fsdil 1.01 -1.09 1.02 1.44 -1.16 -1.39 -1.73 =209 -1.17 -1.35
968 Rad23b 2.50 -1.18 1.32 1.08 1.56 1.70 1.03 1.7 1.15 -1.03
969 Fam206a 2.16 -1.26 1.16 1.09 -1.44 1.20 -1.13 1.20 -1.08 -1.11
970 Zkscan16 -1.15 *2.87 -1.42 -1.08 1.18 -1.02 *1.(5)7 *1.015 1.40 1.100
971 Ugc 1.85 -1.06 1.12 1.36 Sy  5./0 | 1.02 1.08 -1.13 -1.09
972 HgdZ -2.35 -1.07 -1.20 -1.11 -1.22 1.14 1.22 1.13 1.30 1.41
973 Snx30 -1.65 -2.14 -1.03 1.22 -1.05 1.49 -1.14 -1.06 1.45 1.22
974  Prpfd 2.51 -1.66 -1.06 -1.08 -1.55 1.28 -1.70 -1.20 -1.39 -1.10
975 Bspry -1.34 1.07 1.18 -1.41 1.04 -1.63 -1.61 -1.79 -2.09 -1.71
976 Rgs3 -1.96 -1.31 -2.28 -1.30 -1.70 -1.22 -1.16 -1.51 -1.23 -1.28
977 Col27al -1.16 -1.39 -1.22 -1.23 -1.84 -1.06 -1.33 1.09 -1.34
978 Orm1 -2.47 3.03 -1.02 1.54 1.30 -1.44 1.04 -1.04 1.14 -1.18
979 Orm3 -10.36 -1.12 -1.41 1.07 -1.26 =508} -1.40 -1.97 -1.76 =2.119)
980 Orm2 -2.88 2.92 -1.09 1.50 -1.25 =117/ -1.67 =23 -1.24 -1.81
981 Kdmdc =250 -1.26 -1.09 -1.33 -1.20 -1.73 -1.40 -1.42 -1.34 -1.26
982 Lurap1l 214 2.02 1.17 1.30 -2.07 1.93 -1.08 1.05 -1 -1.02
983 Sh3gl2 -1.12 -1.09 1 -1.13 1.18 -1.08 2133 1.44 -1.04 -1.11
984 Gm13286 1.44 2.06 1.15 1.15 1.20 -1.23 1.30 1.02 -1.03 -1.10
985 Uspl 3.32 1.09 1.61 1.16 -1.17 1.45 1.05 1.05 1.15 -1.06
986 Rorl 4.60 -3.44 -1.70 -1.28 -1.20 -2.53 111 1.13 1.22 1.03
987 Cachd1 -1.01 1.42 1.14 1.40 3.23 -1.51 -1.36 -1.34 -1.26 -1.27
988 Gm12794 1.05 1.07 -1.18 1.75 1.13 3.07 1.58 1.34 1.63 1.35
989 Gm12789 1.32 -1.07 1.47 -1.24 1.27 1.36 2.28 1.97 -1.07 1.99
990 Plpp3 -3.63 -1.60 -1.13 -1.08 -1.34 -1.13 -1.17 -1.28 -1.24
991 Usp24 1.69 -2.96 1.05 -1.03 1.19 1.58 1.1 1.09 1.15 1.33
992 Famib1a -1.37 -1.54 -1.34 -1.61 -1.25 -1.16 -1.23 -1.29 -2.02 -1.09
993 Ssbp3 =220 -1.42 1.21 1.24 1.07 -1.04 -1.15 1.02 -1.08 -1.01
994 Hspb11 -2.04 1.95 -1.05 -1.18 -1.20 -1.18 -1.10 -1.19 1.07 -1.05
995 Ndc1 2.87 -1.42 1.56 1.12 -1.18 1.29 -1.03 1.05 -1.29 -1.06
886 Glisg -1.41 *1.223 1.%0 1.605 1.2012 —33.036 -1.34 1.653 *1.015 1.%8
7 Lrp | 2234 N 1.37 -1.05 -1, .5 -1.56 -1 1. -1.04
998 Orcl 1.14 1.35 1.29 1.07 1.04 -1.54 -1.28 -1.72 -1.05
999 Kti12 2.45 -1.58 -1.13 -1.16 -1.29 1.28 1.02 1.31 1.06 1.19
1000 Calrd -1.42 -2.04 -1.42 -1.30 1.40 -1.46 1.00 -1.44 -1.54 -1.20




No. Genes 1D_MT _ 1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT  8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
T00T Bendb T.09 =136 ~1.06 705 ~4.80 770 =175 17 =105
1002 Spatab -HF— ] 112 -1.06 1.12 1.47 .21 1.30 -1.32 1 1.4
1003 Skint7 -1.06 1.36 1.03 1.16 -1.01 -1.49 -1.43 -2.36 -1.48 -1.53
1004 Trabd2b -1.13 1,53 1.26 1.08 1.60 -2.02 -1.08 -1.30 -1.48 -1.09
1005 Stil 438 1.07 1.90 1.07 -1.05 318 -1.29 1.43 -1.05 1.09
1006 Hectd3 2.2 -1.37 -1.22 -1.22 1.09 -1.18 1.07 -1.03 -1.19 -1.05
1007 Eif2b3 2.60 1.15 1.18 1.07 -1.05 1.18 -1.03 -1.15 1.02 -1.06
1008 Tmem53 -1.17 -1.40 -1.27 -1.91 -1.48 -1.28 1.12 1.20 -1.05
1009 Hyi 2.6/ 1.13 -1.17 1.1 -1.14 -1.54 -1.42 -1.30 -1.05 -1.21
1010 Ebnalbp2 2.95 -1.16 1.09 -1.31 -1.24 1.07 -1.00 -1.03 1.15 1.01
1011 Slc2al 2.99 -1.01 -1.03 1.02 -1.17 -1.18 1.09 -1.34 -1.41 -1.69
1012 P3h1 375 -1.74 -1.38 -1.33 1.01 -2.45 -1.14 -1.08 1.10 -1.18
1013 Cidn19 -2.66 -2.19 -1.58 =211 =7 BN 120 1.16 1.05 -1.32
1014 Guca2a -1.00 -1.42 1.18 1.20 1.66 1. 1.33 -1.09 -3.20 1.04
1015 Ppt] -1.55 -2.20 -1.37 -1.09 -1.39 -1.03 1.09 1.36 35 1.29
1016 Hpcald -1.18 -1.09 -1.31 1.15 1.43 -1.37 -1.05 ~1.44 -2.14 -1.39
1017 Rhbdi2 1.09 -1.40 1.06 1.00 -1.19 2.11 1.93 1.81 1.29 2.01
1018 Fhi3 2.06 -1.62 1.05 1.35 1.15 21,08 -1.32 122 1.08 21,05
1019 Yrde -ag- -1.11 -1.01 -1.06 -1.82 1.16 -1.09 113 1.05 -1.23
1020 Mrps15 2.03 -1.32 1.24 1.02 -1.23 1.43 -1.54 1.23 1.21 1.03
1021 Oscpl 1.37 1.31 112 1.02 1.21 2.26 -112 136 1,55 1.63
1022 Lsm10 -3.18 1.05 -1.23 114 -1.60 -1.19 -1.08 -114 -1.10 -1.15
1023 Stkd0 -1.15 -1.07 -1.17 -1.33 -1.86 E7i33 -1.20 -1.52 -1.25 1.01
1024 Evalb 1.6 ~1.40 -1 1.02 -2.06 -1.99 -1.26 -1.19 -1.10 -1.17
1025 Clspn 1.33 1.74 1.46 131 2.70 1.24 1.76 1.43 1.24
1026 Phc2 L 113 1.33 118 1.14 -1.40 -1.09 -1.10 -1.30
1027 Ak2 1.02 114 1.21 -1.71 1.85 -1.15 1.06 -1.03 1.48
1028 Rnf19b -1.39 -1.09 -1.09 1.07 427 -1.22 -1.12 -1.54 -1.24
1029 Yars -1.14 1.52 1.28 1.09 1.12 -1.19 -1.16 -1.17 -1.06
1030 ZbtbSos 213 1.07 137 -1.03 -1.06 -1.03 1.01 117 -1.00
1031 Snmpd0 21,03 1.16 1.05 -1.26 1.58 1.27 1.31 142 1.4
1032 Mecr -1.28 1.08 -1.03 -1.36 1.47 -1.60 -159 1.03 -1.16
1033 Srsf4 -1.19 1.28 1.41 1.25 1,03 17 -113 1,04 1.04
1034 Rpa2 1.16 132 -1.10 -1.40 -1.02 -1.39 1.01 -1.40 -1.29
1035 Gpn2 1.03 1.25 1.36 1.28 1.25 -112 1.30 1.06 1.06
1036 Stmn1 -1.32 124 124 1.02 2.24 1.16 1.80 118 1.22
1037 Aunip 1.56 1.42 127 1.08 1.44 1.05 -1.02 -2.00 113
1038 Ifnirl 1.15 -1.03 -1.23 1.02 -1.70 -1.48 -2.43 -1.45 -1.18
1039 Fucal -1.12 -1.42 -1.04 -1.09 -1.69 -1.03 -1.10 -1.11 -1
1040 Hmagcl 1.21 -1.13 1.00 1.06 -1.27 1.05 1.09 1.39 1.40
1041 1d3 1.26 -1.09 1.15 -1.10 -2.55 -1.40 -1.17 -1.33 -1.27
1042 Tcea3d 121 -1.44 -1.20 -1.34 -1.06 1.06 -1.02 1.2 -1.34
1043 Zfpd6 -1.82 -1.40 -1.41 -1.18 -173 -1.26 -1.23 1.34 -1.05
1044 Wntd 1.33 1.22 1.14 -1.27 1.40 1.07 -112 117 1.18
1045 Hspg2 6 -1.05 113 3.45 -1.82 117 -1.08 -1.01 -1.08
1046 Ecel 218 1.31 1.26 1.1 1.51 1.00 112 1.26 -1.01
1047 Tmcod 113 -1.04 -113 -1.29 1.04 -1.17 -1.33 -1.18 -1.34
1048 Rcc2 1.1 1.71 1.20 1.47 1.37 -1.12 -1.12 -1.20 -1.16
1049 Fbxo42 -2.16 -1.40 -1.33 -1.64 1.04 -1.07 1.25 1.26 118
1050 Arhgef19 -1.34 1.10 1.51 1.04 1.21 2.19 1.96 221 1.91
1051 Epha -1.21 1.38 -1.32 -1.64 112 1.27 1.31 1.51 -1.00
1052 Gm13103 1.66 -1.36 1.64 2.30 -1.65 -1.73 -1.12 -1.22 -1.86
1053 Oog?2 113 -1.19 1.63 1.16 1.77 -1.07 3.00 2.02 1.59
1054 Gm13128 112 1.12 1.64 213 1.25 1.52 1.71 1.20 1.27
1055 Dhrs3 -1.89 -1.37 -1.24 25,26 -1.69 -121 182 -1.31
1056 Mithfr 1.57 1.04 -1.03 1.33 -1.49 -1.18 -1.22 -1.33 -1.12
1057 Mad2l2 -1.29 112 -1.17 -1.45 2.14 -1.24 1.79 112 1.17
1058 Fbxo2 -1.06 -1.20 1.06 -1.46 -1.35 -1.14 117 116 -1.07
1059 Exoscl0 -1.45 1.04 1.01 1.35 2.04 -1.05 1.00 -1.02 1.22
1060 Srm -1.43 1.27 -1.14 -1.96 -1.04 -1.63 1.02 -1.08 -1.27
1061 Masp2 -1.77 -1.57 -1.06 -2.25 -2.00 -1.44 -2.08 -1.47 -1.98
1062 Caszl 1.00 -1.12 -1.32 -1.10 -1.86 -231 -1.75 -1.43 ~1.44
1063 Rere 1.04 1.1 1.07 2.46 1.57 -1.01 -113 1.26 1.22
1064 Errfil -1.31 -1.13 1.07 ~1.56 4,90 -1.16 1.26 1.81 2.05
1065 Tnfrsf9 1.08 1.34 1.32 -1.01 1.02 -1.56 -1 -1.69 =2.01
1066 Kihi2 -1.41 132 1.03 -1.20 1.68 1.64 1.26 1.21 1.29
1067 Nol9 -1.24 1.23 -1.10 -1.23 1.76 1.25 1.30 1,26 1.40
1068 Plekhgs -2.08 1.00 1.09 1.40 2.15 -1.50 1.53 1M 1.48 1.48
1089 A430005L14Rik 2.27 1.05 114 -1.03 1.37 1.12 1.04 1.15 1.06 1.03
1070 Megf6 174 1.35 -1.01 -1.12 215 121 1.34 1,74 1.80 212
1071 Mrpl20 2.22 1.76 1.0 1.08 1.09 1,04 1,19 -1.08 -1.06 21.05
1072 Mxra8 2.70 -1.23 -1.18 -1.16 -1.63 -1.15 -1.29 -1.31 -1.02 -1.09
1073 Fam132a 5 1,04 1.28 -1.30 113 -1.35 -1.61 -2.09 -1.55 =2:11
1074 Tnfrsf18 -1.99 1.01 1.21 -1.55 113 -2.29 -1.20 -2.61 -1.12 -1.14
1075 Noc2l 1.21 1.45 1.58 1.52 137 -1.35 1.19 1.05 -1.00
1076 Cyp7al -1.74 -1.66 -1.73 -1.78 1.03 2.01 1.41 1.84 2.24 1.34
1077 Ndufafé 2.02 1,10 -1.05 1.03 -1.36 1.36 1.08 1.58 1.07 1.6
1078 Pdp1 1.06 -1.29 1.01 -1125 ~2.44 1.05 -9 1.02 -1.10
1079 Tmem67 —2.44 112 -1.00 1.11 -1.21 117 1.55 1.27 1.07 1.04
1080 Osgin2 1.70 1,04 -153 -2.36 -1.39 -1.55 -1.22 -1.59 -1.05 -1.60
1081 Ripk2 3.84 1.25 1.26 -1.05 -1.34 1.37 -1.29 1.13 -1.18 -1.02
1082 Cnbd1 1.04 1.00 -1.35 -1.46 1.62 1,54 2.14 114 118 112
1083 Manea =215 -1.24 -1.28 -1.34 -3.04 -1.15 1.15 -1.02 1,07 1.01
1084 Gjal0 1.06 1.47 1.80 1.55 2.41 -1.74 -1.18 -1.29 -1 1.08
1085 Pnrcl -3.57 -1.62 -1.29 -1.03 -1.35 -1.01 -1.37 -1.29 1.03 1.01
1086 Cfap206 i 1.1 -1.41 -1.26 1.35 1.19 1.06 1.76 1.31 2.15
1087 Ddx58 1.79 -1.07 1.59 1.26 -1.05 3.07 1.04 1.49 1.42 1.68
1088 BAgaltl 2.26 -1.85 1.31 1.26 -1.51 2.48 -1.54 -1.14 117 1.10
1089 Nolb 315 -1.46 -1.01 -1.32 -2.23 1.40 -113 1.09 119 1.06
1090 Al464131 -1.61 -1.39 1.05 -1.15 -1.23 1.14 132 1.66 1.27
1091 Sigmari 2.33 -1.27 -1.00 1.15 1.26 1.03 1.18 111 -1.07 -1.15
1092 Gm2002 42 -1.20 114 1.27 -3.29 1.01 -1.18 -1.14 113
1093 Gm13305 W 1.45 -1.38 1.07 -1.20 -2.90 1.05 -1.24 -1.07 1.02
1094 Stoml2 21 1.30 1.26 1.31 -1.24 152 1.08 1.05 1.1 1.37
1095 Fam214b -1.33 1.30 1.40 112 1.2 -1.61 -3.25 -2.79 -1.86 -3.16
1096 Rmn -1.05 275 1.02 1.02 -1.12 1.37 2.18 1.75 1.25 RN
1097 Arhgef39 1.68 1.37 2.14 113 1.52 -120 1.69 1.28 -1.42 -1.36
1098 Gba -1.05 115 1.21 -1.26 -1.11 1.2 1.08 125 2.28 1.08
1099 Hint2 -2.10 153 -7 1.47 1.03 1.07 -1.00 -1.08 1.02 -1.26
1100 Fam221b -2.28 -1.31 -1.19 -1.01 -1.72 -1.65 -1.20 -1.02 -1.34 1,01
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No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
1207 Angptl7 -1.01 -1.07 -1.06 -7.39 -1.07 3.66 1.36 1.72 1.05 1.0
1202 Rbp7 -1.30 1.46 111 -1.17 -1.24 -2.16 -1.60 -2.02 -1.62 -2.23
1203 Tmem201 2.37 -1.18 -1.31 -1.34 -1.09 1.08 -1.44 -1.02 1.33 1.22
1204 Slc25a33 3.92 1.13 1.01 1.26 1.02 1.36 -1.39 1.02 -1.02 -1.17
1205 Spsb1 1.91 -1.66 -1.68 -1.20 -2.36 1.90 -1.06 -1.33 1.08 -1.27
1206 Car6 2.26 1.21 1.28 1.73 1.50 1.10 1.32 1.32 1.04 -1.04
1207 Per3 =2189 -1.68 1.04 -1.06 1.12 -1.70 -1.14 -1.16 1.16 1.02
1208 Thap3 -2.01 1.17 -1.06 1.46 -1.09 -1.20 -1.21 1.09 -1.03 1.06
1209 Smim1 6 2135 -1.15 -1.23 -1.63 =28l 1.39 -1.63 -1.41 -1.01
1210 Actrt2 -1.15 1.07 1.15 1.09 1.24 1.31 -1.36 1.01 -2.00 1.29
1211 Ski -2.63 -1.11 1.07 -1.15 1.12 -1.63 -1.22 -1.64 -1.29 -1.54
1212 Atad3a 2.64 -1.26 1.02 -1.09 -1.38 1.28 1.32 1.25 1.08 1.06
1213 Cptp 1.44 -1.53 -1.27 -1.07 -2.20 1.43 -1.07 1.45 1.47 1.08
1214 Pusih 2.12 1.14 1.48 1.29 1.04 -1.18 -1.17 -1.02 -1.16 -1.60
1215 B3galt6 2.97 1.46 1.99 -1.31 1.06 -1.66 -1.39 -1.05 -1.60 -1.33
1216 Agrn -2.15 -1.35 -1.21 -1.21 2.60 1.03 1.13 -1.12 -1.16 -1.05
1217 1sg15 3.88 1.09 1.74 1.02 1.42 1.05 214 -1.12 1.95
1218 Palm2 =298 1.20 1.13 -1.06 1.15 -1.08 -1.01 1.03 1.14
1219 Gm11239 2.03 1.1 1.04 1.08 -1.19 1.21 1.00 1.25 1.49
1220 Gfm428 2.21 1.64 1.38 1.%5 *‘Iéﬂ *1.08 1.21 1.08 1.20
1221 Nfia -zé.- -1.64 -1.19 1.09 1.04 -1.2 -1.38 -1.12 -1.22
1222 Cyp4a32 1.2 1.40 1.35 1.02 2.02 1.00 -1.05 1.04 1.62
1223 Slc6a9 3.59 -1.27 1.68 1.26 1.14 -1.39 -1.53 -1.40 -1.15
1224 Slc6a9 2.49 1.68 1.56 1.34 1.94 -1.20 1.32 -1.11 -1.28
1225 Emcl 1.21 =218 1.04 -1.06 1.22 -1.14 1.02 -1.05 -1.09
1226 Gm13212 . 1.31 -1.01 1.29 1.23 1.80 2.13 2.76 2.02
1227 Mup7 -1.67 -2.46 -2.58 -1.62 -1.10 1.11 1.28 -1.10
1228 Mup12 1.21 -1.50 -1.07 -1.05 -1.13 -1.39 -1.46 -2.62
1229 Mup21 2.59 1.04 -1.46 -1.27 1.04 1.41 1.08 -1.12
1230 Podn -1.00 1.05 -1.62 -1.31 -1.59 -1.75 -1.74 -1.39
1231 Ccdc24 1.14 1.20 1.14 247 -1.03 1.16 1.16 1.19
1232 Recl -1.05 1.39 -1.00 -1.26 1.59 1.46 1.47 1.37
1233 Lrrd1 1.09 1.60 1.29 -1.39 1.87 2.58 1.30 2.21
1234 Mterflb -1.04 -1.36 -1.12 1.05 -1.03 -1.19 -1.06 1.08
1235 Abcbla 1.37 1.50 1.10 1.26 1.00 -1.21 1.15 1.05
1236 Abcblb 1.20 1.84 1.08 -1.06 1.25 1.16 -1.33 -1.35
1237 Gm8871 1.42 1.34 1.09 1.26 -1.91 -1.29 -2.77 -2.03
1238 GmB8906 1.34 -1.29 -1.54 -1.33 -1.38 -2.05 -2.13 -2.40
1239 Gm8922 1.12 1.03 -1.54 -1.09 -1.51 -1.69 -2.26 -1.08
1240 Gm6465 2.06 1.06 -1.23 1.07 -1.50 -1.64 -1.82 -2.10
1241 Sema3a -1.15 -1.568 -1.33 -1.40 1.06 -1.23 1.10 1.04
1242 Hgf 1.35 1.27 -1 -1.14 1.19 1.27 1.16 1.29
1243 Sema3c -1.09 -1.24 1.04 -1.22 1.08 -1.08 -1.07 -1.24
1244 Gsap 1.21 1.20 1.29 -1.04 -1.14 1.39 1.26 1.11
1245 Fgl2 -1.35 -1.62 -1.13 -1.27 -1.38 -1.49 -2.45 =220
1246 Lrrc17 -1.12 -1.27 1.40 1.21 -1.19 -1.14 2.03 1.00
1247 Kmt2e -1.14 -1.27 1.00 1.15 1.14 -1.09 -1.10 -1.15
1248 KIhl7 -1.07 -1.04 -1.13 -2.10 1.06 -1.05 1.10 1.1
1249 Actr3b 1.22 1.20 1.51 1.24 1.25 1.24 -1.07 2.13
1250 1l6 3.00 3.01 1.63 1.24 1.25 1.37 1.79 1.37
1251 Cenpa 1.43 2.20 1.29 -1.54 -1.26 2.09 -1.28 -1.23
1252 Emilin1 -1.62 -1.33 1.02 1.35 -1.16 1.19 1.29 1.32
1253 Cad 1.33 1.43 1.40 1.51 -1.18 -1.11 -1.05 1.07
1254 Abhd1 1.29 1.38 1.09 1.36 -1.46 -1.35 1.10 -1.67
1255 Atraid 1.12 -1.55 -1.04 -1.46 1.01 -1.18 -1.03 -1.20
1256 Krtcap3 2.07 1.22 1.29 -1.18 1.22 -1.04 -1.02 1.12
1257 Fosl2 1.01 1.31 1.08 1.05 -1.11 1.03 -1.17 -1.40
1258 Plb1 1.39 1.08 1.19 1.21 1.06 1.01 -1.22 1.33
1259 Tacc3 -1.19 2.63 1.37 1.07 1.05 3.07 1.21 1.51
1260 Whscl -1.18 1.17 1.09 -1.06 1.35 1.12 1.08 1.09
1261 Gm1673 1.01 -1.20 1.33 1.22 1.32 2.72 1.12 1.34
1262 Acox3 -1.43 -1.16 -1.13 1.17 -1.75 -1.24 -1.08 1.1
1263 Afap1 -1.06 -1.19 -1.02 1.41 1.28 1.21 1.02 1.02
1264 Psapl1 -1.64 -1.03 -1.04 -1.18 -1.80 -2.10 -1.63 -1.50
1265 Ccdc96 -2.58 -1.41 -2.04 -1.96 -1.17 -1.17 -1.01 -1.10
1266 Lyar -1.33 1.14 -1.14 -1.19 -1.17 1.06 1.08 1.06
1267 Tmem128 2.24 1.07 1.07 -1.81 1.03 -1.05 1.08 -1.08
1268 Otop1 -1.04 -1.06 -1.17 -1.10 -1.91 -2.07 -1.54 -2.04
1269 Gm16223 2.05 1.27 1.17 1.37 1.32 1.24 -1.20 -1.05
1270 Ncapg -1.03 1.74 -1.10 1.44 1.64 1.82 1.18 2.27
1271 Sod3 -1.76 -1.08 -1.23 =2.205) -1.48 -1.47 -1.37 -2.47
1272 Rbpj -1.08 1.26 1.10 -1.26 -1.08 1.00 -1.01 1.01
1273 Dthd1 -1.03 1.15 -1.06 1.21 1.07 -1.46 -2.38 1.16
1274 Fam114al -1.05 1.02 1.00 -1.07 -1.07 -1.03 1.02 -1.02
1275 Wdr19 -1.03 -1.04 1.14 -1.06 1.30 1.36 1.13 1.21
1276 Ndbp2 -1.34 -1.16 -1.14 -1.12 1.16 -1.21 -1.05 -1.156
1277 Nipall -1.01 1.17 -1.06 -1.24 1.06 1.16 -1.13 1.20
1278 Spatal8 -1.18 -1.00 -1.15 1.03 1.77 1.59 2.10 1.62
1279 Rasl11b -1.32 -1.01 1.10 -1.71 -1.91 -1.09 -1.07 -1.21
1280 Pdgfra -1.16 -1.03 1.05 -1.58 -1.02 -1.16 1.10 -1.09
1281 Kit 2.02 1.22 1.43 1.38 -1.35 1.72 1.10 1.16
1282 Adgri3 1.12 2.00 1.32 1.47 1.17 1.65 2.01 1.85
1283 Stap1 3.05 1.28 1.56 2.99 -1.06 1.63 -1.23 1.20
1284 Prr27 1.24 1.27 1.39 217 1.14 -1.18 -1.13 -1.33
1285 Smr2 -1.39 -1.57 -2.86 -1.10 -1.27 1.03 -1.08 1.31
1286 Gm7714 -1.45 -1.26 -1.19 -2.09 1.35 -1.41 -1.19 -1.14
1287 Ambn -1.13 -1.28 -1.20 -1.13 2.17 1.72 1.63 2.00
1288 Mob1b -1.07 1.18 1.04 -1.10 -1.22 -1.26 -1.07 1.03
1289 Dck 1.28 1.42 1.69 1.59 -1.18 1.36 -1.26 1.29
1290 Cxclb -1.04 1.03 1.14 -1.07 1.07 1.65 1.39 1.60
1291 Ppbp -1.13 -1.37 -1.32 -1.49 1.08 1.49 1.37 -1.20
1292 Cxcl1b 1.03 -1.20 -1.32 -1.75 -1.23 -1.30 209 -1.90
1293 Epgn -1.12 -1.04 -1.63 1.13 1.21 1.47 2.66 1.49
1294 Ereg 1.18 231 1.13 -1.39 1.26 1.30 -1.12 1.23
1295 Gm1045 -1.00 -1.02 1.63 1.84 1.44 231 1.88 1.39
1296 Ccng2 -1.63 -1.36 1.01 -1.26 1.27 1.01 1.16 1.30
1297 AA792892 1.59 1.23 1.86 -1.07 -2.11 -1.30 -1.31 -1.12
1298 Gm6348 1.42 -1.63 -1.22 -1.17 -1.36 -2.08 =217 -1.28
1299 Cxcl13 1.29 1.30 1.57 1.13 -1.01 -1.57 -1.06 -1.51
1300 _Anxa3 1.35 1.45 -1.04 -1.51 -1.03 1.31 1.31 1.35
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No. Genes 1D_MT _ 1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
EnophT 7.0 =135 =170 =126 =17 =T 11 =120 =103 =101 =104
Mrps18c 1.30 2.06 -1.09 -1.02 -1.16 1.07 1.07 1.06 -1.00 1.01
Pton13 [ =407 e -112 -1.37 -1.16 1.16 -1.04 -1.12 1.14 1.04
Dmp' 1.56 1.06 -1.35 -1.27 -2.45 -157 -152 -154 -1.04
Ibsp 2.14 1.33 1.29 1.58 -1.29 2.07 1.61 1.31 -1.07
Spp1 1.63 173 127 1.19 3.24 132 1.67 1.22 1.55
Gm17304 1.03 1.01 1.03 114 -2.30 -1.36 -1.73 -1.62 -1.36
Cdc7 -1.16 1.15 -1.02 -1.19 1.31 1.75 1.43 1.10 -1.08
Brdt -111 -1.54 -1.32 -1.23 -1.22 1.22 1.38 1.20 1.25
Tmem175 -1.50 -1.24 -1.42 -1.80 -1.47 -1.42 -1.24 -1.21 -1.22
Fgfrl1 -115 -1.04 1.02 1.02 -2.10 1.28 1.16 .11 1.06
Gm10417 1.27 -1.21 111 1.06 -1.24 -1.18 -1.23 -2.06 -1.19
Pole -1.10 1.80 1.56 -1.00 2.00 -1.02 1.04 -1.84 1.1
Tpst2 [ -1.67 1.08 117 -1.18 1.44 -1.03 1.45 .1 -1.03
Myolh -1.20 -1.42 -1.39 1.18 -2.05 -139 -1.08 -1.24 1.27 -1.14

vk -1.02 -117 1.22 1.28 -3.01 1.04 -1.30 -134 -1.43 -1.15
Oasl2 3.99 -1.42 1.81 111 1.25 1.13 3.45 1.34 242
Pop5 1.85 232 1.07 1.15 -1.16 -1.18 1.16 -1.06 1.08 -1.01
Msi1 -2.10 -1.48 1.08 -1.04 1.04 -118 -1.03 1.12 1.14 1.05
Tbx3 229 -1.24 -1.24 -1.02 1.07 1.60 1.1 134 113 1.04
Ddxb4 2.71 1.74 1.04 111 1.07 -1.00 1011 -1.06 -1.23 -1.13
Oaslb 332 118 184 1.49 1.63 2.63 1.29 1.81 1.35 1.30
Gm15800 -151 -159 -1.38 137 -1.33 1.03 -1.47 -1.23 -132
Naa25 3.27 -1.27 1.07 -1.08 -152 1.47 112 1.1 1.14 1.21
Fam109a -121 2.25 1.18 1.41 1.70 -1.09 1.08 -1.17 -1.07 -1.09
Myl2 1.03 -1.03 -1.03 -1.31 -1.27 -153 1.03 -1.37 1.01 -2.18
Pptc7 2.04 -1.54 1.08 1.15 -1.08 1.22 -1.14 -1.09 -1.06 1.03
P2rx7 2.41 -1.35 -1.26 -1.10 -1.39 177 1.12 -1.15 1.10 1.15
Orail 1.29 -1.36 -159 -1335 -2.05 1.15 -1.08 1.12 -1.23 -1.06
Psmd9 -1.04 1.02 -1.07 1.04 -2.23 1.07 -111 1.04 1.13 1.05
Kntc1 2.00 233 1.28 113 1.50 217 1.10 2.03
Setds 2.67 -1.40 1.43 139 1.08 1.39 -1.13 -1.09 1.00 =111
Gtf2h3 1.50 1.35 -1.06 1.07 -2.34 1.09 -101 1.16 1.21 1.15
Tctn2 -2.19 -1.70 -1.07 1.09 -1.47 134 1.08 132 1.08 1.35
Atp6v0a2 219 -1.25 -1.17 -1.47 -1.19 1.17 157 1.18 1.15 118

an 2.62 1.66 1.31 1.13 -1.22 1.73 -1.28 1.26 1.22 1.20
Cct6a 2.87 -1.07 1.34 -1.03 -167 1.33 -1.01 1.01 1.04 1.25
Vkorc1l1 2.25 1.70 126 1.02 1.01 1.15 1.10 114 -1.15 115
Crep 2.64 118 1,55 1.31 -154 1.34 -1.80 -1.11 -1.14 -1.07
Tpst! -2.12 -1.07 -1.45 -1.24 -1.50 -1.38 -1.16 -1.03 1.04 -1.05
Kctd7 -1.26 -1.28 -1.25 -1.78 -1.40 -1.25 -1.50 -1.14 -1.84
Rfc2 2.16 1.48 1.41 1.03 1.14 1.34 -1.07 1.46 1.29 1.20
Whscr27 -1.05 113 134 -1.28 -1.18 -1.28 1.05 1.09 -1.12
Nsunb 2.12 -1.47 -1.05 1.01 -155 1.23 -1.08 -1.03 -1.28 1.03
Polr2] 1.62 2.05 1.00 1,10 1.00 1.08 111 1.09 1.23 1.03
UfspT 2.15 1.02 114 -1.24 -1.20 -1.28 1.04 1.18 1.09 1.16
Ephb4 =250 -1.11 -1.43 -1.01 1.28 -2.37 -1.05 -1.61 1.02 -1.22
Sap25 -1.23 -2.87 -1.04 -1.25 1.05 1.78 -1.20 1.42 1.22 1.7
stoa|;1 -2.04 —102(? 1.0378 4.1;3 -1.25 —%.17 -121 71.% 4.88 4.03
Zscan21 4.49 1. -1. -11 -1.44 -2.41 -114 -1. -1.07 -1.1
Lamtord q%?-— ] 1.96 -1339 -1.03 -1.35 -1.49 -1.06 -1.10 -1.17 -1.30
Stag3 1.34 -1.16 -114 -1.34 -1.61 1.07 -1.10 242 1.15 -112
Zfp157 -233 -1.30 -1.30 -1.13 -1.60 -1.40 1.10 1.03 1.22 -1.07
A430033K04Rik -2.05 1.01 -1.05 1.12 -1.01 -1.65 1.04 -1.12 -1.01 -112
Eif3b 291 -1.29 -1.05 -1.12 -1.40 1.18 -1.03 1.02 .11 1.00
Chst12 -2.13 -1.45 -1.08 -1.08 -1.19 -1.28 -117 -1.03 -1.04 -1.17
Trrap . -131 -1.23 -1.10 2.44 1.03 1.45 -1.12 1.07 -1.11
Tex26 1.05 1.22 1.03 -1.24 1.13 -1.18 -1.08 1.05 -1.09
B3glct -1,07 -1.16 -1.09 -1.02 -2.17 1.14 -139 1.07 -1.36
Brca2 1.27 1.89 -1.01 1.07 1.31 1.32 1.20 -1.12 1.06
Steap2 -1.07 1.49 1.07 -1.15 2.27 -1.16 -1.02 -1.24 -1.31
Steap 1.71 2.18 137 1.05 0 1.16 1.80 -1.06 1.56
Dbf4 1.16 1.78 1.26 -1.19 . -1.39 -1.02 -1.20 122
Gm5152 1.42 1.15 1.22 2.25 -1.69 -1.26 -1.26 -164 -1.00
Gm17019 1.96 -1.05 1.04 1.30 -2.04 -2.07 -1.07 1.01 -158
FbxI13 -2.86 -1.22 -1.30 -1.35 -1.03 -1.38 111 1.0 -1.22
Napepld -1.66 -1.10 -1.22 -1.42 1.22 -1.02 1.41 1.38 1.64
Dnajc2 1.07 1.15 -1.14 -113 -1.03 -1.03 119 1.08 1.07
5031425E22Rik -1.38 -1.20 -1.40 -1.46 -2.01 -1.23 -1.02 1.08 -1.03
Al506816 -1.74 1.65 1.09 -1.15 1.87 -117 135 -1.12 -1.06

-1.91 -1.12 -1.06 -1.32 -1.20 -163 -157 -1.08 -1.09
1.01 1.37 1.25 1.01 2.36 1.23 1.44 1.57 1.26
1.69 -1.16 1.05 1.04 1.32 1.16 1,61 231 1.79
-1.20 1.19 1.23 -1.18 1.01 -1.22 -1.14 -1.26 -1.10
-1.23 -1.34 -1.10 1.00 -1.80 -1.16 -1.29 -1.28 -1.17
Gm10471 1.46 1.53 2.09 1.61 1.30 1.73 1.19 1.87 1.23
5031410I06Rik 1.93 1.09 -1.17 -1.19 1.80 1.25 1,52 2,01 132
4930584F24Rik -128 -1.16 1.36 -1.71 1.34 162 150 2.46 156
Tyms 2.00 213 1.42 -1.24 1.61 -1.03 138 -1.03 -1.05
Cgrefl 162 1.08 1.31 1.37 -1.48 1.04 -1.31 -1.31 -1.39
Pom1g -1.26 1.04 1.0 -115 -1.13 ~1.24 -1.11 -1.21 -1.48
1ft172 -1.20 -1.08 1.01 1.22 -1.46 -1.04 1.07 1.12 -1.13
-1.38 -1.15 -1.20 -1.34 275 -1.65 -1.08 -1.21 -1.41
-1.28 -1.30 -1.11 -1.41 213 1.42 -1.11 1.10 -1.16
-132 -117 1.08 154 -1.05 1.56 1.09 1.72 1.45
112 -1.05 -1.07 -1.08 -117 -1.47 -1.39 -1.15 -1.35
-1.02 1.14 -1.04 -1.12 1.48 -1.10 1.34 1.41 1.25
-1.24 -1.03 -1.10 -2.11 -1.12 1.17 119 -1.15 -1.20
1.03 -1:30 1.18 -1.30 -1.22 1.35 1.24 1.26 1.22
1.70 -111 -1.03 -153 1.48 132 1.09 213 1.69
-1.13 1.42 1.28 1.13 1.38 1.21 1.29 1.07 1.26
-1.32 -1.27 -1.15 -1.28 -2.27 -1.21 -1.35 -1.25 -1.40
-1.60 -1.06 1.12 -1.31 -2.17 -1.05 -1.03 1.08 1.1
-1.42 -2.42 -1.41 =450 ~15.96 -1.83 -1.99 9
-1.05 -1.19 -1.01 1.82 ~1.86 1.10 .02 -1.00 -1.06
1.64 1.87 1.49 1.28 0 -1.14 1.60 1.34 1.51
1011 212 1.87 -1.08 T.1 1.33 1.45 1.31 1.21
118 -1.48 -1.15 -1.66 -2.72 1.06 -1.44 1.08 -1.25
-1.03 1.26 1.02 1.07 -1.06 1.15 1.06 -1.09 -1.45
-1.80 -1.75 -1.35 -131 -1.25 -1.32 -1.21 -1.56




No. Genes 1D_MT _ 1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
TA0T DhxT5 717 T.07 T.40 123 75 ~T.02 =T.09 =106
1402 Codc149 1.26 117 114 -135 1.61 -1.83 -1.30 1.24
1403 Gm8069 1.97 3.60 -1.06 1.03 -159 -1.10 -1.01 1.03
1404 TIr1 -1.44 1.70 1.65 1.29 1.70 2.76 1.70 1.70
1405 TIr6 -1.53 -1.04 -1.39 -1.43 1.30 1.47 -1.19
1406 Gnpda2 7.28 2.34 1.12 1.13 -1.36 119 1.21 1.26
1407 Corin -1.18 -1.02 -1.14 1.01 1.18 1.62 -1.22 -1.10
1408 Cnga' 1.26 -1.16 -1.10 1.01 1.77 2.34 1.21 1.47
1409 Ociad2 1.41 154 1.06 112 2.01 114 -155 1.17
1410 Sgcb -2.66 -1.42 -1.12 1.07 -1.31 -1.10 -1.38 -1.39
1411 Scfd2 -1.12 -2.08 -1.20 -1.07 -157 -1.36 1.13 -1.13
1412 Kdr 2.08 1.45 -1.02 .11 1.7 1.66 1.29 1.42
1413 Ppat -1.28 1.06 -1.07 -1.21 -1.04 m 1.38
1414 Noal A -1.68 1.18 -1.06 -1.67 -1.04 1.62 117
1415 Igfbp7 -1.29 -1.35 -1.11 -1.08 -1.32 -1.40 -1.44 -1.95
1416 Tmprss1ig 1.47 2.40 2.24 1.40 1.28 -1.06 1.78 -1.41
1417 Ugt2a3 1.31 -1.06 -1.07 1.06 -1.07 2,69 1.26 1.89
1418 Ugt2b3s -133 1.00 -1.10 -1.3 -1.11 255 -2.04 257
1419 Ugt2a2 1.48 1.46 -1.04 1.15 217 1.59 134 153
1420 C -1.91 -2.26 -1.65 1.20 -1.01 127 1.63 -1.06
1421 Gm11115 1.22 2.27 1.20 1.75 -1.20 2.57 3.74 -1.59
1422 Cox18 2.39 -1.50 113 1.04 -151 -1.39 -1.30 -1.30
1423 U90926 54 1.24 -1.12 1.10 -1.22 1.33 -1.26 1.98
1424 Sdad1 2.46 1.19 -1.06 1.33 1.06 1.04 1.01 1.31
1425 Cxcl10 1.21 1.28 -1.26 -1.66 2.76 1,53 1.94
1426 Cxcl11 1.31 1,51 1.26 -1.02 1.50 -129 -1.88
1427 Gm3147 1.1 113 111 1.26 -1.07 1.23 -1.75 -2.01
1428 A430089119Rik -1.17 1.00 -1.04 154 -1.41 1.02 -1.68 -2.30
1429 Gm10424 1.50 1.27 1.41 134 -1.01 -1.08 -1.97 -2.14
1430 Cnot6l 117 1.09 -1.02 1.0 06 1.13 -1.12
1431 Gk2 -1.13 1.74 -1.31 1.66 2.16 -1.56 1.23 -1.32
1432 Prkg2 3.71 113 194 -1.14 -1.04 117 135 1.73
1433 Linb4 2.15 1.46 127 1.18 1.09 1.06 -151 -1.41
1434 Plac8 -1.00 2.54 1.02 1.22 1.88 -1.21 -1.14 -1.20
14&53 gidebH -2.96 1.04 1.04 1'2839 1 %o 1 156 1.1820 1 109
1436 Sparcl1 i -151 -154 -1, 127 -1.7 -1, -15
1437 Gbp10 ‘P« 1 08 1.52 1.14 1,52 1.82 1.21 1.65
1438 Gbp11 1.06 -1.00 1,51 1.06 137 2.14 -115 1.64
1439 Tmed5 2.67 1.37 1.07 1.07 -117 -1.03 -1.06 1.10
1440 Atpsk -1.27 2.92 -1.18 -1.02 -111 1.25 1.08 -1.01
1441 Vmn2r10 1.31 -1.07 -1:30 1.01 1.16 -2.08 235 -2.85
1442 Vmn2r11 1.04 1.22 1.09 -1.36 1.65 1.76 137 152
1443 Vmn2r14 -1.20 1.02 -1.33 -1.24 -1.37 -1.27 279 -1.78
1444 Pgam5 2.32 132 111 1.15 -2.02 1.07 -1.02 -1.01
1445 Pxmp2 1.15 1.20 -1.01 2.18 -1.22 1.00 127 1.01
1446 Nocdl 2.19 110 1.47 111 1.19 -1.02 1.22 1.21
1447 Pus1 2.37 131 -1.26 -1.07 -1.16 1.29 1.22 -115
1448 Hscb ~251 218 1.02 1.15 1.49 1.71 1.85 1.98
1449 Crybad -123 -1.23 -1.44 -2.36 -1.72 1.09 112 -1.06
1450 Sgsm1 1.03 -2.04 -1.71 -1.37 -156 1.04 -1.08 1.26
1451 Sart3 2.09 -1.22 1.44 1.1 -1.02 -1.06 -1.03 1.10
1452 Tmem119 1.07 1.22 1.12 -1.76 1.13 -1.15 -1.07
1453 Corolc -1.30 1.16 -1.10 -115 -1.23 1.10 -1.26
1454 Gm9936 1.01 1.05 -1.15 -1.06 -1.04 -1.40 -2.13 -1
1455 Rpl37rt -1.15 2.65 1.10 1.19 1.02 -1.07 1.06 1.05
1456 Ccdc64 -2.34 -1.25 -1.16 -1.00 -1.93 -1.12 -1.10 -1.23
1457 Rfch 2.25 1.29 1.58 137 -1.00 1.59 1.24 1.24
1458 Tpen -2.04 -1.08 1.06 1.08 -1.34 -163 -1.56 -1.07
1459 Oas2 3.18 1.1 1.44 119 1.03 1.21 1.70 1.75
1460 Oas3 65 -1.08 -1.06 1.14 -1.01 132 -1.07 1.21
1461 Oaslg 7 1.61 -1.03 .11 1.73 -1.01 1.32
1462 Oasla -1.08 1.36 -1.13 -1.09 212 1.01 1.45
1463 Ptpn11 1.07 1.15 112 1.34 1.03 -1.04 1.00,
1464 Acad12 -137 -1.16 1.02 -134 1.00 -1.14 -1.13
1465 Acad10 39 18 -1.09 1.28 1.23 -1.07 -1.09
1466 Tctn] -2.24 -1.20 -1.09 -1.23 1.02 1.03 -1.01
1467 Rad9b 1.04 -1.07 -1.06 -2.00 -1.01 -1.10 -1.33
1468 1§81 -1.07 -1.28 -1.03 1.22 -1.26 1.05 1.14
1469 1131 6 -1.15 -1.32 -1.30 1.45 2.01 1.70
1470 Vps37b 1.08 1.20 -1.01 -1.09 1.12 1.07 1.29
1471 Abcb9 -1.07 -121 1.03 1.13 135 1.07 117
1472 Rilpl2 1.06 -132 1.15 -1.09 1.03 117 -1.32
1473 Rilpl -127 -1.22 -1.04 1.14 1.03 1.01 .11
1474 Scarbl 1.12 2.21 1.87 -1.1 1.69 1.61 1.66
1475 Dhx37 -1.08 1.44 1.30 1.47 -1.34 -1.92 -1.39
1476 Psph 1.43 .17 115 112 1.04 -1.04 -1.00
1477 Asl -1.05 -1.71 1.10 -1.09 1.08 1.17 -1.08
1478 Wbscr17 1.51 1.72 158 1.67 1.85 2.49 2.09
1479 Pom121 -1.59 138 -1.16 184 1.04 1.15 -1.02
1480 Ccl26 -1.12 -129 1.03 -1.49 2.00 1.49 1.71
1481 Tmem120a 2.08 1.04 1.17 -1.09 -1.15 1.04 -1.19
1482 Orai2 111 -1.01 1.29 1.1 1.14 1.84 2.04
1483 Prkrip1 1.42 1.15 -1.00 -1.01 -1.10 -1.05 1.04
1484 Sh2b2 1.21 1.04 1.03 -1.07 -1.17 -1.26 -1.17
1485 Serpine1 116 171 -1.12 -1.33 1.71 -114 1.31
1486 Slc12a9 -1.94 -2.03 -2.21 -1.72 118 -1.03 117
1487 Mospd3 1.02 1.41 1.06 -158 -1.36 1.19 -1.46
1488 Irs3 1.83 1.08 -1.09 -1.22 -135 -2.15 -1.78
1489 Agfg2 -1.12 1.56 1.36 -1.21 1.37 112 1.20
1490 Mcm?7 -1.08 1,50 113 -1.42 168 1.16 1.30
1491 Pdgfa -1.66 -1.80 -1.38 -1.66 -1.23 -1.07 -1.19
1492 Zfand2a -1.42 1.01 -113 -2.06 -1.14 -1.17 -1.34
1493 Mad1i1 -1.13 1.12 1.03 -1.27 -1.19 -1.25 -1557
1494 Ftsi2 1.52 1.09 -1.24 -1.43 -2.15 -1.32 -1.40
1495 Grifin -1.39 -1.08 -2.00 -1.15 -1.05 -1.07 -1.13
1496 Ttyh3 -1.49 -1.17 1.06 -1.05 1.00 1.06 -1.05
1497 Radil -1.04 117 1.05 1.08 -1 -2.14 -2.25
1498 Tnrc18 -1.06 1.02 1.07 4.40 1.07 1.22 1.26
1499 Rbak -1.20 -1.05 -1.01 -1.26 -1.04 -1.03 -1.07
1500 Uspd? 1.04 1.33 1711 1.20 ~1.61 -1.33 -1.86




4T
Ju

No. Genes 1D_MT _ 1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
0 7.36 T37 7 T.07 ~T.04 716 T.06 T30 11 T17
1205 Gz 2.02 -1.15 112 1.09 1.09 133 1.03 1.01 1.06 1.00
1285 gdma%r{1 2.19 1.45 1.09 1.10 1.28 -1.05 1.2256 _H% —1.% _Hé
I -1 -1 - - -1.20 -1. -1. -1, -1
1208 Cooe! 0% —Hg —}'g; —%'451?1 —%Zlg w1.324 -1.28 -1.25 1.08 -1.17
1208 Y8565 0am :H); 1.32 1.24 1.27 -1.17 -1.84 -1.61 -1.42 -1.54 -2.34
1289 ER?%OUOSM 2.13 -1.21 1.29 1.08 -1.17 1.27 -1.16 —1.38 71'8@ —;ég
¥ i -1 ; -1 - -1.12 1.06 -1.0 -1 -1,
1208 Fleat i J'?? ]'gi —*%g J:Zg 1.85 -1.09 1.25 -1.03 1.03
1270 Nebh: :;'55 1.22 -1.08 113 1.15 -1.15 1.22 1.20 1.10 1.36
1819 Rrex " 372 1.93 1.49 133 1.08 217 111 1.28 1.85 1.81
1815 e 1.41 3.09 -1.12 1.09 1.06 1.40 1.47 112 116 138
1815 e 8.0 -1.27 113 -1.00 -1.16 1.49 -1.26 1.35 1.09 151
1813 Moo -—'}ﬁp 132 130 1.41 -1.26 223 -1.04 115 139 1.29
E}g E”ﬁé’sg -2.27 115 -1.10 -1.03 1.62 2.02 1.w74 }é; }% }.4313
; -1 ‘ 1. 1.45 3.94 -1.1 ; . .
E}g 8@?1 %'ig 110163 }'18 1.1? 152 eI }gg 21.1642 11.%12 220371
] . . - - -1.17 . 1. -1, -2,
1518 1500011BO03Rik -1.27 134 111 1.04 127 -1 - T4 231
o523 . - - -1.23 172 1.08 113 .
1220 bopis w 116028 115287 11'4233 1.22 -2.81 -1.75 -1.77 -1.62 1.01
1950 opyoe 1.09 1.08 121 2.10 132 -1.05 1.54 117 1.87 1.29
129 Ci 3.44 110 130 -1.04 -1.07 2.45 1.03 1.25 1.26 110
155 Rl 1.02 1.09 -1.15 1.01 1.19 1.74 2.18 1.74 1.72 1.18
1258 Gary -1.21 113 1.10 157 135 -2.12 -1.61 -1.79 -2.67 -1.66
1998 Eos? 1.54 2.04 124 1.07 -1.30 -1.38 -1.07 -2.84 142 -1.44
1958 T2 2.40 115 1.08 -1 114 2.54 -1.06 1.25 1.09 154
12%9 Eif/z 1.68 2.17 124 1.15 -1.78 %8% —11%6 }%1 Hg —11.3061
. . - 1.16 i . ) ) .
1258 Coug _ —11'3259 —}'88 —1w'1101 -1.06 -1.18 -1.05 -1.41 -1.05 -131
12%8 gé’aeé’ﬂ 1.49 2.13 1.08 1.08 1.12 1.35 1.37 1% }gg 11'2512
i . I ; . 1.10 1.24 1.03 . . -1,
183 Concd _13%26 —21‘0558 —11'0593 Hg 1.42 -1.40 1.00 -1.27 -1.00 1.02
1533 G047 1.12 152 1.86 -1.10 1.36 -1.07 1.02 -2.06 -1.49 -1.12
155 Stnea 1.99 -1.68 -1.46 1.4 -2.24 -%g -1.54 -1.50 -1.37 -1.35
1o e 1.49 2.04 1.51 179 1.34 1.01 -133 -1.08 -1.36 -1.28
1538 N 1.06 113 1.08 1.26 2.05 -1.25 127 135 137 -1.04
158 et -2.30 -1.19 1.30 1.42 -1.15 1.73 -1.70 1.04 112 124
1538 B 338 1.01 1.47 123 -1.21 1.41 -1.21 -1.22 -1.08 -137
195 B9 -1.12 138 1.10 118 1.30 322 112 1.41 -1.08 1.03
1990 smeg 40 -1.32 -1.44 -1.18 111 110 152 2.45 154 1.32 1.61
Ei? ?\Eﬂgm -1.09 -1.12 -1.05 1.60 161 155 11.7044 11.8281 %gg 1{5047
[ 405" IR -1. -1.07 -1.78 -1, -1 . -1,
1245 Son — —]'gg 7}% Jw'?s?s -1.38 -112 1.06 -1.03 2.00 -1.03
1244 At 1.62 -1.51 -1.62 -1.46 -2.26 -1.66 -1.39 -1.76 -1.38 -1.83
158 ipoyDez =321 -2.36 -1.05 1.22 -3.55 -1.37 -1.22 -1.24 1.10 -1.66
1248 Groor -1.18 1.01 -1.05 -1.26 -1.54 1.24 1.07 1.40 2,01 2.02
14y Gimand -1.85 -1.00 -1.09 -115 -1.01 -2.20 -1.10 -1.67 -1.70 -2.34
148 Taed -1.46 -1.11 1.11 1.20 -1.14 2.85 -1.24 1.40 1.21 128
1548 oy 762 347 1.26 150 137 1.71 436 -1 1.19 1.08 -1.02
1950 oo -1.24 -1.16 -1.07 -1.42 -2.41 1.10 -1.75 1.04 -1.14 1.07
1980 Sadsee -1.39 119 1.13 -1.67 156 1.44 1.21 1.26 2.68 1.28
1925 Wipod 7 118 2.04 1.50 1.45 3.33 1.01 154 1.20 1.45
1925 Mooo -1.02 -1.01 124 -1.15 1.38 -1.14 1.44 1.41 1.79
1o5g i 2.6 1.09 -1.06 -1.02 -1.02 1.37 -1.15 -1.10 -1.06 1.09
lggé égrrfsz 2.4 -1.27 1.03 -1.12 -1.15 1.43 -1.17 —110041 —Hg —1%471
7801 | ¢ . 1.36 2.71 2.00 : -1 -1,
}ggg cﬁ%rs .2 721‘6009 —21'1477 —11'.2484 -2.01 1.95 1.5% ;'653431 1'?1? 12;
; y -1 - - 1.83 18 . . .
1558 Vmn1rd -1.72 1.29 1.93 1.64 .10 183 180 254 147 137
1260 Ve J1'0302 —H)g 11'5157 71'131; 21.'5279 -2.90 113 -2.99 -1.95 -2.64
100y tmnii?8 -2.26 113 -152 -1.04 -1.39 -1.10 161 118 1.29 117
1565 N 410 155 1.94 1.26 -1.15 3.40 1.24 177 -1.22 1.39
1265 Moo 1.07 -1.03 -1.01 -1.08 213 1.38 2.22 2.40 1.76 155
1984 borm 2.78 -1.99 1.18 -1.17 -1.16 1.47 -1.03 1.03 -1.02 1.03
188 &3 1.74 114 177 1.25 1.21 2.67 1.06 1.43 -1.01 1.48
1268 asal® -2.33 -1.96 113 118 -1.86 -1.21 -1.27 1.10 1.04 1.00
1oy o 1.57 1.58 1.33 119 -1.10 2.41 -1.15 1.25 1.33 1.49
1208 Kook -261 1.06 -1.02 115 -1 -1.07 -1.07 1.08 118 1.02
1265 8o 2.55 -1.35 1.15 -1.12 -1.46 1.14 1.10 117 1.01 119
1990 Cmyde 2.63 1.39 1.25 -1.01 -1.13 1.61 -1.16 -1.02 -1.07 -1.14
179 & 1.19 2.09 1.01 1.10 -1.12 1.09 1.20 1.07 1.13 1.22
]E% %?;r)‘t)? -234 -1.30 111 -1.00 -1.48 1.03 —1.%4 711.%6 122 }.gg
: : ) 1.1 . ) )
1978 Porasaoare 1'2155 :H)g J{zﬂs Jw'5(?4 —32'%96 J1'93% -1.33 -1.28 -1.29 -1.28
1278 Gotes” —;'05 -1.40 1.09 1.06 -1.01 -2.92 -1.46 -113 -1 -121
1978 Ve 1.39 1.24 1.46 127 1.14 2.44 -113 1.04 1.00 1.56
1975 vimmad 2.86 2.70 165 150 130 -1.19 -1.08 -1.32 -1.27 -155
1978 Ve 1.08 1.45 132 1.28 1.1 -2.31 -2.65 -2.03 -1.68 112
1278 Ve 1.08 153 -1.08 134 -1.09 1.03 2.18 1.02 1.55 1.16
1258 YQAT%’SA 1.92 3.16 1.20 1.05 1.16 -1.12 1.14 11.0179 11.1251 H)?
i ) . ] : . 1.31 -1. -1. .
15807 Grogars 108k 11'%3 J1'5277 —21'0199 —11'5235 }ﬁgg J1.1700 -2.09 -1.95 -2.61 -1.98
1o omeg/! -1.13 -1.16 -1.30 -1.72 -1.33 1.20 -1.05 1.04 2.02 1.22
1558 Coee -1.03 1.05 -1.28 -1.13 -1.33 128 1.70 111 130 2.1
188 o 410 -1.60 -1.40 -1.28 -1.34 -221 113 1.02 113 1.18
1058 TRt q%- 152 133 115 -1.23 127 -1.37 -1.06 -1.06 1.05
1229 52521‘"‘3 2.23 111 -1.16 -1.12 -2.28 -1.01 —1.1§ ;.gg _1'8; —].83
608 | . ] 1.29 2.89 -11 . -1 -1
Egg ﬁgﬂgdz ‘ —11'2455 —21'7343 1188 -1.39 3.64 1%2 H(z) }gg Hg
¢ ’ 1 - - 1.52 ) ) . .
1590 Tatdn2 2.90 1.46 1.12 1.36 1.06 . A i 1% A
1.54 2.07 1.28 113 )
1207 4095 X 10 3 199 1.31 -2.55 -1.19 -1.33 -1.79 -1.98
1592 Syn2 -1.17 1.02 1.23 1.29 13 .58 18 ppcs L b
]Egi EWQZ“SZ -1!%? J'éﬁ 11'0515 —11'2008 7%(2)9 -1.36 1.00 11.2005 1(1)% 1'88
] ; . ; - . -1.39 -1 . .
T h el o A A I R
1289 %IB% —2'7411 1.06 1.05 1.07 -1.52 1.30 1.3202 11.8262 21.4179 }'88
-2, -1 -1 - -1.16 -1.25 -1 -1, -1, )
Egg 529586 32'9252 112365 11'7256 11.'0140 120 DEmALEE 121 3.78 12.1076 21.2588
1600 _A2m 1.10 114 -1.02 -1.02 1.79 17 1.49 1.85 J




No. Genes 1D_MT 1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
1607 T700063HO4RIK 144 =103 760 124 2.00 787 176 244 T23 246
1602 Mfap5 1.10 1.37 1.38 1.13 -1.20 4.17 1.20 1.61 1.01 1.31
1603 Aicda 1.98 1.40 1.81 1.02 1.32 213 -1.10 1.22 1.01 -1.10
1604 Nanog -2.30 1.14 1.08 -1.37 -1.37 -1.63 -1.58 1.16 -1.15 -1.31
1605 Clecdad -1.09 -2.04 -1.43 -1.35 -1.82 -1.21 -1.67 -1.13 -1.67 -1.87
1606 Clecdbl 1.02 1.24 1.41 -1.11 1.43 1.24 1.52 1.87 1.93 248
1607 Clecad 2.15 2.06 1.50 -1.38 1.5 -1.01 -1.25 -1.52 -2.14 -1.06
1608 Vmn2r23 -1.76 -1.00 -1.42 -1.42 1.02 1.35 1.80 2.43 1.69 1.31
1609 Vmn2r24 1.66 2.08 1.43 1.51 1.15 -1.24 -1.11 -1.20 1.59 257
1610 Vmn2r26 2.40 1.02 -1.31 -1.22 -1.29 1.77 1.58 1.92 -1.02 1.03
1611 Clrl -2.99 -1.18 -1.20 1.18 -1.20 -1.93 -1.33 -1.15 -1.33 -1.32
1612 Clra 4 -1.07 1.00 1.17 1.01 -1.20 -1.09 -1.04 -1.06 -1.15
1613 Clrb -1.02 -1.05 1.1 -1.04 -1.30 -1.13 -1.00 -1.03 -1.14
1614 Lpcat3 =2, -1.26 -1.26 1.05 -1.42 1.12 1.03 1.03 1.15 1.31
1615 Cdca3 1.72 1.39 2.18 1.49 1.47 -1.38 3.66 1.04 1.91
1616 Acrbp -3,12 -1.02 -1.23 -1.10 -1.04 -1.61 1.02 -1.06 1.13 1.17
1617 Nop2 4.36 -1.81 -1.03 -1.24 -1.06 1.81 -1.10 1.45 1.08 1.10
1618 Fgf23 1.58 1.68 1.36 1.40 1.65 2.03 253 3.64
1619 Parp11 1.13 1.03 1.40 1.56 1.01 1.08 1.05 1.25
1620 Cracr2a 1.44 1.45 2.62 1.11 -1.03 -1.10 1.08 1.05
1621 Gm21893 -1.21 -1.25 -1.08 1.62 2.01 1.20 1.41 1.15
1622 Foxm1 2.69 1.52 1.08 4.23 -1.62 1.72 1.12 1.39
1623 Clec2d -1.56 -1.14 -1.46 1.15 1.08 -1.20 -1.10 -1.19
1624 Tas2r123 -1.34 1.49 1.27 1.25 1.09 -1.02 2.28 -1.39
1625 Tas2r110 -1.10 -1.06 -1.78 1.92 1.10 1.26 1.72 212
1626 Gm5885 2.38 1.39 1.40 -1.23 1.40 -1.14 -1.25 -1.23
1627 Borcss -1.54 -1.27 -1.04 -1.66 1.01 -1.23 -1.26 -1.03
1628 Cdkn1b 1.08 1.12 1.03 -1.30 -1,08 -1.28 1.02 -1.03
1629 Gprcba 1.31 1.07 1.23 4.28 1.34 2.35 1.61 1.48
1630 Emp1 1.38 -1.06 -1.27 1.03 1.30 1.27 -1.01 1.21
1631 Atf/ip 1.05 1.18 -1.32 -1.22 1.25 -1.10 1.01 -1.27
1632 Gm11077 247 4.4 3.58 1.43 2.60 1.01 -1.82 -1.12
1633 lapp 1.21 1.18 1.74 -1.19 -1.14 -1.70 -1.75 1.08
1634 Lrmp 1.34 1.15 1.77 -1.65 -1.39 -1.26 -1.21 -2.08
1635 Lyrm5 1.03 1.03 -1.33 -1.34 -1.07 1.08 1.12 1.02
1636 Rassf8 -1.09 -1.12 -1.00 -1.18 -1.08 1.05 -1.14 -1.28
1637 Med21 -1.11 -1.04 -1.03 1.04 1.76 1.01 1.02 1.09
1638 Smco2 1.27 2.01 -1.03 1.07 -1.15 -1.40 -1.25 -1.24
1639 Ppfibp1 1.02 -1.07 -1.21 212 1.05 1.23 1.26 1.74
1640 Gm10203 -1.97 -1.76 -1.26 -1.22 -1.22 -1.17 1.24 1.28
1641 Slc25a13 1.24 -1.02 -2.18 1.98 1.08 1.86 1.11 1.38
1642 Asns 1.47 1.11 -1.36 2.24 -151 1.06 -1.76 -1.43
1643 Rpa3 1.09 1.10 1.17 -1.01 1.05 -1.15 -1.17 1.02
1644 Ical -1.06 -1.17 -1.94 2.28 -1.30 -1.06 -1.30 -1.03
1645 Fam3c 1.77 1.23 1.15 411 1.16 1.40 1.41 1.79
1646 Grm8 -1.20 -1.12 1.02 1.23 1.15 1.82 1.24 2.10
1647 Rbm28 1.20 1.28 1.71 1.26 -1.24 -1.22 -1.29 -1.10
1648 Impdh1 -1.22 1.02 -1.63 1.45 -1.44 1.18 1.04 1.04
1649 Ube2h -1.07 -1.04 -1.31 -1.01 -1.12 -1.21 -1.04 -1.03
1650 Copg2 -1.33 -1.18 -1.37 -1.31 -1.03 -1.07 -1.15 -1.10
1651 Lncpint -1.08 1.02 1.21 -1.21 -1.05 -1.22 -1.21 -1.28
1652 Podx| 1.35 1.32 2.05 1.34 1.40 1.23 1.28 1.10
1653 Akr1b3 -1.03 -1.20 -1.85 1.60 -1.11 -1.04 -1.01 1.01
1654 Fam180a -2.44 -1.34 -1.10 -1.03 -1.20 1.19 -1.25
1655 Ptn -1.29 -1.11 -1.36 -3.5 -1.14 -1.25 -1.19 -1.07
1656 Dgki -1.44 -1.67 -1.63 -2.30 -1.22 1.03 -1.14 -1.33
1657 Creb312 1.01 -1.03 -1.18 -1.64 -1.29 -1.08 1.04 -1.22
1658 Svopl -1.56 -1.35 -1.67 1.22 2.08 1.32 -1.05 1.47
1659 Hipk2 1.15 1.26 1.36 -1.23 1.19 -1.33 -1.13 -1.62
1660 Parp12 1.35 1.15 1.34 2.08 1.18 1.51 1.19 1.30
1661 Mrps33 -1.05 1.07 -1.01 -1.03 1.11 -1.17 1.04 -1.01
1662 Kel -2.05 -1.64 -1.47 1.06 1.03 1.35 1.43 1.09
1663 Fam131b 1.32 1.30 -1.92 1.01 1.40 -1.00 1.46 1.00
1664 Olfr456 1.65 1.33 2.93 1.50 -1.05 1.13 1.13 1.57
1665 Tcaf2 1.65 1.39 1.23 1.92 1.59 1.24 1.65 2.02
1666 Tcafl -1.10 1.04 -1.06 -1.31 -1.32 -1.13 1.10 -1.04
1667 Tpkl -1.28 -1.08 -1.63 -2.62 -1.22 -1.28 -1.25 -1.46
1668 Zfp786 -1.24 -1.40 -1.63 -1.44 -1.14 -1.25 -1.27 1.12
1669 Dfnab 2.04 1.62 1.56 2.39 1.18 1.58 -1.05 1.14
1670 Osbpl3 1.18 -1.01 -1.06 1.65 1.08 1.40 1.44 1.20
1671 Cycs 1.11 -1.18 -1.38 1.39 -1.08 -1.08 -1.09 -1.04
1672 Skap2 -1.11 -1.04 -1.01 2.10 1.08 -1.01 1.10 1.12
1673 Hoxab -1.09 1.06 1.19 -1.27 -1.25 -1.21 1.15 -1.09
1674 Scrn1 -1.18 -1.09 -1.11 -1.27 -1.12 -1.14 1.05 -1.10
1675 Fkbp14 -1.10 -1.19 -1.35 -2.26 1.04 -1.17 -1.03 -1.11
1676 Ggct -1.24 -1.13 -1.88 1.07 1.04 19 -1.03 -1.31
1677 Crhr2 1.04 -1.36 -1.27 -1.62 -1.01 -2.04 -1.07 -1.22
1678 Lsmb 1.08 -1.03 1.07 1.08 1.12 -1.01 -1.04 -1.14
1679 Nt5c3 -1.00 -1.24 -2.08 1.06 -1.07 1.13 1.15 1.27
1680 Vmn1r17 -1.48 -1.18 1.00 -2.46 -2.08 -1.87 -1.72 -2.76
1681 Vmn1r18 1.52 1.27 1.03 -1.54 -2.09 -1.92 -1.68 -1.70
1682 Ppm1k -1.18 -1.07 -1.70 -1.10 1.36 -1.13 -1.33 1.03
1683 Vmn1r21 -1.24 -1.01 -1.00 1.55 1.88 217 213 2.09
1684 Vmn1r23 -1.42 -2.12 1.1 1.70 1.27 1.25 1.27 1.26
1685 Vmn1r24 -1.19 -1.20 2.01 -1.70 -2,02 -1.20 -1.89 -1.76
1686 Vmn1r25 -1.06 1.02 1.30 1.39 2.25 1.07 -1.03 1.23
1687 Vmn1r31 1.22 -1.2 -1.31 -2.33 -1.11 -1.33 -1.29 -1.29
1688 Vmn1r33 1.49 1.03 1.53 -2.53 -1.28 -1.27 -1.30 -1.19
1689 Vmn1r35 -1.13 -1.03 1.13 -1.52 -1.57 -2.10 -1.46 -1.04
1690 Gadd45a 1.19 1.05 1.52 12.83 -1.11 1.46 1.28 1.39
1691 1112rb2 1.67 1.40 1.35 -2.22 -1.29 -1.29 -1.07 -1.04
1692 Mrpl35 -1.14 1.11 -1.29 1.60 -1.03 1.04 1.32 1.04
1693 Ptcd3 1.21 1.01 -1.68 1.42 1.11 1.05 -1.08 1.02
1694 Atoh8 1.19 -1.02 -1.26 -2.72 -1.13 1.15 -1.45 -1.40
1695 Usp39 -1.06 -1.06 -1.33 1.33 -1.27 1.05 -1.08 -1.18
1696 Tcf7I1 -1.02 1.01 1.29 -2.90 -1.32 -1.17 1.08 -1.16
1697 Dokl 1.29 1.16 1.22 2.16 1.18 1.16 1.1 1.50
1698 Htra2 1.32 1.28 1.09 1.62 1.14 1.36 1.11 1.28
1699 Whbp1 -1.21 -1.10 -1.62 -1.51 -1.14 -1.13 1.08 -1.15
1700 _Mthfd2 1.52 113 112 1.76 -1.35 -1.13 -2.18 -2.07
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No. Genes 1D_MT _ 1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
T70T ActgZ =218 ~T98 .19 27 =198 T.01 =119 277 733 7.89
1702 Stambp -2.17 -1.20 -1.15 -1.08 -1.50 1.06 1.10 1.03 1.20 1.03
1703 Cyp26b1 -2.82 -152 -1.10 1.15 1.71 -1.96 1.85 155 1.63 1.36
) 1.26 1.88 1.72 2.09 3.95 1.35 113 1.34 1.41
4 -1.35 -1.14 1.10 1.01 -135 -1.52 -1.29 -1.10 -1.07
2.26 1.05 114 -1.05 1.07 -1.02 1.72 -1.29 -1.01
21,70 -1.66 -1.27 -1.24 -1.91 1.16 -1.19 -1.07 -1.21
-1.30 -1.51 -1.13 -1.55 1.02 -1.03 1.30 1.06
-1.04 -1.09 1.00 -113 -5%-— ; -1.03 -1.04 1.25 1.39
1.47 2.37 1.74 2.52 -1.72 -1.03 1.09 -1.05 -1.23
1.02 1,21 1.31 1.19 1.21 1.04 -1.22 1.36 -1.01
1.07 215 1.35 1.05 3.03 -1.12 1.89 118 1.52
-1.02 1.07 1.01 2.58 -1.21 1.33 -1.20 -1.08 -1.20
-1.39 1.66 1.39 1.06 1.79 2.19 1.1 2.18 1.98
1.77 1,59 1.98 2.19 -1.10 -1.20 132 -1.22 -1.19
1.35 -1.08 -1.31 1.23 -2.14 -1.46 1.07 -2.49 -1.44
1.36 -1.04 -1.34 -1.29 1.08 -1.28 1.16 1.03 -1.06
211 -1.00 -1.19 -1.06 1.06 1.13 1.10 112 1.17
-1.45 -1.52 -1.25 1. -1.20 -1.72 1.10 -1.20
-1.53 -1.44 -1.20 1.18 2.3 1.21 -1.20 112 -1.09
-1.19 -1.21 -1.24 -1.97 1.64 1.38 -1.04 1.41 1.01
1.15 1.30 1.45 2.33 -1.43 05 -1.48 -1.35 -1.77
-1.12 -1.11 1.03 1.18 258 -131 -1.16 -1.22 -1.28
-1.17 1.05 -1.09 -1.34 1.24 -1.07 1.06 -115 117
117 1.10 -1.36 -1.02 -1.87 -1.29 -154 -1.15 -1.41
1.28 1.14 1.34 2.06 -1.30 -1.46 -113 1.01 -1.19
-1.26 -1.44 -1.28 -1.65 6 1.12 -2.17 -1.19 -2.17
1.71 1.15 1.61 1.06 -3.42 1.30 1.26 -1.01 -1.38
-1.09 1.85 1.32 -1.24 217 -1.27 113 1.06 1.08
-1.15 -1.59 -1.16 -2.01 -5.81 -1.01 -2.06 1.14 -1.30
1.30 -1.45 -1.05 -1.02 -1.45 1.71 -1.03 1.41 -1.01
1.41 1.17 1.35 -1.27 1.02 -1.20 1.12 1.20 1.09
1.03 -1.68 127 -153 -1.82 -1.18 -1.28 -1.75
-1.34 -1.42 -1.23 2.42 = 1.17 -1.47 1.03 -1.21
i -1.36 -1.25 -1.10 -1.28 127 -1.00 -1.06 1.06 1.14
i -1.40 1.05 1.23 -1.46 2.04 1.46 1.08 1.33 112
) 1.25 135 1.08 -1.44 1.23 1.07 -1.30 -1.46 -1.86
] 1.09 -1.19 -1.07 1.38 -2.21 117 -1.41 -1.33 -113
. 1.19 1.28 1.41 138 emAcmmm 108 2.25 1.76 1.84
; 1.06 -1.22 112 -1.02 —1.11 -1.01 1.01 1.05 1.16
] -1.27 -1.46 -1.20 -1.21 -1.01 1.03 -1.00 1.03 1.10
. -137 1.03 1.28 1.74 2.27 1,51 1.34 213 1.45
; -152 -1.07 -1.01 1.05 515 -1.24 -175 -1.18 -1.22
J 1.08 1.92 1.75 -1.00 -1.69 1.43 -1.19 1.04
1. -1.06 -1.08 1.25 1.01 3.97 1.48 2.09 1.21 1.20
N 2.03 2.28 137 1.30 3.46 1.67 2.74 1.29 1.63
8 121 -1.25 -1.10 -1.75 —2.43 -1.03 -1.15 -1.35 -1.31
. -1.47 1.02 .11 -1.60 -117 -1.13 -2.24 -1.74 -117
; -1.06 1.04 1,11 -1.07 -1.01 -1.06 -1.05 1.15 1.02
1750 Clec2e -1.07 231 1.43 1.59 .1 -1.27 -1.22 -131 -1.25 -2.14
1751 4922502D21Rik -1.13 1.16 1.51 1.51 112 -2.07 -117 -2.07 -2.03 -1.90
1752 Kirc3 -1.07 -1.23 171 119 1.16 -1.04 1.07 2.24 -1.29 1.68
1753 Kira17 1.05 1.88 -1.00 1.45 2.03 2.01 1.79 1.25 1.23 1.59
1754 Kirab 1.67 1.69 1.65 158 1.56 2.7 2.79 1.49 -1.24 157
1755 Kira2 2.04 1.22 1.16 1.22 -1.01 2.10 -1.02 1.08 1.38 -1.09
1756 Styki 4,07 -1.05 1.36 117 1.08 .71 1.51 1.12 -1.66 1.33
1757 Ybx3 2.71 -1.88 1.25 1.03 -1.08 1.19 -1.21 -1.20 -1.10 -113
1758 Tas2r105 113 1.94 1.15 1.25 2.20 1.05 -1561 -117 -1.09 -1.22
1759 Tas2r114 1.09 1.69 -1.13 114 -1.03 -2.96 -1.86 -1.62 -1.85 -1.98
1760 A630073D07Rik 1.19 -1.09 -1.43 1.50 -1.20 2.49 1.39 1.25 -1.24 -118
1761 Tas2r136 1.22 2.81 1.04 1.22 1.06 113 -1.40 -1.33 -131 -1.41
1762 Tas2r131 2.01 123 1.05 114 1.22 -1.22 -1.14 -126 -1.20 -1.21
1763 Tas2r140 1.75 1.49 112 1.64 4.1 -1.80 -1.21 -1.60 -1.45 -1.42
1764 Lrp6 -257 -2.00 -1.37 -1.18 -1.03 -2.77 1.16 -1.25 -1.07 -1.14
1765 Dusp16 2.02 -1.27 -1.03 1.19 -1.32 1.39 1.39 1.14 1.09 -1.32
1766 Hebp? -1.30 215 1.02 1.31 1.4 -1.07 1,51 1.32 1.04 1.08
1767 Grin2b 1.34 1,06 1.02 -1.14 2.24 -1.27 -1.09 -123 -1.14 1.01
1768 Mgp 2.7 1.92 1.06 1.21 1.41 1.26 -1.28 -1.24 -1.10 -1.08
1769 Rerg ~1.66 -135 -1.21 -1.56 -1.26 -3.03 134 -2.00 -1.26 -1.60
1770 Eps8 13.14 1.03 3.25 1.93 2.57 2.10 1.96 2.1 2.27
1771 Sloolal 1.4 1.21 -1.06 -1.03 157 -1.75 -1.68 -1.42 -1.09 -2.86
1772 Gm6614 -2.01 1.02 -1.08 -1.41 1 -1.48 -1.06 1.58 -1.18 -1.25
1773 Slcolab 258 -% 1.07 1.55 -1.35 1.41 2.90 1.29 -1.33 1.67
1774 Slcolab 3.67 ) 2.36 -1.08 1.2 -1.14 2.09 1.14 1.60 -2.31
1775 Ldhb -3.28 114 -1.22 -1.10 -1.44 -1.16 -1.13 -1.22 1.18 -1.12
1776 Kenjg -1.23 -1.10 1.3 -1.47 1.21 -1.42 -1.16 -117 -1.64 -2.00
1777 Gm766 1.28 1.69 1.10 1.48 2.10 -1.26 -1.43 1.03 1.20 1.10
1778 Soxb -7.62 -1.20 1.05 -1.31 -1.06 1.18 -1.04 -1.32 -1.96 -1.15
1779 Beatl 10.00 1.34 1.88 1.42 1.1 4.45 -1.02 1.40 -1.12 -1.10
1780 Kras 2.48 1.00 1.05 -1.21 -1.74 1.51 117 -1.04 -1.17 -1.31
1781 Tm7sf3 331 -1.70 ~1.55 -1.27 -1.31 ~1.24 1.37 -1.10 117 -115
1782 Gm6654 -1.74 2.21 -1.06 1.00 -1.20 -1.01 ~1.14 -113 1.01 -1.04
1783 Fam60a 9.48 1.23 1.29 1.18 -157 2.14 -1.16 -1.05 -1.24 -1.13
1784 Adck2 2. -1.12 1.04 1.44 -1.21 -161 -113 -1.29 -1.09 -1.23
1785 Ndufb2 -1.07 2.71 -1.09 1.09 -1.02 -1.04 1.50 1.34 1.15 1.28
1786 Hercé 3.98 1.04 1.58 -1.05 -1.07 462 116 1.58 -1.12 117
1787 Cleclb 1.66 2.20 1.26 -1.14 212 1.42 1.41 1.43 -1.07 1.21
1788 D630045J12Rik -1.10 1.09 -1.08 1.23 2.84 -1.99 1.07 -1.35 -1.04 -1.21
1789 Hoxa2 -1.25 -1.15 1.03 -1.20 -1.01 1.1 1.17 -1.01 1.20
1790 Hoxa3 ~2.66 -124 1.15 1.03 1.34 -2.69 -1.31 -1.13 -1.06 -1.18
1791 Foxpl 1.84 -1.44 1.21 1.32 152 2.32 -1.11 1.12 1.25 1.27
1792 Eifde3 -3.09 -1.23 -1.20 -1.16 -1.28 -1.18 1.05 1.10 1.28 -1.24
1793 Kirad 2.15 3.36 1.72 1.09 -1.28 4.45 -1.21 134 1,59 1.15
1794 Kira23 1.52 2.06 -1.02 -1.00 1.12 141 -119 -1.39 -1.38 -1.56
1795 Kirad -1.17 1.45 1.20 1.40 1.27 1.09 1.62 1.01 1.50 2.27
1796 Prkcg -156 1.07 -1.03 -1.06 -110 1.19 1.91 221 1.63 1.52
1797 Prpf31 2.08 1.04 -1.02 1.04 1.06 -1.03 1.12 -1.06 1.01 1.06
1798 Pira6 1.19 1.20 -1.12 -1.28 7 -2.28 1.38 1.24 -1.11 -1.18
1799 Eps8l1 1.66 1.65 211 1.77 1.07 227 1.02 1.39 1.85 1.34
1800_Sschd —2.42 -1.07 -1.24 1.05 1,69 -1.08 1.02 -1.04 -1.12 1.03




No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
180T UZaf? -1.07 113 -1.04 1.01 1.07 -T.11 -1.02 -1.03 -T.19
1802 Epn1l 1.14 1.89 1.56 -1.02 1.65 -1.39 1.29 1.22 1.19
1803 Zip78 -1.53 -1.05 -1.12 -1.25 -1.32 -1.16 1.11 -1.33 -1.02
1804 7fp418 -1.10 -1.37 -1.34 -1.07 -1.35 -1.556 -1.05 1.14 -1.36
1805 Vmn1r70 -1.11 1.14 -1.32 2.25 1.79 1.09 1.37 1.09 1.07
1806 Vmn1r73 -2.39 -2.11 -1.28 -1.15 1.75 -1.77 1.13 -1.86 -1.59
1807 Vmn1r74 1.61 1.84 1.83 1.29 -2.36 -1.74 -2.34 -2.36 -1.41
1808 Vmn1r78 -1.32 1.09 -1.03 1.07 -2.02 -1.17 1.26 1.40 -1.64
1809 Vmn1r79 1.36 -1.39 -1.62 1.12 -1.69 -1.17 1.06 -2.14 -1.19
1810 2900092CO05Rik -1.67 -1.44 -2.13 -1.98 1.01 1.39 1.26 -1.14 1.33
1811 Zfp128 -1.35 -1.15 -1.09 -2.11 -1.17 1.33 -1.38 -1.10 1.02
1812 Zfp324 -1.68 -1.08 -1.04 -2.18 -1.49 -1.19 -1.24 1.02 -1.02
1813 Pla2g4dc -1.55 -1.63 -1.15 -1.25 2.10 1.32 2.562 2.07 1.44
1814 Cabpb -1.05 -1.10 -1.13 -1.15 -1.27 -1.11 -1.38 -1.46 1.04
1815 Bsphl -1.00 1.03 -1.82 -1.14 1.42 1.80 2.07 1.41 1.25
1816 Sult2a2 2.04 1.35 -1.25 1.57 -1.16 -1.07 112 1.07 1.05
1817 Slc1ad -1.42 -1.40 -1.12 -1.82 =3.55) -1.76 -1.50 -1.07 -1.61
1818 Prkd2 -2.96 -1.33 -1.18 -1.18 -1.15 -1.00 1.58 1.70 1.25
1819 Gng8 -1.22 -1.29 -1.1 -1.04 -1.82 -1.49 -1.37 -1.31 -1.38
1820 Psg-ps1 1.02 -1.09 -1.11 1.62 1.63 1.02 2.21 1.54 1.25
1821 Dmwd -2.04 -1.16 -1.03 1.48 -1.18 -1.68 -1.13 1.01 -1.19
1822 Sixb -1.23 -1.01 1.02 1.03 -1.67 -1.24 1.20 1.18 1.14
1823 Vmn1r143 2.07 1.60 1.70 1.51 -1.07 -1.13 111 1.44 1.21
1824 Vmn1r155 1.84 1.57 2.31 1.17 1.06 1.07 1.33 1.54 1.58
1825 Vmn1r123 1.19 1.18 1.28 1.37 2.06 1.35 1.10 1.57 1.79
1826 Vmn1r137 2.06 1.58 2.44 1.06 1.29 1.47 1.56 1.76 1.44
1827 Vmn1r139 2.23 1.07 1.06 2.01 -1.05 3.15 1.45 1.14 1.16
1828 Vmn1r137 2.06 1.58 2.44 1.06 1.29 1.47 1.56 1.76 1.44
1829 Vmn1r132 2.23 1.07 1.06 2.01 -1.05 3.15 1.45 1.14 1.16
1830 Vmn1r143 1.88 1.54 2.26 1.18 -1.10 1.12 1.07 1.36 1.34
1831 Vmn1r155 1.84 1.57 2.31 1.17 1.06 1.07 1.33 1.54 1.58
1832 Nlirp5 1.64 1.26 -1.11 1.39 -1.59 -1.12 -1.05 -1.22 -1.20
1833 Vmn1r170 1.34 1.25 1.19 -2.28 -1.22 -1.30 1.19 1.07 -1.24
1834 Vmn1r181 1.61 1.21 1.17 1.59 1.91 .23 2.37 1.32 2.07
1835 Zfp235 1.73 1.40 1.51 2.15 1.05 -1.22 -1.62 -1.09 1.19
1836 Kcnn4d -1.21 1.00 -1.01 1.03 -1.06 1.10 -1.08 -1.15 -1.62
1837 Smg9 -1.10 1.05 1.10 1.12 -1.10 -2.35 -1.33 -1.17 -1.46
1838 Plaur 1.38 1.80 1.48 -1.21 171 -1.29 -1.02 -1.14 -1.40
1839 BC049730 -1.04 -1.35 -1.20 -1.01 1.54 3.15 2.98 218 2.98
1840 Cic -1.49 1.20 1.33 3.23 -1.09 1.00 -1.01 -1.20 1.01
1841 Megf8 1.09 -1.27 1.13 2.54 -1.36 1.39 -1.07 1.10 -1.40
1842 Exoschb -1.37 1.04 1.19 -1.34 1.42 -1.10 122 -1.13 -1.11
1843 Tgfb1 -1.57 -1.04 1.09 1.05 1.94 -1.60 -1.02 -1.03 1.16
1844 Sertad3 -1.14 -1.60 -1.21 -1.18 1.02 -1.08 -1.46 1.31 1.01
1845 Prx -1.19 1.03 -1.07 -1.10 =2153 1.09 1.14 -1.03 -1.23
1846 Akt2 -1.63 -1.29 -1.15 -1.96 -2.16 -1.33 -1.40 -1.21 -1.21
1847 Fcgbp -2.13 -1.32 -1.81 -1.54 1.20 1.33 -1.20 1 1.26
1848 beJ -1.12 1.12 1.01 -1.22 1.46 1.09 1.39 1.08 1.1
1849 Dyrk1b -1.09 1.13 1.32 1.41 1.41 1.07 1.20 1.22 1.20
1850 Gmfg 2.15 1.83 1.14 1.75 -1.62 -1.51 -1.21 -1.59 -1.12
1851 LrfnT 1.10 1.13 -1.05 1.44 -1.30 -1.26 -1.28 -2.06 -1.25
1852 Rinl -1.03 113 1.05 1.08 -1.04 1.68 1.28 -1.06 2.45
1853 Ech1 1.31 -1.18 1.09 -1.14 -1.65 -1.03 1.03 113 1.10
1854 Lgals4 1.35 -1.08 -1.02 -1.01 -2.02 -1.01 -1.82 1.09 -1.03
1855 Zfp30 -1.74 -1.44 -1.29 -1.77 -1.1 -1.01 1.07 1.07 1.08
1856 Zfp383 -1.21 -1.09 -1.17 -1.16 -1.19 -1.31 1.21 113 1.02
1857 Zfp260 1.09 -1.13 -1.01 1.01 -1.06 1.08 -1.18 1.01 1.01
1858 Clip3 8 -1.00 -1.18 -1.19 1.19 -1.35 1.29 1.35 -1.04
1859 Nfkbid -1.58 -1.39 -1.21 -1.07 2.02 1.19 1.50 1.66 1.19
1860 Hspb6 -1.72 1.27 1.25 -1.13 1.54 -2.48 -1 -1.26 -1.31
1861 Atpda -1.76 -1.14 1.02 2.06 1.03 -1.25 -1.26 -1.14 1.01
1862 Lgid -1.23 -1.50 -1.41 -1.60 -1.25 1.09 -2.13 -1.31 -1.55
1863 Scgb1b3 -1.61 -1.44 -1.33 -1.18 -2.26 1.07 -1.62 -1.27 -1.66
1864 Gm4384 1.12 1.09 -1.08 3.1 -1.34 -1.17 1.47 -1.63 1.10
1865 Gm4399 -1.27 -1.02 1.29 2.90 -1.26 -1.37 1.60 -1.65 -1.07
1866 Gm4406 -1.27 -1.02 1.29 2.90 -1.26 -1.37 1.60 -1.65 -1.07
1867 Gm4884 -1.56 -1.26 -1.27 -1.63 1.01 1.12 -1.21 -2.78 -1.44
1868 Vmn2r61 -1.15 1.16 -1.35 -1.39 -1.29 -1.40 -1.48 -2.01 -1.14
1869 Siglecg 1.20 1.46 1.51 1.13 1.43 1.31 1.43 1.37 1.57
1870 Lim2 -1.08 1.02 1.38 -1.08 1.80 1.14 1.76 1.68 2.09
1871 Zfp819 2.19 1.32 -1.13 1.07 1.39 1.39 1.33 117 1.33
1872 Rras -1.44 -1.37 1.02 -1.62 1.20 -1.40 -1.07 -1.04 -1.02
1873 Mamstr -1.69 -1.33 -1.41 -1.20 -2.21 -1.62 -1.30 1.75 -1.05
1874 Car11 -1.07 -1.32 1.05 1.13 -1.15 -1.78 -1.55 1.11 -1.02
1875 Dbp -1.90 1.00 1.27 1.34 -1.30 -1.25 1.02 1.04 1.13
1876 Kdelrl -1.04 -1.04 -1.02 -1.16 1.06 1.03 1.07 1.19 1.06
1877 Ccdc114 -1.09 -1.29 -1.72 -1.01 -1.72 -1.56 -2.33 -1.44 -1.50
1878 Nomo1 1.08 1.10 -1.20 1.09 -1.04 1.31 -1.11 -1.11 -1.17
1879 Ldha -1.01 1.66 1.33 -1.01 1.57 -1.40 1.05 1.03 1.20
1880 Tmem86a -1.563 1.0: -1.04 1.01 2.46 1.86 1.47 1.61 1.46
1881 Nav2 -1.65 1.71 1.41 1.42 -1.76 -1.36 -1.11 -1.44 -1.49
1882 Ermt3 1.58 1.89 1.48 -1.10 -1.23 -1.40 *1.003 -1.05 -1.32
1883 Gas2 1.4 -1.12 1.16 -1.54 -ﬁ'- 1.22 1.08 1.11 1.25
1884 Siglech -1.21 -1.82 -1.46 -1.15 1.05 -1.03 -1.09 -1.05 -1.02
1885 Atp10a -1.83 1.08 -1.30 -1.03 2.98 1.28 1.95 -1.06 1.21
1886 Trpm1 1.44 1.17 1.20 -1.01 1.51 2.17 1.13 -1.19 1.12
1887 Mtmr10 -1.62 1.03 -1.04 -1.48 1.97 1.04 1.71 1.05 1.19
1888 Snrpal 1.33 1.40 1.22 -1.44 1.61 -1.07 1.09 1.18 1.25
1889 Ttc23 -1.61 -1.18 1.09 -1.23 1.02 1.08 1.16 1.14 1.25
1890 B130024G19Rik -1.61 -1.34 -1.15 -1.39 -1.57 1.10 -1.26 -1.04 -1.08
1891 Rgma -1.17 -1.30 1.05 -1.07 -2.23 1.04 1.05 1.00 -1.22
1892 Akap13 -1.03 -1.44 -1.14 -1.09 -1.11 -1.02 -1.14 -1.35 -1.08
1893 Aen -1.13 1.69 1.12 -1.13 1.39 1.14 1.52 112 1.20
1894 1sg20 1.15 1.47 1.54 -1.08 4.18 -1.00 1.39 -1.05 1.27
1895 Abhd2 1.00 1.06 1.21 1.18 2.37 1.24 1.22 1.1 1.35
1896 Fanci -1.43 2.47 1.3 -1.07 2.18 -1.98 -1.02 -1.60 -1.02
1897 Ticrr 1.21 Bi55] 1.30 1.02 2.32 -1.04 1.45 -1.02 -1.31
1898 Wdr93 -2.15 1.12 -1.91 -2.15 1.03 -1.09 1.20 2.20 1.53
1899 Gdpgp1 -1.57 112 1.20 -2.10 1.24 1.14 1.23 1.01 1.04
1900 Ttll3 1.01 -1.28 11 1.04 -1.13 -1.13 -1.20 2.21 —1.44
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No. Genes 1D_MT _ 1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
T90T ProT 3.36 =116 209 735 =151 707 719 =119 727
1902 Hddc3 338 1.07 -1.24 -133 -150 -1.1 -1.23 -1.29 -1.35 -1.36
1903 Zscan2 -3.64 -1.73 -1.24 -1.16 1.07 -1.29 -1.07 -1.09 -1.07 1.09
1904 Pde8a 1.19 1.39 1.25 1.40 1.24 -1.98 1.20 -1.11 -2.20 -1.09
1905 Mex3b -1.52 -1.04 -1.26 117 -1.44 -2.48 -1.16 -1.23 -1.36 -1.71
1906 Vmn2r71 1.23 1.07 1.27 1.39 -1.08 -1.65 -2.16 -1.08 1.05 1.06
1907 OIfr297 -1.72 -2.01 -1.20 -1.60 -1.28 -1.90 -153 -1.38 -1.69 -1.85
1908 Olfr295 1.21 -1.07 1.37 1.23 2.52 -2.29 -135 -110 -1.02 1.36
1909 OIfr292 -117 -1.30 -1.46 -1.60 -1.30 -1.67 -2.93 -1.31 -1.68 -2.06
1910 Vmn2r79 -1.03 -1.02 -1.12 -1.02 1.61 1.47 2.65 1.99 1.26 1.68
1911 Noxd 1.16 1.32 1.59 1.16 1.06 -1.48 -1.36 -2.05 -1.55 -1.24
1912 LOC100862134 1.18 1.29 217 1.64 1.39 -2.08 1.1 -1.13 -1.73 -1.32
1913 Rab30 -2.24 -1.49 -1.46 -1.51 -152 -1.16 -1.05 -1.09 1.06 1.10
1914 Ketd21 -152 -2.19 -1.17 -158 -1.31 1.34 -1.15 -1.10 1.19 1,11
1915 Gdpd4 -116 -1.14 -1.23 -1.21 1.77 -117 -2.01 -1.02 -1.14 1.20
1916 Map6 1.44 -2.01 -113 -1.07 -1.16 1.58 -1.32 -1.06 -1.13 -1.48
1917 Lipt2 2.31 1.10 1.26 1.31 1.06 -1.01 1.41 1.39 1.35 1.44
1918 P4ha3 -157 -1.62 1.06 -1.15 -2.97 -1.52 -1.49 -1.87 -151 -1.42
1919 Ucp2 2.35 -1.81 1.45 1.4 -1.39 117 2.1 2.46 2.37
1920 Fam168a 114 -1.27 153 1.43 2.05 7.33 -1.59 -1.10 1.08 1.06
1921 Arapl S -1.23 -1.08 1.15 1.73 -2.43 -1.09 -1.25 1.27 -1.02
1922 Pgap2 -1.48 -1.01 1.15 -1.33 -1.72 -2.39 1.15 221 -1.78 -2.20
1923 Rrm1 2.60 1.44 1.67 1.74 -1.48 1.88 -1.21 40 1.19 1.22
1924 OIfr552 -1.40 ~151 -1.30 -2.36 -1.19 -1.43 -127 222 -1.41 -111
1925 Olfr555 1.36 -1.06 1.06 2.03 1.24 1.38 1.66 1.50 -1.17 1.10
1926 Olfr574 1.36 -117 -1.22 1.03 1.68 -1.16 -1.03 -1.06 1.44 2.12
1927 Olfr576 1.03 1,51 1.71 211 -1.07 -1.05 1.22 1.18 -1.68 1.32
1928 OIfr583 -1.13 -1.82 -1.14 -1.28 2.01 -1.86 -1.13 -1.17 -2.03 1.58
1929 OIfr585 1.22 1.18 -1.01 1.03 1 -1.02 1.12 237 -1.00 1.22
1930 OIfr608 -1.11 132 1.10 1.20 1.20 1.15 1.95 2.71 1.84 1.67
1931 Olfr615 -1.50 -1.31 -1.29 -1.64 -158 -2.02 -1.46 -1.17 -1.09 -1.27
1932 Olfr657 -1.02 -1.04 1.27 1.29 1.33 2.37 1.08 1.55 137 1.72
1933 Uspl7la 1.99 1.28 1.95 125 -1.06 2.58 -1.68 -2.12 -1.07 154
1934 Timm10b 1.01 2.09 -1.38 -1.16 1.20 1.10 1.39 161 2.09 136
1935 Olfr701 1.45 162 -1.14 1.16 1.40 1.62 177 161 2.59 217
1936 Olfr479 -1.55 -1.28 -1.72 -1.52 -1.43 113 2.35 -1.09 1.84 113
1937 Olfrd91 -1.07 -2.29 -1.68 1.22 -1.67 -1.18 -118 -1.00 -1.12 -1.46
1938 OIfr507 -1.18 2.25 -1.02 123 1.09 -1.01 1.09 1.16 1.51 1.23
1939 Eif3f -2.00 =112 -1.16 1.07 -1.26 1.06 -1.05 1.21 1.5 118
1940 Ipo7 315 1.16 1.08 1.06 -1.20 2.10 1.38 1.22 -1.06 1.07
1941 Weel 2.04 -1.27 1.46 1.04 -1.18 1.60 -1.04 1.29 1.07 1.24
1942 Swap70 -2.29 -1.94 -1.39 -1.27 -1.59 -1.11 111 1.03 -1.09 -1
1943 Ampd3 -1.58 -1.13 -1.27 -1.12 -2.04 3.92 115 -1.07 1.12 -1.57
1944 Mical2 1.29 -1.04 1.14 -1.06 1.68 3.01 1.36 1.46 1.48 1.22
1945 Rassf10 114 2.08 153 1.06 177 1.29 123 1.05 -1.14 1.45
1946 Pde3b -1.16 -1.19 -1.05 1.00 -1.41 1.42 1.47 2.26 1.52 1.94
1947 Nucb2 -2.56 -1.07 -1.63 -1.20 -1.19 -1.35 110 1.06 119 1.05
1948 Lyrm1 1.39 2.35 1.17 1.25 1.53 -1.07 1.46 -1.01 1.07 1.08
1949 Abcald 1.03 -1.07 -1.03 -117 1.45 -1.01 1.81 1.04 2.24 1.30
1950 Gm7226 1.01 2.65 -1333 -1.02 -1.08 -1.08 -1.32 -1.11 1.58 1.05
1951 BC030336 2.17 -1.18 -110 1.26 -1.04 1.19 -1.07 -1.22 -1.06 1.05
1952 Polr3e 3.74 1.16 1.02 -1.18 -1.04 1.45 1.13 -1.14 -1.43 -1.04
1953 Chp2 1.67 2.24 1.49 1.82 1.45 -154 -1.10 1.01 -1.16 -1.36
1954 |i4ra 3.05 -1.05 1.20 155 1.33 351 1.42 -1.18 1.30 1.43
1955 Rabep2 1.18 1 135 -1.00 123 -1.36 1.41 -1.09 1.46 1.43
1956 Sgf29 -1.09 138 -1.21 -1.43 2.14 -1.20 -1.25 133 -1.16
1957 Bola2 1.73 1 -117 1.04 1.20 1.25 1.74 -1.01 -113 1.04
1958 Ypel3 -2.34 -1.13 1.02 113 1.35 1.24 -1.22 -1.17 1.22 1.04
1959 Hirip3 2.78 -113 175 1.40 -1.08 1.01 1.49 134 -113 1.21
1960 Mylpf 1.20 1.26 -1.07 1.03 -1.01 1.02 -2.29 -1.10 -1.20 -1.45
1961 Ctfl -1.28 122 1.07 1.09 -1.19 =212 -117 -1.20 1.01 -1.11
1962 Tgfblil ; 1.38 119 112 1.39 -1.86 1.75 1.25 1.09
1963 Bag 1.20 1.31 1.08 -1.02 -2.15 -1.07 1.05 -1.13
1964 Wdrl1 -1.01 -1.07 -1.00 -1.43 -1.23 -1.13 -1.32 -1.38
1965 Acadsb -1.13 -1.06 -1.25 -1.20 -1.03 -1.00 1.14 1.00
1966 Ptpre 1.38 1.18 -131 1.75 -1.06 -1.35 -1.23 -1.09
1967 Ppp2r2d 152 1.29 -1.14 1,59 -113 -1.46 -1.06 -1.06
1968 Paox -1.11 1.09 1.26 -1.01 -1.50 -1.29 1.07 1.10
1969 Olfr61 -158 -173 136 -1.27 -1.75 1.10 -2.02 -1.07
1970 Psmd13 1.12 1.02 -111 1.09 -1.23 -1.10 -1.19 -1.25
1971 Athl1 1.34 1.21 -1.40 -2.00 -1.55 -1.19 -1.30 -1.15
1972 Ifitm1 -1.86 -1.49 -1557 -159 1.78 -1.09 -1.05 -1.08
1973 Taldo] 1.16 -1.03 -1.12 1.44 -1.27 1.06 -1.09 1.19
1974 Ap2a2 1.25 1.19 -1.21 2,01 -1.14 -1.04 1.18 -1.03
1975 Mrpl23 -1.29 1.06 -133 -1.45 -1.05 -1.12 113 -115
1976 Mrgprf -156 -1.17 -1.69 -3.06 -1.06 -1.22 1.26 -1.46
1977 Leng] 1.09 -1.18 -1.29 -1.60 -1.76 -1.99 -154 -2.18
1978 CdcA2ep5 -1.14 1.06 -1.32 1.29 -1.43 1.22 1.57 1.10
1979 Gp6 1.20 -1.05 1.53 -1.48 -1.72 -1.62 -2.18 -1.16
1980 Tnnt1 -1.38 -1.27 1.05 -1.13 1.10 1.14 1.16 1.22
1981 Tmem238 1.42 1.13 -1.05 1.05 1.01 116 -1.31 -1
1982 Ube2s 131 -1 1.05 1.64 2.20 134 1.51 1.51
1983 Zfp579 -113 1.27 2.18 1.66 .11 1.44 1.21 1.26
1984 Rasl2-9 117 -1.14 -1.39 1.74 1.27 -1.28 1.82 1.79
1985 Nirp2 1.34 1.79 1.19 2.43 -1.13 1.45 -1.12 -1.36
1986 Vmn1r58 1.08 -1.18 119 -2.01 -121 234 -2.41 -1.67
1987 Vmn1r60 -1.04 1.72 1.06 -1.00 -1.01 1.78 -1.29 1.59
1988 Vmn1r61 1.75 1.49 1.39 -2.20 -2.68 371 -2.60 -1.30
1989 Vmn163 -2.06 -1.75 1.09 1.15 16 1.57 -1.12 2.30
1990 Peg3 -1.31 -1.26 -2.41 -1.06 1.20 1.19 -1.17
1991 Vmn2r32 -1.82 -1.36 -1.20 7.0 1.47 110 -1.01 -1.03
1992 Vmn2r34 -1.64 -1.32 -2.31 112 1.02 -1.41 -2.14 -1.10
1993 Vmn2r35 -1.20 -1.01 213 135 1.46 134 -1.03 -1.19
1994 Vmn2rd1 1.79 1.29 212 -1.43 1.34 -1.03 1.41 1.25
1995 Vmn2r39 -1.18 -1.23 153 -1.10 =on3 -1.15 118 -1.46
1996 Vmn2r6 -1.46 -1.69 -133 1.21 1.25 1.39 1.65 1.16
1997 Vmn2r51 2.09 1.57 2.03 -1.03 -1.50 1335 -1.01 -1.31
1998 Vmn2r52 1.97 1.47 1.42 1.35 1.70 2.05 1.41 1.25
1999 Nirpdd 1.45 1.87 2.32 1.33 -1.07 1.09 1.04 1.08
2000 _Vmn1r76 -1.33 -1.41 1.43 1,49 1.95 2.14 1,55 1.66




No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT  8D_ABS5 8D_Alg§10 BD_rlﬁw 80_55;2\20
i B T = = =146 =B T =z
5002 Vimnaroe Y i BEE 115 1.85 122 115 2.0/
5003 Vimnira i) 1.04 132 1.03 2.45 1.43 1.21 1.26
5004 Suions” % -1.46 -1.34 -2.01 -1.40 122 -1.63 -1.26
5008 Obad 248 2.01 1.56 -1.18 114 -1.41 -1.10 -1.76
5008 £rp® Y -1.42 -1.22 -1.46 -1.23 -1.10 1.00 -1.32
5007 tnta B -1.32 -1.36 -1.16 -1.14 112 -1.01
So0p Sarm 2 0% 126 -123 116 108 -1.05
5005 oot EXD -121 1.41 -1.10 1.20 1.12 1.20
5000 pon%e 59 1.25 -1.18 2.42 1.70 1.81 163
10 s 135 -1.04 1.27 -1.42 -1.98 -2.30 -1.37
2011 Psg19 1.19 i 4 . 4 198 230 137
013 e % _2'248 1.2/ -115 -1.07 -1.30 -1.44
5014 aacsp ] 1'81 -2.04 I 1.20 1.02 1.41 1.02
518 foee 29 10 11 : 103 165 125 124
5018 o 7 1 119 . 135 -1.03 113 116
5015 bels 358 _1'01; 1.89 . -1.30 -1.10 -1.16 -1.92
NG poR _3‘25 —11'10 158 . -1.20 1.56 1.26 -1.08
015 & W) -1.20 1.19 ; -1.76 -1.74 -2.12 -3.50
5020 ameras 10 -1.11 1.06 1.16 1.59 1.57 1.19 1.33
5000 Gmora 03 32 1.45 113 -1.26 -1.09 -1.76 -1.29
2021 Vmn1ri24 2.03 13 14 113 -1 109 7178 7129
2033 amei%s RExt J1'528() 1.19 1.50 -1.76 -1.74 -2.12 -3.50
S05e omar2h 1% -1.26 127 114 2.54 1.66 243 1.48
5058 Cma® 158 5 1.06 1.16 159 157 119 133
5038 vmerat % S 108 115 240 132 1,14 -i23
503 vmniigs 1% 10 134 2.82 119 1.05 1.19 -1.02
5038 vimniigy LY iy 3 -1.12 -1.58 1.03 1.09 -1.07 -1.54
5039 w77 Y :”1)7 -1.68 1.40 112 -1.18 113 -122
5950 Boka 3% 11'04 -1.23 11 -151 -1.03 1.02 1.03
5000 apdhe e -1.08 1.19 127 1.02 -1.08 109 -0

0 I . ] -2 - 1.02 . -1
2032 LOC101055953 -1.15 71.2% j.g? 12.7(310 7}:%1 10 118 1%
203s poobe BN jgo 1.09 -1.63 -1.35 -1.20 -1.08 -1.06
So3s fomed 577 -1.12 -1.07 1.1 -152 -1.01 -1.01 1.01
2038 g0 D 89 -1.36 -1.28 -1.36 -1.32 -1.18 -1.20
S50 Gpso B =211 140 102 1.06 136 113
5038 Simsherd! =) 107 118 117 138 1,00 132 -1.0
5038 ot Eibs 2.06 -1.08 -1.10 -1’01 -1.05 100 1.02
500 Fna”! 198 134 1.23 1.80 1.46 1.55 -1.01 1.04

%8?1? Efard% %’82 -1.49 -1.60 -3.29 -2.23 —%gg —%gg A

o | 1 -1, - -2.83 -2, -1, 3.
5045 Gl 711'1223 —}'gg 215317 2.66 1.21 1.52 1.14
5043 Seaobs 26b 122 101 5109 538 -1’57 157 -1.03
20le Soonzbzsps Z% 1.49 1.40 -1.14 -1.45 -1.75 1.05 -2.03
Soda Rooab26 T -2.02 -1.41 -1 -1.30 1.21 -1.12 1.04
2047 Noamne % 129 1.09 -1.42 1.04 1.20 -1.23 -1.23
Sodp e 503 -1.25 117 -1.14 -1.13 1.03 1.13 1.12
5045t oAb -1.10 157 1.23 1.20 1.02 119 122
5080 bk -?B'F. 110 -1.18 -1.39 -1.01 -1.11 -1.07 -1.00
5050 Vet T 114 1.14 1.14 1.31 218 213 135
5025 lajona ™ 5 -1.00 -1.41 169 -1.47 -1.06 131 -1.27
5053 Qe _2'1 1.15 -1.78 -154 -1.17 -1.29 -1.08 -1.09
503 Eo 1.04 1.39 1.97 1.79 -1.34 1.36 1.23 1.0
5058 Pt Eh -1.34 -1.23 133 -1.26 -1.20 -1.08 1.06 -1.14
5058 pront _2'076 1.22 1.60 -1.83 133 -1.21 1.13 -1.09 1.08
5050 Rn! ' -1.23 -1.15 -1.62 -1.78 -1.39 -1.38 -1.01 -1.31
2ok Fens -1.10 -1.23 -2.29 -1.60 -1.01 1.01 1.14 -1.13
Soo0 oot > -1.56 1.09 -1.14 1.67 -1.08 1.13 1,59 1.17
5000 ik 115 161 -1.61 127 -1.05 1.08 -1.14 -147
5067 Sonalt ) T -1.02 -1.91 -2.02 1.28 1.19 1.30 1.27 1.07
5007 o3 1 1.45 1.47 121 -1.27 1.00 -1.19 -1.22
5063 Mo 4'66 -1.81 -2.46 -1.49 -1 -112 -1.15 -1.19 -1.07
5064 Mrobras _1'05 -1.11 -1.27 -1.02 1.40 1.80 1.21 2.22 1.33
%82%1 Mﬁgéﬁ%‘ _1103] 159 1.31 2.03 1.24 -1.26 —216058 11.3333 ; '431451

; . ; 125 EEEMEEE 125 J -1, 3
5009 oot ‘%-2 7 1'(13471 ?%421 -1.21 -1.02 1.34 1.1 -1.29 -1.13
e ; 115 -1.07 -1.04 1.48 1.30 1.26 117 1.1
5005 Snosen10 o -1.07 1.16 1.01 -1.00 -1.28 -1.16 1.47 1.39
2050 o 1.79 130 2.06 1.16 112 1.06 1.30 1.97 1.08
2070 Gmip2% ) -1.14 -1.09 118 -1.05 1.08 1.03 1.19 1.08
077 S Raly -1.14 1.72 -1.89 2.97 112 133 116 -1.17
5073 o q-— 5 -1.01 -1.06 -1.03 -1.42 -1.08 -1.23 -1.01 -1.23
5074 Noa -3.15 -1.12 -1.29 1.56 -1.98 -1.10 -1.26 -1.17 -123
5078 Lange? 3'9 -2.65 -1.07 112 2.09 -1.07 1.64 1.33 1.01
5078 e W%A -2.10 -1.02 -1.18 1.60 -111 -1.14 -1.08 -1.03
5075 G2 W'14 1.40 1.51 1.71 1.26 1.47 -1.30 127 -117
5078 Nmagr? 5 1.42 1.73 1.12 -1.13 -1.77 -1.05 -1.02 1.02
%833 M:;?c1 “« -2.47 -2.03 -2.04 -1.03 1.54 71%5 Hé 71.%

=10 : -1, - -1.07 1. : -1,
5080 A x j?% —}'?g 12'1103 j1'9027 1.54 1.63 1.24 157
2005 Fan -1.02 -1.35 -1.80 -1.22 11 113 1.19 -1.04
2005 b -1.00 -118 -1.21 -2.03 -158 -1 -1.64 -1.68
S00s Vimnared -111 1.07 1.62 -1.09 1.07 139 -1.55 -2.12
5008 Vimnara 2.45 2.44 1.98 -1.13 181 -1.03 -1.20 -1.79
5008 Vimnar7e 1.60 121 130 -1.35 -1.61 -2.33 -1.46 -1.55
5000 Qs 121 -1.06 -1.17 -1.93 -1.98 -1.38 -1.67 -2.34
5008 Of07 -1.60 -1.79 -1.89 -1 -1.43 1.20 -131 1.01
5005 Qo9 -2.53 -1.20 1.23 -1.48 118 1.68 -1.18 1.07
5000 Eay’%® 122 1.51 170 1.14 1.01 -1.02 -1.01 1.09
5001 Ao -1.87 -1.39 -1.70 111 -1.13 1.01 -1.25 1.03
5002 Detgs 1.16 1.59 -1.49 3.19 -1.41 132 1.08 1.78
5003 Das: 111 -1.04 2.38 1.06 113 119 1.24 154
2008 Aona 2.26 -1.30 -1.44 -1.98 -1.08 -1.20 1.02 -1.20
So08 Aamae -1.10 -1.30 -1.31 -1.05 1.78 1.38 176 1.96
5058 har: -1.13 1.07 151 223 116 127 1.03 176
5000 o2 -1.53 -1.10 -1.42 -1.68 -118 117 110 1.06
5008 x> 1.40 -1.02 -1.43 157 1.38 123 1.56 1.36
%883 éﬁ?{%g 338 1.26 1.47 1.03 1.63 —1.0145 }'81 }'82

] i - - 1. . .

2100 Relt -1.20 -1.31 1.01 1.03 1.25




4
Jhu
_

No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
2707 ArhgefT7 =312 -T.10 -1.56 -1.12 -1.19 -T.0 -1.70
2102 Atgl612 -2.05 1.05 -1.18 1.04 1.37 1.14 1.02
2103 Folr1 2.27 1.47 1.54 1.47 -1.04 -1.16 -1.09
2104 Rhog -1.62 -3.85 -1.64 -1.31 -1.18 -1.09 -1.39
2105 Olfr33 -1.34 -2.17 -1.75 -1.13 1.12 1.31 1.20
2106 Olfr559 -1.01 -1.12 1.09 -1.04 -1.12 -2.02 -1.34
2107 Olfr589 1.21 -1.36 -1.24 -1.04 1.36 1.53 2.03
2108 OIfr603 1.18 1.45 -1.14 1.29 =215 -1.94 -1.16
2109 Olfr605 -1.07 1.03 -1.15 -1.09 -1.57 -1.85 -1.72
2110 Olfr610 1.07 1.15 -1.05 -1.53 1.74 3.13 2.27
2111 Olfr622 -1.14 1.22 1.16 -1.50 -1.03 2.08 1.57
2112 Hbb-bh1 1.27 1.03 1.60 1.03 1.19 1.33 117
2113 Trimb 1.42 1.18 1.30 -1.25 1.23 1.11 1.54
2114 Trim30c 1.02 -1.06 1.03 1.24 1.13 -1.21 1.20
2115 Trim30d 4 1.07 1.08 1.1 1.27 1.08 1.45
2116 Olfr668 -1.07 1.06 1.08 1.30 2.04 1.25 -1.04
2117 Rrp8 2.06 -1.15 1.06 1.16 1.18 1.12 1.12
2118 Dchs1 =310l5 -1.75 -1.51 -1.71 -1.04 1.01 1.07
2119 Gm4070 3.79 1.01 1.42 -1.20 1.46 1.13 1.37
2120 Gvin1 -1.35 1.89 1.08 1.79 1.02 1.70
2121 Gm18853 | 6.02 | 1.50 1.99 2.27 1.23 1.01 1.27
2122 Olfr694 1.12 1.38 1.24 1.1 -1.60 -1.63 -1.63
2123 OIfr697 1.1 -1.18 -1.02 -1.21 -1.14 -1.49 -1.14
2124 Olfrd71 1.41 2.84 -1.01 1.72 -1.11 -1.24 -2.04
2125 Olfrd82 1.32 -1.03 1.26 2.16 1.68 1.27 1.38
2126 Olfr486 1.43 1.40 1.00 1.25 2.04 1.45 1.49
2127 Olfr502 -1.45 -1.08 -1.24 -1.16 1.62 1.22 1.48
2128 Olfrb14 1.11 1.19 -1.03 1.44 -1.81 -3.10 -1.45
2129 Olfr516 1.68 -1.04 1.79 2.24 1.39 1.08 1.34
2130 Olfr519 1.562 1.02 1.07 1.23 1.59 1.563 211
2131 Ric3 1.04 1.57 1.14 -1.13 -1.99 -2.14 -1.44
2132 St 2.01 1.62 224 1.59 1.32 1.21 1.50
2133 BC051019 1.12 1.55 1.35 1.33 1.04 -1.45 -1.16
2134 Sbf2 -1.66 -1.62 -1.31 -1.24 -1.05 -1.11 -1.26
2135 Dkk3 -1.35 1.40 1.05 1.04 -2.26 -2.04 -1.92
2136 Btbd10 1.20 -1.74 -1.43 -1.34 -1.31 -1.13 -1.19
2137 Pth 1.11 1.02 -1.27 -1.16 -3.00 -2.01 -2.36
2138 Rras2 66 2.22 1.17 1.04 1.13 1.07 -1.02
2139 Cyp2rl -1.21 -1.50 -1.22 -1.22 -1.60 -2.39 -2.14
2140 Rps15a -1.30 2.06 -1.06 1.07 1.11 1.12 1.11
2141 ltpripl2 -1.07 -1.02 -1.02 1.25 1.15 1.02
2142 Knop1 2.29 1.19 1.22 -1.03 1.27 1.04 1.39
2143 Pdilt 1.04 -1.12 -1.08 1.49 2.54 1.16 1.26
2144 Eri2 2.00 1.17 1.7 1.10 1.67 1.81 1.22
2145 Crym -1.29 -1.25 -1.23 -1.06 -1.24 -2.14 -1.13
2146 Cdr2 3.10 1.10 1.28 1.10 -1.01 -1.37 -1.10
2147 Usp31 3.06 -1.11 1.20 -1.03 -1.05 -1.40 -1.25
2148 Ears2 1.77 -1.21 -1.01 -1.27 -1.24 1.00 -1.72
2149 Gsgll -1.17 -1.03 1.05 -1.23 1.11 -1.04 -1.22
2150 Nfatc2ip 3.52 -1.18 1.26 -1.02 1.01 -1.16 -1.49
2151 Nuprl 3.44 1.56 1.26 1.18 -1.03 -1.07 -1.22
2152 Ino80e 2.58 1.14 1.43 1.36 1.16 1.08 1.00
21563 Kif22 2.89 1.28 2.59 1.20 85 1.17 1.64
2154 Dctpp1 3.19 2.57 1.31 1.12 1.14 -1.30 1.38
2155 Sephs2 3.45 -1.52 1.26 1.02 1.47 1.16 1.23
2156 Armcx3 -2.78 -1.39 -1.37 -1.21 1.03 -1.08 1.04
2157 Cox6a2 2.10 1.27 1.26 1.38 1.30 1.57 -1.04
2158 BC017158 1.67 -1.63 1.33 -1.12 1.44 1.23 -1.05
2159 Rgs10 -2.26 1.36 -1.28 -1.01 -1.04 1.07 -1.24
2160 Mcmbp 2.65 1.09 1.33 -1.07 1.14 1.03 1.01
2161 Nsmceda 2.13 1.34 1.17 1.00 1.02 1.13 1.52
2162 Famb3b -1.47 -1.11 1.37 -1.08 -1.17 -1.83
2163 Uros -1.35 -1.18 -2.1 -1.39 1.33 1.39 1.20
2164 D7Ertd443e 1.48 1.12 -1.19 1.03 1.47 1.42 1.27
2165 Mki67 2.60 1.04 2.20 112 3.06 =217 1.34
2166 Ebf3 -1.31 -1.08 1.01 -1.15 -1.07 -1.18
2167 Mapklip1 -2.83 -1.44 -1.32 -1.09 -1.26 -1.48 -1.11
2168 Bnip3 -1.39 1.79 1.23 1.60 1.46 1.31 1.55
2169 Adam8 4.03 -1.38 1.37 1.30 1.78 213 211
2170 Olfr524 -1.14 -1.29 1.04 -1.39 -1.38 -2.09 -1.77
2171 Ifitmb -1.17 -1.16 1.65 -1.00 -1.69 -1.58 -1.63
2172 Rnh1 1.42 1.11 1.28 1.22 1.23 1.12 1.10
%173 :—ifras 2.10 1.261é ;Og 4.6)61 7213022 71.268 7213228
174 Irf7 q!é-. -1, A 1. B 1.1 ]
2175 Slc25a22 E -1.77 1.24 -1.64 1.41 1.60 1.75
2176 Pidd1 -1.40 1.61 1.21 1.21 1.51 1.24
2177 Gm4bb9 -2.08 -1.78 -1.38 -1.27 -1.15 -1.29 -1.18
2178 |gf2 -3.20 1.32 1.55 1.15 -1.06 1.1 -1.13
2179 Trpmb -1.79 -2.26 -1.70 -1.26 1.1 -1.10
s, b 7 0 14 s
nfrs 10.90 . . . . -1, -1,

2182 Tnfrsf23 -1.01 1.59 1.09 1.35 1.09 1.42
2183 Mrgpre -1.11 -2.12 -1.47 -1.32 1.41 1.56 1.32
2184 Cendl 6.9 -1.64 1.39 1.05 1.13 -1.11 1.15
2185 Tpcn2 =2. -1.03 -1.20 1.20 -1.33 -1.06 -1.13
2186 Adck4 -2.01 -1.33 -1.11 1.20 1.16 1.33 1.06
2187 Numbl -2.14 -1.00 1.12 1.01 -1.04 -1.04 -1.20
2188 Plk1 1.85 1.11 2.48 1.09 3.05 -1.45 1.86
2189 Shkbp1 1.53 -1.37 -1.11 -1.09 1.46 1.29 1.27
2190 Samd4b 2.23 -1.07 1.85 1.37 -1.11 -1.16 -1.42
2191 AW146154 -2.05 1.15 -1.06 -1.18 -1.08 -1.05 1.06
2192 FIt3l 1.01 -1.14 1.26 -1.53 -1.57 -1.65
2193 lpw -1.04 -1.52 =245/ -1.59 -2.20 -2.47
2194 Blm 1.1 1.43 1.28 -1.19 -1.74 -1.14
2195 Mvp -1.19 -1.09 1.29 1.17 1.64 -1.16
2196 Vkorcl 1.09 -1.20 -1.09 -1.07 1.06 -1.00
2197 Fgfr2 -1.73 -1.45 -1.11 -1.08 -1.03 -1.20
2198 Zfp358 -1.63 -1.18 1.20 -1.02 -1.04 -1.09
2199 Camsap3 -1.14 -1.568 -1.05 1.44 1.69 1.37
2200 Pet100 2.81 -1.16 -1.10 1.01 —111 —1.17




No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
2207 Cersd =753 =137 ~T.05 T.02 =121 =136 =100 776 T.03 =104
2202 Colda2 -2.09 -1.03 -1.26 -132 1.18 -2.84 1.24 -130 -1.15 -1.18
2203 Arhgef7 114 -2.04 -1.09 -111 -1.09 -1.09 1.01 1.02 -1.05 1.00
2204 Tmco3 -2.20 -1.55 -1.36 -1.06 1.16 -1.32 -1.11 -1.24 -1.07 1.01
2205 Tfdpl 2,59 1.07 1.21 1.02 -1.08 1.28 1.08 1.08 1.03 1.07
2206 Cln8 112 -1.02 1.09 1.02 -1.49 2.09 -1.23 129 1.02 1.14
2207 Myom2 -1 -1.33 -1.01 111 1.10 -1.62 -1.21 1.06 -2.00 -1.82
2208 Agpath -1.90 1.25 -1.32 1.00 -1.78 -1.07 -1.20 -137 -2.08
2209 Defb14 134 -1.09 2.15 2,51 1.72 .77 .11 -1.01 1.00 2.14
2210 Defb46 -112 -2.03 -1.33 -1.09 159 1.05 1.32 1.47 1.14 1.26
2211 Defb3 1.03 -1.06 1.50 1.24 1.08 -1.12 1.47 1.56 1.19 2.07
2212 Gm6483 -2.28 -1.42 -1.09 -1.01 -1.15 -1:39 1.01 -1.20 -1.05 -1.03
2213 Gm21119 -2.09 -1.20 -1.53 -1.54 -1.69 -1.07 1.05 -1.32 1.20 134
2214 Gm15293 -1.03 -1.24 -119 -1554 -2.06 1.26 1.22 -1.14 -1.01 -1.46
2215 Gm14850 -1.11 1.01 -1.69 -1.15 -1.24 -2.22 1.30 1.33 -1.31 -111
2216 Slc20a2 -1.16 1.05 1.10 -121 1.42 1.09 113 -111 -1.17
2217 Plat -3, -1.36 -1.32 -1.26 -1.41 -1.12 -1.06 -1.02 114 -1.18
2218 Fgfr1 2.32 -1.36 1.22 1.15 1.81 1.09 -1.23 -1.25 -1.25 -1.10
2219 7fp703 -2.77 -1.66 136 1.21 1.68 2.57 -2.20 -1.12 -1.34 -1.09
2220 Adgra2 -2.62 -1.27 -1.28 -1.16 1.47 -1.81 -1.01 -1.32 -1.02 -1.30
2221 Eifdebp1 2.39 -1.07 -1.10 -1.10 -1.35 1.96 -1.23 -112 -1.28 -129
2222 Poteg -1.01 1.47 1.07 1.48 151 -1.66 1.09 -1.81 -2.08 -1.76
2223 Rnf122 -2.45 111 -1.09 1.30 -137 -1.74 -1.47 1.20 1.36 1.27
2224 Purg -1.60 1.00 -1.10 -1.08 -113 -1.74 -173 -2.24 ~1.54 -1.72
2225 Tex15 1.15 1.34 1.30 -1.08 1.24 -1.49 -1.29 -1.79 -2.08 -2.02
2226 Gsr 64 -1.02 -1.10 -1.03 -1.28 .11 -1.23 -1.07 -1.05 -1.12
2227 Duspd 9.4 3 1.24 1.34 -1.08 1.63 -187 -1.30 -117 -1:67
2228 DSErtd82e 1.43 -1.24 -1.61 -1.56 -152 2.24 1.06 -1.05 -1.05 -1.17
] 1.41 -1.10 -1.46 -1.05 -1.50 -1.71 -2.09 -1.44 -1.82
157 1.69 2.14 1.53 1.24 1.10 152 127 1.20
-2.06 -1.15 -1.33 1.320 1.23 -1.13 -1.30 -1.48 -1.91
-2.76 -1.29 -233 23 ~7.43 -179 -154 -2.48 -2.96
-1.59 1.83 1.07 -1.23 1.54 1.20 152 114
1.26 1.07 -1.27 -1.09 2.27 1.07 134 -1.01 -1.81
113 1.14 -1.07 2.34 113 1.17 1.04 1.25 1.26
-1.14 1.47 1.25 -113 1.20 -1.01 118 1.01 1.05
1.55 1.05 1.01 1.70 -1.66 -2.25 -1.17 -1.84 -1.48
2.23 1.00 -1.24 1.19 -1.19 -1.32 1.16 -1.31 -1:39
1.46 1.63 1.07 1.42 3.65 -124 1.70 -1.09 -1.08
1.31 127 1.21 1.20 1.27 1.01 127 1.01 -1.04
1.44 1.10 -1.11 -1.04 -153 -1.26 -1.96 -2.20 -1.00
1.05 1.31 -1.05 1.34 438 1.38 2.20 -1.15 1.72
113 -1.13 1.14 -1.23 -1.76 -1.01 -1.54 -1.89 -237
115 -1.15 1.04 -1.06 -1.61 -2.29 -1.20 -1.50 -1.34
1.05 1.45 1.09 134 1.7 1.25 1.28 1.02 1.21
1.23 1.39 1.18 -117 -1.20 -1.21 -1.08 1.32 1.80
-1.15 -1.06 115 -1.05 -2.88 -1.38 -1.74 -1.64 -1.69
7 -137 -1.20 1.13 -1.10 1.02 -1.02 1.25 1.25
-1.01 1.02 1.07 -1.26 -1.08 -1.40 -1.78 1.06 -1.49
-131 -1.06 -1.15 -1.97 1.25 1.30 1.46 1.45 1.23
117 -1.09 -1.25 -1.70 11 1.08 1.30, 1.07 1.06
1.05 -1.51 -1.12 -1.24 -3.41 -1.02 -1.13 1.08 -1.25
-2.26 -1.27 -1.17 -139 1.10 -1.65 -1.25 -1.10 -133
-2.38 1.70 1.15 -1.60 118 -1.98 1.05 -1.09 -1.18
1.42 1.46 1.19 -1.90 1.65 1.10 136 1.18 1.12
-1.91 -2.27 -1.56 334 -1.25 -1.20 -167 -1.03 -151
2.22 -1.06 1.23 .11 -117 1.46 1.09 1.22 1.19
1.58 1.93 1.20 1.91 -1.32 -1.89 ~151 ~2.04 -1.82
-1.15 1.05 -1.03 -1.32 2.22 1.10 1.31 151 1.73
-1.86 -187 -1.68 -1.40 .11 1.04 1.51 129 112
1.35 2.96 1.49 -113 % 1.39 3.18 1.61 251
-19 -1.35 1.04 -1.60 -1.61 1.08 1.02 134 =110
1.33 1.76 -1.06 1.54 1.06 2.11 1.30 -1.23 1.05
-1.61 -1.17 -1.13 217 113 -1.12 -1.15 1.74 112
1.02 1.59 1.28 317 -1.12 1.22 -1.24 1.23 1.43
-2.12 -1.25 -1.05 -1.10 1.48 1.21 1.06 1.02 1.07
135 1.31 1.41 -1.18 2.42 1.81 1.64 1.45 133
-1.06 -1.13 1.17 1.09 -2.30 -1.89 -2.64 -1.57 -1.73
1.09 1.20 1.22 2.10 -1.50 -1.23 -1.36 -1.34 1.48
2.19 -1 111 -1.06 1.01 -1.20 -1.07 1,71 1.28
-153 -1.14 -134 1.04 -1.16 -1.39 -1.16 114 -1.04
1.73 1.45 1.02 -167 1.96 -116 1.58 -1.05 1.02
-1.76 1.00 1.01 1.27 3.2 -1.97 -1.60 -1.31 -153
-113 2.01 1.16 115 3.28 -1.01 1.73 -1.10 1.80
-1.14 -1.48 -1.04 -1.05 71 1.02 1.15 1.13 1.09
-1.02 -1.10 137 1.37 -1.21 1.04 -1.01 1.09 1.09
-2.34 1.01 -1.01 -1.27 -1.07 -2.54 1.04 -1.18 -1.36
1.80 111 1.07 -1.05 1.28 -1.06 1.19 1.05 -1.08
-1.37 -1.06 -1.06 1.15 1.90 114 1.60 111 1.09
-1.36 -1.27 -1.14 -1.38 -1.14 1.02 -1.03 -1.07 1.08
-112 112 -1.10 1.21 -1.18 1.21 -1.40 1.00 -1.19
-1.39 -1.31 -123 -1.02 -1.32 -1.08 -1.01 -1.01 -1.04
-1.35 115 113 1.47 1.53 -1.62 1.21 1.21 1.47
-1.27 -133 -1.08 -1.13 1.62 2.09 -114 1.09 117
1.73 1.21 1.20 1.47 -2.02 1.12 -1.26 -1.01 -1.41
113 134 1.08 -1.21 1.50 1.20 1.22 -1.03 1.12
-1.10 1.39 1.06 1.99 2.26 1.02 -1.02 -1.11 1,58
-2.10 -1.08 -1.00 -1.73 1.04 -111 -1.07 -1.12 -1.09
-1.49 1.10 -1.08 -1.19 -252 1.08 1.19 1.10 -113
-1.29 110 1.34 2.1 1.03 -1.25 -1.01 113 1.06
147 -1.30 1.01 1.27 173 1.19 1.29 2.03 1.82
112 1.61 1.31 -112 -1 -1.49 1.06 -1.50 -1.22
1.306 1.15 -1.01 1.29 1.03 -1.11 -1.38 —1.28 4.08
-1.07 -1.22 -1.26 -1.31 6 -1.47 -1.42 -13 -1.9
1.08 -1.18 1.17 1.32 qn-— A7 -1.47 141 -158 -1.13
-1.22 1.29 1,61 1.07 1.65 -1.04 1.34 1.75 1.10
1.04 -1.09 -1.16 1.07 -1.22 -2.56 -1.60 -138 -2.11
1.25 -1.07 -1.21 117 3.01 1.33 1.76 1.17 1.01
116 1.00 1.7 -1.08 1.27 -1.05 1.20 1.03 1.09
-1.17 -1.39 1.04 1,10 114 -1.19 1,18 1.24 1.09
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PLA20
No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_P(I).f10 1D_:>|6;\20 S?BTT 8I)7_1A(§3585 SDi?ng 80r$|5210 80_104
5307 Py 370 00 IBE o S121 135 117 147 150 1,06
%28% ET{EEZ 2.81 -1.04 1.08 -1.04 -1.09 u‘f _1'823 11.2014 11.0148 1W.w 2w8
-2 -1 - - 1.03 -1.47 -1 -1, -1, -1,
5308 Ny’ 32'1095 116159 —}'8} 1%)30 -1.60 1.81 1.11 -1.02 1.30 1.36
230 O 2.19 -1.54 1.11 -1.11 -1.39 1.31 -1.32 1.06 -1.20 -1.04
5389 (z:fyhbx%b 1.07 1.19 1.23 1.20 2.50 133 11.0% }.gg 11.0634 ].(1);
y -1 . - 1.64 -1. . -1, .
5305 Mot v 7;'83 711'252 —11'0151 11.'1131 1.42 -1.18 1.05 -1.04 1.03
5300 Haee 255 -1.15 131 1.09 -1.22 138 -1.24 -1.05 -1.45 -1.42
%%1? ﬁﬁ%stgs -2.46 1.23 -1.34 -1.18 -1.62 -1.01 12353 ]%g 13111 }.g}l
19 . 1 1.12 334 -1 . : .
205 Genen -%%- 1'(332 %'?g }ﬁésq 2.14 1.15 1.14 1.01 1.23 1.44
%g}i Egsca; 4.94 -1.29 132 130 1.16 3.72 117 H;g Wzg% 1.33
. . : - - 32 -1.15 ) . .
2315 Ctu2 257 -1.21 1.02 111 157 1. - 15 14
10,73 | -1.00 4.99 1.32 2.37 1. :
%;3),}9 '(I':SELS 107 18% %‘21411 —1{.3091 1.01 1.10 —W1.2668 —11.5116 —113206 —1w.53é1
) . . 1.48 . . . .
2318 Rhou -2.63 1.26 1.26 1.57 1.01 . i 13 15
- - -1.04 130 1.24 1.10 ) .
5320 Coa —22'9142 —1'8% —11'2550 —1;5 -1.37 -153 129 -1.36 147 -1.20
%gég 2?51”9 2,67 -1.61 113 -1.09 -1.52 1.19 4.;3 ’H} 11.0378 —1;8
-1 -1 i 117 -2.64 -1, -1 1. -1
5355 et 7;'82 J]? j1'3287 —11'.2037 111 -1.11 1.32 -1.12 -1.19 1.10
5354 Sha 3.40 2.01 263 117 -1.27 4.49 -1.07 1.91 -1.41 -1.15
5358 By 2.75 -1.11 -1.79 -154 -1.84 1.16 1.43 -1.14 -1.19 -2.06
5358 Ao 2.09 1.02 127 1.12 1.30 -1.10 -1.36 -1.08 110 -1.08
%g%g é;?‘su; 1.85 -1.17 -1.39 1.06 -1.04 -2.42 —1%2 —11.1413 —}.451] _;38
. . -1. - - -1. . -1, -2,
2n oo o JH 02 8 18 gg E 1L 8 0gE
7 i -, ; -1, . i 1.06 -1.24 -1, -1,
239 Ramg ARk s 1B ap o A% T A% T
539 bom -143 -1.48 -1.51 -1.37 -1.56 1.21 1.80 2.74 2.33 1.51
%2%% nggg 1.73 -1.20 -1.16 1.15 1.27 1.74 2.48 11.%76 }%g H)é
-2 -1, -1, - -1.09 -1.15 -1.17 1. . .
533 bomoe’® 12'0142 11'3023 11'(?17 11'2716 1.009 -1.38 1.03 -1.42 -1.23 -2.05
%%%g 8?23125 2.15 114 184 1.09 -109 WK 119 %?g 1.2411 %gg
] ) -1 - 45 1.44 . ; .
2337 Ikbkb -1.38 -2.08 1.67 131 1.01 1. A 1 el 133
23 oo mmmm— e 1 mmmem w0 1 g
5320 Lot J2512 -1.35 -1.44 -1.17 1.02 -1.28 1.18 127 132 1.10
5340 Gl 2.06 1.03 1.21 -1.06 -1.31 1.15 1.20 126 1.06 -1.05
%gﬁ; E/IESIOG% -a%- 1.20 1.26 1.07 1.03 2.00 1.19 11.3055 11.4181 11'2517
-1 -1 : 1. -1.12 -1.35 -1, -1, -1,
%gﬁ Blcct?e ::2#,'85 7]-% szSL —11',0001 —1.38 -2.05 -1.21 7116253 }1.0148 —11,2340
i -1 1 - 1.60 1.23 . ) .
2345 TIr3 ) 2.15 123 113 1.20 1.06 1560, 1% 169 10 s
2300 AnpsloTRk 712716 721 '1019 ]10335 Hg 11.6260 f%go -1.01 -1.09 1.33 1.37
5345 smos :]'38 -1.42 -1.28 -1.16 -1.13 -2.18 -1.14 -1.52 -1.19 -151
5349 P -1.40 -1.08 -1.10 -115 -2.07 1.09 -1.44 -1.18 1.14 -1.13
%ggg EQ)%DO' 438 112 247 1.45 1.10 352 -1 .0222 ﬂ; 711.0232 711 .2%1
. i -1 - -1.06 2.78 1. . ) .
53 %'(1357; —11'3;93 —H)g —1%2 -1.67 162 1.03 1.19 -1.30 1.06
5353 Al -2.18 -152 -1.65 -1.34 -1.77 -1.64 -2.20 110 -1.39 -1.61
5357 Coal0 227 113 1.05 1.07 1.10 2.40 1.61 1.79 1.37 1.48
5358 N 2.23 1.03 113 136 1.01 3.19 -1.08 1.01 -1.06 159
%ggg Mﬁgm 2.23 -1.09 -1.02 -1.23 -1.22 1.55 -1.22 711.1471 f}.%g —11,0373
i -1. -1, - 1.46 -1.43 . -1, .
2357 Tmal6 2.82 112 1.05 115 116 e & A 1.2 07
Sos Gdbeet 712'43?? ”33 ;'(2)(1) —12'15l2 11.2927 -1.46 -1.35 -1.64 117 -1.23
5300 amaees -1.15 126 131 -2.89 -1.15 -1.61 -150 -131 155 118
5300 omeey’ -2.27 -1.64 -1.32 -1.05 -1.87 -1.72 1.03 -1.16 -127 -1.12
5367 Fibone -2.53 111 -1 1.07 -1.19 -1.03 1.44 1.05 1.24 112
5303 ek . -1.52 -1.33 1.06 -151 6 -1.43 -1.80 -1.40 -1.30
%ggi Elrct§15342 :}g? -1.23 156 117 1.08 -2.20 -1.82 —1.2736 —W1.2688 —11.3689
5308 g BIoRik 30 % i 12 1% i 1% -8 1,06 -1°09
5369 A :%18 -1.79 -1.40 -1.32 -2.63 1.12 -1.53 -1.17 1.22 -1.17
5308 Coser 1.92 113 -1.17 -1.05 -1.00 -1.02 -2.08 -1.19 -1.20 -1.48
5300 foog -2.18 -1.26 -1.21 -1.29 117 1.21 1.16 -1.16 1.14 -1.27
53% Ciy -1.60 1.24 -1.19 -1.10 1.14 -2.42 139 1.08 115 1.1
270 e 1.02 2.08 154 115 154 -1.87 -1.78 -2.34 -2.36 -1.71
%%3; 82?%1034 1.50 2.39 120 1.20 1.09 -1.82 —1.;5 —11.1200 —}.(z)g 71.8%
. -1 ) -1.25 1.24 -1.21 . -1 -1
2373 Cherp 2.30 127 118 10 -1. 124 2l 119 S0 10
5378 [oep1sde Evi 293 T o B 107 120 1.08 1A -1.00
5378 fame -3.09 -1.17 1.08 -1.02 1.41 -171 -1.02 111 1.09 1.07
5375 Moedd 2.93 1.16 1.09 -1.00 -1.48 1.46 1.35 122 1.06 1.03
537 soce] 2.01 112 1.26 1.20 1.31 1.25 -1.06 -1.07 1.17 1.13
5370 o -2.60 -1.10 110 1.21 1.26 -1.85 -1.13 -1.22 1.05 -1.02
5360 e ] : 1.06 -1.43 1.30 2.29 -1.82 -1.38 -1.82 1.13
5390 Pio ERs %gg 128 1.10 2.08 -1.48 1.02 -1.68 -1.04 -1.48
538 Dot ?4%6 -1.01 125 1.47 -1.02 1.20 -2.14 -1.12 -1.06 1.20
e 2.24 1.25 153 1.29 -1.27 1.13 -1.14 -1.18 1.15 1.05
5304 Loy / 1.04 -131 -1.06 -1.05 -2.04 -1.22 -1.18 -1.04 -1.46
5308 Moo -1.01 156 1.06 1.87 131 -1.36 -1.26 110 -1.08
%ggg ggrcuoig -168 -2.26 -158 -1.30 -2.12 1%2 ]12?33 —113339 —11.2625 1.223
¢ 1 - 1. . . . )
5308 Duapenee —22'6869 —11'122w —11j326 Hé —1:4318 1.05 -1.85 -1.44 -1.10 -1.29
5355 B 226 -112 1.23 1.03 -1.53 1.08 -1.67 -1.38 -148 -1.16
2350 oraiaz -2.47 -1.37 -1.20 -1.27 -1.17 1.05 1.18 -1.03 1.37 -1.00
5300 Lo -1.51 -1.07 1.31 1.20 -1.24 -3.08 -1.24 -2.25 -1.44 -1.70
5300 ot -1.32 2.09 1.07 110 1.30 -1.36 112 1.20 1.95 1.28
5305 ot 1.23 164 1.49 -1.42 1.09 2.15 -1.05 137 1.23 1.26
5308 cooif 1.36 121 129 2.11 2.35 -1.17 -1.44 -127 -1.24 -1.43
%ggg ggg;h -2.75 -1.65 -1.29 -1.06 -1.16 -1.70 71.98 71%5 f}.gg —Hg
iapi Z - ( - -1.65 135 -1 -1 -1 -1
230 KainT %“318 11702O —11'0120 11'2016 1.21 1.49 1.17 -1.12 -1.15 1.06
5308 el -135 -1.45 -150 1.40 110 1.44 1.75 164 137
%ggg gg?zm 2.08 -1.26 1.29 1.13 1.04 1.38 1.04 11.1422 :}'83 _1{1208
2400 _Cdh1 [ 505 ML -1.13 -1.06 -1.32 211 -1.07 . . .
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No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
2407 Ccdc/9 7.8 .86 211 757 787 =172 126 =119 =153

2402 Rrad -2.01 1.09 1.24 -1.08 -1.25 1.62 1.12 1.08 -112

2403 B3gnt9 -3.50 -1.42 -1.04 1.27 -1.97 -2.08 -1.30 -1.20 1.06

2404 Tradd -1.81 -1.36 -1.24 -1.03 -2.08 -1.15 -1.29 1.01 -1.09

2405 Zdhhc1 -3.07 -1.47 -117 -1.10 1.08 -1.66 1.16 1.00 -1.09

2406 Psmb10 2,01 1.10 1.19 -1.02 -2.20 458 1.26 1.69 1.20

2407 Dpep2 -2.47 124 -2.17 1.05 . 115

2408 Esrp2 -1.18 -1.43 -1.07 -1.92 1.96

2409 Nob 2.01 -1.33 -1.03 -1.03 1.08

2410 1134 2.70 1.23 1.16 -1.35 -161

2411 Sf3b3 2.23 -1.27 1.25 -1.12 1.01

2412 Rfwd3 2.98 -1.13 1.19 1.02 1.08

2413 Mkl 1, 1.23 1.49 1.40 -1.09

2414 Tmem231 -2.35 -1.43 -1.17 -1.00 -1.32

2415 Ma 8.6 -1.34 -1.19 -1335 -111

2416 Gesh 2.30 1.33 117 1.07 -1.11

2417 Kengd -1.06 -2.07 -1.41 -1.15 -1.02

2418 Fam92b -1.62 -2.12 -1.45 -1.88 1.37

2419 Gins2 2.87 2.10 73 1.49

2420 Slc7ab 4.66 -1.54 1.28 -111 -131

2421 Mv 1.16 -1.08 1.28 1.63 1.64

2422 Rnf166 1.11 -1.02 -1.12 -1 1.01

2423 Fanca 415 118 -1.03 1.1 -1.11

2424 Nup133 2.21 -1.21 1.13 -1.01 -153

2425 Tafb 2.72 -1.18 -1.17 1.09 1.30

2426 Agt -3.87 -1.96 -117 -1.29 -170

2427 Tic13 2.07 -154 -1.09 -1.19 1.05

2428 Sipall2 2.32 -1.04 1.18 1.12 1,10

2429 Ir2bp2 -2.48 -1.28 -1.37 -1 -1.21

2430 Gm10999 -2.25 1.01 -1.35 -1.62 -1.29

2431 Tfbrdl -3.49 -1.55 -1.23 1.18 114

2432 Usp10 2.03 -1.65 -1.04 -1.17 -1.05

2433 Trim61 1.18 1.70 110 2.33 1.06

2434 Kxd1 -2.24 1,11 -1.26 1.23 1.08

2435 1190005106Rik -1.31 159 1.17 117 -1.11

2436 Gm10718 -1.40 -1.75 -1.25 -1.22 -1.46

2437 Gm11168 -1.36 -1.82 -1.36 -1.20 -1.70

2438 Gm10721 -1.02 -1.36 -117 -1.08 -1.19

2439 Gm10720 -1.33 -1552 -1.45 -1.14 -1.69

2440 Gm10719 -1.49 -1.46 -1.42 -1.14 -1.37

2441 Gm10717 -1.09 -1.61 -1.27 -1.17 -1.45

2442 Gm17535 -1 -1.62 -131 -1.07 -1.36

2443 Gm10715 -1.70 -2.15 -1.60 -1.68 -1.20

2444 Caspl 1.02 2.90 1.24 1.54 1.09

2445 Caspd 2.84 2.07 173 131 1.66

2446 Casp12 -1.23 1.62 1.28 -1.08 1.26

2447 Mmp13 1.14 1.16 -1.43 -1.24

2448 Mmp3 2.44 1.71 1.82 2.02

2449 Mmp10 1.31 112 -1.30 1.47

2450 Gm16485 114 -1.14 -1.20 1.43

2451 Phxrd -1.80 -1.32 -1.18 -1.20

2452 Mami2 -1.23 -121 -1.02 1.05

2453 Sesn3 -1.69 -1.49 -1.09 -1.05

2454 Mrella -1.06 1.31 1.00 -1.17

2455 0OIfr829 1.87 1.88 2.68 1.31

2456 Olfr832 -1.03 114 1.26 2.12

2457 0Ifr835 1.58 1.01 -1.10 -1.23

2458 0Ifr836 125 -1.30 -1.20 1.04

2459 Olfr837 -1.0 -1.35 -1.06 -2.25

2460 LOC100503048 -2.00 -2.18 -1.29 141

2461 Olfr849 2.02 1.19 1.52 -1.05

2462 Olfr77 1.12 1.42 2.42 -1.32

2463 OIfr868 159 -1.10 .11 -2.20

2464 OIfr39 1.36 1.1 1.43 -1.78

2465 7fp846 -1.06 -1.27 -1 -1.00

2466 Ubl5 2 -1.04 1.06 -1.07

2467 Ppan -1.00 -1.00 -1.08 1.13

2468 Icam5 -1.12 -1.32 -1.52 BRI

2469 Qtrtl -1.02 1.01 1.15 1.31

2470 Ldlr -1.70 1.29 1.62 1.92

2471 Ccdc159 -1.27 -1.25 -1.13 134

2472 Bbs9 1.70 -1.35 1.00 112

2473 Cypt 1.67 1.34 1.24 -1.17

2474 Gm10181 1.45 -1.02 -1.10 -2.02

2475 Eepd1 117 -1.20 -1.07 -1.48

2476 Thyn1 2.02 -1.13 1.06 -1.07

2477 Ncapd3 -1.13 1.04 -1.21 1,70

2478 Igsfdb -2.38 -1,67 -156 -1.03

2479 Spatal9 2.07 1.31 1.32 -1.01

2480 Ets -1.33 130 -111 -1.20

2481 Kirrel3 -1.33 1.01 1.21 1.38 .
2482 Cdon -119 1.07 1.15 117 .
2483 Pus3 -1.30 -1.38 1.00 1.08 .
2484 Gm17677 ~1.41 -1.45 111 1.49 ]
2485 Gm7257 1.36 1.30 1.49 -1.13 .
2486 Fezl 1.31 -1.28 -1.09 1.82 :
2487 Tmem218 1,10 -1.26 1.05 1.03 .
2488 Siae -1.52 -1.12 -1.1 -1.16 .
2489 0Ifr878 252 -1.16 1.05 1.22 .
2490 Olfr884 -1.40 1.02 -1.02 -1.40 i
2491 Olfr887 1.04 1.02 1.09 -1.11 1.2
2492 OIfr889 -1.20 -1.09 -1.07 1.66 183
2493 0Ifr890 2.20 1.41 1.01 1.07 -1.29
2494 Olfr893 -1.70 118 1.05 1.46 1.50
2495 Olfr895 -1.39 -1.27 1.81 -1.43 -1.26
2496 OIfr902 1.63 1.43 1.22 1.61 1.15
2497 0Ifr910 -1.67 -1.26 -1.43 1,61 2.42
2498 OIfr913 1.26 1.70 -1.74 -1.28 1.84
2499 Vwaba 1.06 117 1.07 1.74 1.29
2500_0Ifr920 2.03 1.50 1.21 -1.12 1.04
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No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
2507 OIfr26 =112 =203 T.70 T22 ~T.03 13 11 =116 724 .15
2502 OIfr933 -1.69 -1.84 =212 -1.75 -1.23 -1.99 -1.71 -117 -1.04 -1.23
2503 OIfr961 -1.54 -1.26 -2.00 -1.08 -1.22 1.1 1.70 1.58 2.14 1.87
2504 Olfr150 1.40 1.1 11 2.03 1.48 -1.30 -1.11 1.00, -1.19 1.04
2505 OIfr970 -1.68 -1.12 -1.60 1.10 1.25 -154 -2.27 -1.59 1.14 -1.37
2506 OIfr971 -1.10 -1.40 1.28 -1.13 -1.10 -1.98 1.85 -1.80 -2.59 -1.74
2507 OIfr229 2.11 1.31 154 1.29 1.42 -2.82 -1.95 -1.09 -2.21 -1.84
2508 OIfr982 1.20 1.05 1.27 -1.05 1.20 -1.74 -1.27 -1.84 -2.01 -1.37
2509 Tmem225 1.18 1.42 1.18 1.49 2,01 1.25 -1.10 1.27 -1.06 1.34
2510 Clmp =5121 -1.47 1.19 1.04 -1.13 -1.08 1.13 1.03 1.03 1.01
2511 Thyl 3.19 1.62 130 -1.28 1.20 2.80 -1.32 -1.33 -1.24 -1.44
2512 Dpagt1 1.47 ~1.41 113 -1.09 -2.06 1.62 -1.35 -111 1.03 -1.12
2513 H2afx 2.10 -1.06 1.96 1.34 119 2.97 -137 1.89 -112 1.02
2514 Hyoul 3.15 -1.49 122 -1.09 -1.67 -1.09 1.26 1.08 1.04 -1.09
2515 MpzI3 1.13 54 -1.15 1.10 1.75 2.06 1.44 1.48 1.85 1.55
2516 Bacel [ 460 ) -1.83 -1.26 -1.54 -1.13 -1.37 -1.11 -1.00
2517 Posk7 1.37 -1.40 -1.02 -130 -1.14 -1.40 -2.08 -2.33 -1.17 -1.02
2518 Apoad 134 1.59 134 -113 2.40 -1.97 -1.01 -1.86 -2.12 -1.03
2519 Zprl 2.66 -1.06 1.06 1.05 -1.37 1.25 -1.74 -1.15 -1.16 -1.04
2520 Gm4791 -2.19 -1.28 -1.28 -1.07 -1.53 -1.25 -1.02 -1.16 -1.30 -1.40
2521 Gm5617 -1.15 1.30 119 1.36 -1.29 -1.28 -2.06 -1.28 1.17 -1.13
2522 1118 1.15 -1.99 -127 -1.69 -1.04 1.02 -1.04 1.19 -1.16
§5%3 (T:imm8b -?1.1!3-,- 2.253 —1.18 1.02 1.206 12.0333 1,51 1.103 1.007 1.130
524 Cryab 213 -1.04 -15 -1.14 -15 -3 -117 -1.01 -1.04 -137
2525 Btgd —1.47 -1.02 1.00 -1.32 -1.27 -1.20 -143 -2.38 -1.27 -152
2526 Idh3a 268 1.23 1.28 1.21 -1.10 1.28 1.05 1.15 1.12 1.15
2527 Hykk -2.42 -1.15 -1.03 1.08 -151 -1.22 113 -1.20 1.06 114
2528 Ptpn9 341 1.04 1.24 -1.10 -1.12 -1.10 -1.29 -1.12 1.04 -1.07
2529 Cyplal 134 2.20 1.56 1.52 2.88 1.73 3.32 1.31 1.93
2530 Ubl7 1.08 -1.70 114 1.09 -1.36 1.03 -2.14 -1.03 -1.13 -1.11
2531 Sema7a 1.15 -1.17 -1.50 -1.23 1.94 -111 -1.21 1.12 -1.40
2532 Hexa -2.18 -1.16 -1.27 -1.12 -1.13 -1.01 1.07 -1.01 1.05 1.04
2533 Pkm 2,51 -1.30 1.36 1.21 -1.09 2.72 1.09 1.42 1.19 1.30
2534 Myo%a -1.39 1.25 122 1.26 1.63 -1.41 -128 -2.09 -1.30 -1.21
2535 Calmld 2.24 -1.29 1.27 -1.24 -1.89 1.85 2.49 3.00 1.83
2536 Letl 2. 117 1.47 1.03 -114 4.03 1.38 1.39 1.70 -1.08
2537 Tipin 317 1.75 1.40 -1.21 1.08 1.10 -131 -1.04 -1.10 -1.12
2538 Rasl12 -1.38 -1.34 -1.19 -139 -1.16 -1.19 2.15 1.06 1.10 1.10
2539 Mtfmt -118 -1.19 -1.16 -135 -2.08 1.09 1.04 1.04 -1.04 111
2540 Rbpms2 -1.18 -1.06 1.35 1.04 -1.07 1.38 1.77 1.71 1.12 2.00
2541 Oaz2 -1.79 -1.45 -1.18 -1.23 -231 1.39 -1.41 -1.02 1.04 1.09
2542 2810417H13Rik 476 2.81 2.99 1.65 1.06 -1.05 2.98 -1.25 1.67
2543 Rps27l 1.74 2.52 1.23 1.05 -1.07 1.91 1.86 1.40 1.39 1.36
2544 F830001A07Rik -155 -158 -1.46 1.04 -1.80 -2.29 -1.36 -1.30 118 117
2545 Gtf2a2 1.68 2.07 1.09 1.25 -1.01 1.00 -1.44 -1.07 1.26 -1.05
2546 Fam214a 6 -1.40 -1.53 -1.16 1.33 -1.01 -1.02 -1.08 1.00 -1.06
2547 Gele i -1.26 -1.20 -157 -1.16 1.90 1.19 1.58 1.05 1.23
2548 C920006011Rik -1.39 -1.27 1.13 1.43 -1.03 1.6 2.69 1.38 231 217
2549 Gstad -2.70 1.27 1.04 1.26 1.17 -1.88 -1.02 1.15 1.16 1.27
2550 Tik 4.09 -1.10 2.16 111 1.05 436 1.16 1.82 -1.54 -1.04
2551 Rwdd2a -1.93 221 112 -1.07 -1.32 -1.19 1.01 1.24 1.07 -1.06
2552 Ripply2 -2.06 -1.46 -1.25 -1.41 -1.07 -1.22 1.32 114 1.01 1.53
2553 4932427H20Rik 1.28 1.02 -1.18 -1.07 -111 1.58 1.46 211 1.99 1.68
2554 Plscrd -2.40 -1.21 -1.18 -1.16 -1.19 -1.42 1.07 113 -1.02 1.42
2555 Slc9a9 0 -1.88 171 -1.14 -1.34 -2.51 -1.37 -1.43 -1.35 -1.60
2556 Gkb -2.03 1.03 -1.18 -1.22 -1.22 -1.58 -1.30 -1.74 -1.16 -1.74
2557 Dbrl 3.19 -1.13 1.21 1.08 -1.25 1.51 1.45 1.71 -1.04 1.19
2558 Stag1 -1.26 2.40 -1.09 1.03 1.01 -1.16 1.24 -1.08 1.02 -1.11
2559 Rabbb 474 1.81 2.12 1.92 2.06 -1.66 -1.02 -1.21 1.54 -1.26
2560 Topbp] 437 -1.30 1.54 1.01 1.05 2.02 1.29 1.20 116 1.61
2561 Rrp9 424 1.42 128 -1.02 1.21 1.10 1.21 1.01 -1.13 -1.05
2562 locfs 1.60 2.10 -1.12 1.48 1.28 1.02 1.04 1.16 1.03 1.06
2563 Cish O 264 -1.83 -1.40 -2.12 -2.63 -2.98 -1.53 132 -1.48
2564 Rassf1 2.09 -1.36 -1.15 -1.12 -1.92 -1.05 -1.44 -1.25 -1.31 -153
2565 Ifrd2 3.94 -133 1.23 1.23 1.18 1.75 1.23 1.62 1.49 1.39
2566 Traip 2.30 1.22 132 -1.18 -1.07 1.83 133 1.48 1.28 1.74
2567 Gmppb -1.47 -1.34 -1.38 -1.88 -2.01 114 1.01 136 115 1.23
2568 Nicnl -3.86 1.70 -1.25 1.04 -1.33 -1.13 1.20 119 1.31 1.23
2569 Amt -2.05 -1.47 1.01 -1.01 1.00 -1.64 136 -1.65 -1.26 1.41
2570 Lamb2 -1.33 -1.33 -1.13 -1.10 -2.06 1.02 -1.23 -1.28 -1.33
2571 Prkar2a 2.58 -1.78 1.01 -1.01 -154 -1.30 -1.30 -1.27 -1.42 -127
2572 Cdc25a 351 -1.21 122 -1.02 1.21 1.19 -110 -1.30 -1.04 -1.40
2573 Smarccl 2.09 19 -1.45 -1.49 -1:39 1.23 1.01 -1.42 1.08 1.07
2574 Kif9 2.92 -1.20 -1.22 -1.03 -1.22 1.59 1.09 1.09 1.16 -1.02
2575 Prss50 1.10 1.75 -1.06 1.01 1.7 117 2.08 1.30 1.71 1.76
2576 Susdb -1.03 -1.32 -1.20 -1.09 113 1.36 1.27 2.23 113 1.35
2577 Exog 111 -1.04 1.13 -1.11 -2.01 1.00, -1.20 1.30 1.16 -1.12
2578 Ttc2la 1.44 1.18 133 1.04 2.29 -1.43 -151 1.46 1.03 1.30
2579 Mobp 1.25 1.24 1.07 1.15 1.20 1.30 1.61 2.37 1.25 1.29
2580 Debl -1.00 3.40 -1.47 1.06 -1.10 -1.64 1.01 -113 -1.20 -119
2581 1700048020Rik -2.02 -1.02 -2.13 -1.42 -1.39 -1.11 -1.07 1.06 1.07 1.07
2582 Kif15 5.07 1.23 2.81 1.81 1.43 3.4 -1.34 1.58 -1.24 -1.11
2583 Exosc7 2.24 151 111 1.42 1.16 -1.18 -1.05 1.19 1.27 1.13
2584 Clec3b 1.20 132 -1.32 -1.13 1.06 -3.80 -1.60 ~1.44 -1.60 -2.79
2585 Limd1 -155 -1.00 -133 1.05 -1.45 -2.49 -1.05 -1.44 -1.26 -1.25
2586 Aasdhppt 2.10 1.75 1.05 -1.20 -2.05 1.09 -115 1.15 -113 1.17
2587 Mmp1lb 2.74 1.36 -1.76 1.33 -1.02 -1.20 -154 -1.10 -1.00 -1.70
2588 Arhgapd?2 -2.02 -1.06 1.01 1.06 1.70 1.10 1.1 1.24 1.07 1.02
2589 Amotl1 -1.07 -1.27 -1.13 -1.01 1.43 -2.30 -1.21 -1.53 -1.15 -1.40
2590 1700012B09Rik 1.33 2.01 1.61 1.10 123 1.21 1.09 -1.00 -1.21 -1.18
2591 Ankrd49 2.00 152 1.07 111 -1.04 -1.08 1.3 111 1.04 -1.10
2592 Panx1 2.14 1.02 123 1.08 -1.03 1.16 1.07 -1.10 1.24 1.20
2593 4931406C07Rik -2.06 -1.29 -1.19 1.09 1.03 -1.31 1.04 -1.16 -1 -1.05
2594 Cep295 2.45 -1.60 1.08 1.06 1.02 1.49 120 158 -1.00 1.30
2595 Naalad2 -2.07 -1.09 114 1.46 -1.14 -1.59 -1.00 -1.06 1.50 1.16
2596 Olfr828 1.16 1.06 -1.50 1.03 -1.41 1.32 1.24 2.60 1.40 1.41
2597 Olfr862 1.80 -1.11 -129 -152 -1.04 1.65 1.51 1.62 2.05 1.23
2598 Zfp266 -2.01 -1.04 1.04 1.04 -1.12 -1.10 1.08 1.05 1.23 113
2599 Dnmt] 6 -1.09 1.73 1.09 1.49 1.99 -1.16 1.08 -1.07 -1.07
2600 Fdx1 3.00 -1.18 1.79 -1.07 1,10 1.30 -2.02 -1.26 -1.31 -1.14




No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
2607 Yipf2 =763 .36 T.26 T43 22 =155 =118 .18 27 153
2602 Spc24 2.86 2.02 1.96 1.47 1.32 2.60 1.40 1.97 117 134
2603 Tmem205 -2.92 1.87 -1.76 -1.13 -1.60 -1.42 -1.13 -1.32 -1.30 -150
2604 Ccdcl51 -1.66 =111 -1.37 -1.00 -1.24 1.70 1.23 1.23 1.26 2.04
2605 1810064F22Rik -1.78 1.08 -2.31 -1.88 -1.78 -1.04 1.16 112 118 -1.01
2606 Anin 4.05 1.01 2.26 1.4 134 -1.60 1.98 -157 1.10
2607 Dpy19l1 1.14 1.47 1.21 -1.01 1.21 1.19 112 1.21 -1.11
2608 Glb112 7.02 -1.12 111 -1.02 -1.15 -2.14 1.23 -1.08 -1.74 -1.24
2609 Jam3 133 -113 1.02 -1.10 -2.96 -1.05 -1.05 1,71 1.76 1.01
2610 Tmem45b -1.73 -117 -1.19 -1.03 1.05 -158 -2.09 -1.47 -1.29 -1.06
2611 Tirap 2.20 -1.44 1.04 -1.12 -1.22 1.74 -1.22 1.34 -1.40 -1.07
2612 Gm17365 1.80 1.95 1337 1.35 1.19 1,56 2.14 1.67 1.10 1.20
2613 9230110F15Rik -1.12 -1.02 -1.16 -1.19 -1.00 -1.48 2.01 1.50 119 1.05
2614 Chekl 0 1.72 2.06 1.33 1.55 1.83 1.12 1.29 1.07 1.25
2615 Pknox2 ~4.30 -1.22 -1.10 -1.28 -1.40 -3.44 1.06 112 1.07 -1.01
2616 Slc37a2 -1.85 -1.20 -1.04 -1.91 -1:33 2.93 -1.04 117 1.44 1.32
2617 Spal7 -2:65 1.22 -1.61 -1.42 -1.26 -1.22 -1.01 1.38 1.23 -1.06
2618 OIfr891 -2.13 -111 -1.07 -1.01 -1.04 -1.02 1.53 1.16 2.66 117
2619 OIfr916 -1.22 -1.56 -1.72 -1.52 -1.23 1.35 1.65 231 132 163
2620 OIfr918 -137 -1.45 -1.50 -1.39 -115 -1.29 -1.37 =211 -1.50 -1.62
2621 OIfr936 1.05 1.10 1.69 -1.06 -1.11 -2.38 224 -1.78 -2.82 275
2622 Olfr947-ps1 1.18 1.03 -1.13 1.58 1.09 1.32 2.30 1.71 117 153
2623 Crtam 1.34 114 1.38 1.00 1.23 1.06 2.04 1.16 1.41 -1.10
2624 Scbd 1.07 -1.22 -1.07 1.16 -1.04 2.30 1.08 1.09 1.06 1.33
2625 Tmem136 -1.05 -1.41 1.1 1.03 -1.29 1.65 118 2.01 1.47 130
2626 Oaf m?F 1.33 1.28 1.41 1.02 1.47 1.45 1.23 1.46 1.43
2627 Trappcd 1. 1.03 -1.18 -1.05 234 -1.06 -1.10 -1.00 1.05 -1.07
2628 Up -2.14 1,55 -1.34 -1.45 -1.89 -1.45 -135 1.47 -1.41 1.02
2629 Atpbl -1.16 2.24 -1.24 -1.04 -1.24 -1.04 1.50 113 1.13 1.23
2630 Tmprssd -1.23 -1.84 -1.63 -1.53 -1.46 1.37 2.03 2.27 1.76 1.42
2631 Sidt2 -1.05 -2.00 -1.05 -1.39 -1.21 1.03 1.05 154 -1.02 1.21
2632 Rexo2 2.43 -1.20 -1.10 -1.08 -2.07 134 1.04 1.74 -1.07 -1.16
2633 Htr3b -1.01 1.02 -1.05 1.20 218 1.30 1.23 1.35 -1.16 1,11
2634 Ncam! ~1.41 -117 -1.07 -1.05 -2.10 -112 ~1.40 -1.06 -1.31
2635 Pts -2, 1.44 -1.40 -1.12 -1.70 -1.67 1.06 -1.13 -1.25 -1.42
2636 Sdhd 1.69 1.64 -1.11 1.18 =217 1.25 -1.23 117 1.05 1.08
2637 Dixdc] -2.50 -1.99 -1.33 -1.11 -2.07 -158 -121 -1.31 -1.19 -1.42
2638 Layn 2.46 1.01 1.13 1.15 112 1.74 -1.26 -1.09 -1.07 1.09
2639 4833427G06Rik 1.81 -1.04 2.46 1.23 1.79 315 1.62 1.44 2.02 2.34
2640 Zc3h12c 3.22 1.1 1.60 1.69 1.05 1.85 -1.02 1.01 .11 1.26
2641 Ddx10 2.15 -1.32 1.05 -1.02 1.02 1.44 1.09 1.26 -1.08 138
2642 Cyp19aT -2.14 -1 -1.52 -1.31 -1.42 1.29 1.69 122 1.02 1.42
2643 Cib2 -2557 1.34 -1.16 -1.07 -1.45 -1.09 1.05 128 1.44 1.73
2644 \Wdr61 1.73 2.00 1.32 1.32 -1.22 1.37 -1.01 1.40 1.23 1.37
2645 Chmbd -1.35 -1.35 214 -1.42 -1.28 -132 -1.14 ~1.46 -1.25 1.08
2646 Tspan3 -1.50 -1.19 -1.15 1.00 -1.69 -2.34 -1.02 -1.14 -1.10 -1.29
2647 Snx33 2148 -1.56 -1.19 -1.16 1.10 1.38 -1.01 -1.01 1.10 1.12
2648 Ppcdc -2.36 -1.23 -113 -1.04 -1.12 -1.83 -1.24 -1.12 -1.15 -1.29
2649 Mpi 248 -1.23 157 -1.08 -1.30 1.20 1.17 1.36 1.16 1.02
2650 Islr 0 -1.34 -123 -1.04 -1.24 -2.86 -1.12 -1.10 1.09 -1.16
2651 Pml ] -122 1.09 1.03 -1.03 213 -1.03 1.32 -1.02 1.21
2652 Loxl1 =381 -158 -1.38 -1.32 -1.08 2.5 -1.08 -1.01 1.07 -1.17
2653 Tbcld21 -1.49 1.21 -1.22 -1.32 -1.04 -2.02 -1.98 -1.43 -1.77 -1.76
2654 Neo' 2.06 -1.56 -1.00 -1.09 -1.17 1.37 1.20 -1.06 -1.24 -1.21
2655 Arih1 1.16 2.19 -1.01 -1.02 -1.19 1.27 1.66 1.70 1.09 1.21
2656 Lrrcd9 -2.21 -1.33 -1.23 1.18 1.08 2.87 1.82 1.68 1.45 153
2657 Kif23 3.29 1.24 2.14 1.36 1.24 5.9 ~1.61 1.96 234 1.36
2658 Glce 2.20 -1.02 1.08 111 -1.01 1.47 1.30 1.06 1.09 1.08
2659 Igch 2.01 1.70 1.32 1.33 1.30 -1.23 1,10 -1.02 -1.15 -1.02
2660 Smad3 243 -152 -151 -1.28 -115 -2.21 -1.03 -1.09 1.06 1.09
2661 Smad6 -2.30 2.62 1.75 1,71 -1.23 -159 1.23 1.43 -1.25 -1.16
2662 Map2k1 211 -1.10 -1.09 -1.15 1.04 1.44 -1.01 1.05 1.12 1.18
2663 Dis3l 1.16 -1.10 -1.23 1.12 272 2.79 1.25 1.03 1.10 -1.11
2664 Kbtbd13 1.45 244 1.52 1.56 1.51 1.30 -1.14 -1.02 1.03 1.25
2665 Plekho? 2.74 -1.21 123 1.22 -1.05 1.20 1.54 177 1.66
2666 Gm10144 -1.38 2.49 -1.03 -1.27 1.22 1.14 1.73 -1.15 1.58 1.42
2667 Tripd -2.38 -1.08 -1.54 -1.20 -1.43 -1.17 1.23 1.18 133 -1.04
2668 Aphlb -2.78 1.25 -1.12 1.15 -1.31 -1.38 -1.12 -1.12 1.06 -1.35
2669 Ccnb2 1.36 1.59 2.26 1.42 1.25 -1.04 1.78 -1.88 1.28
2670 Fam63b -3.63 -1.26 -1.06 1.04 -114 1.1/ 1.09 1.16 1.35 1.41
2671 Pigb -1.01 -2149 1.20 -1.07 -1.50 -1.67 -1.39 111 -1.03 -1.35
2672 Mapk6 4.43 -1.62 -1.12 -1.22 -1.64 212 -1.29 -1.30 1.46 1.03
2673 Tinag -1.66 -1.62 -1.52 -1.47 -1.38 -3.18 1.38 1.01 1.19 -1.13
2674 Gsta2 -1.38 -1.47 -161 -1.40 -1.03 -1.00 -1.26 1.09 2.35 -1.15
2675 Mb21d1 A 12 211 1.15 -1.30 1.36 -136 1.08 -1.13 -1.30
2676 Slc17a5 -132 1,50 -1.22 -1.00 -2.86 1.03 -1.09 1.15 -1.29 -127
2677 Cox7a2 -1.72 211 -117 -1.05 -1.17 -1.24 1.15 -1.03 1.74 -1.03
2678 Tmem30a -2156 -1.15 -1.24 -1.08 -1.22 -1.26 1.09 1.02 -1.08 -1.25
2679 Phip -2.02 -1.05 114 1.08 1.07 -1.32 1.30 -1.17 112 -1.02
2680 Hmgn3 -2.07 1.34 -1.26 -1.00 1.05 -2.40 -1.07 -1.44 -1.07 -1.26
2681 Fam46a 1.06 1.31 1.02 1.42 -1.45 -1.64 -1.42 -1.32 -1.80 -2.05
2682 Ube2chp 3.12 1.86 1.02 1.15 -159 1.13 -1.15 -1.65 1.09 -1.18
2683 Tbx1 =3¥i -1.03 1.18 1.23 1.06 1.19 -1.16 -1.02 1.07 1.26
2684 Mihfs| -2.10 1.48 -1.40 1.20 -1.05 -1.26 -1.08 -113 -1.25 -1.07
2685 Bcl2ald 1.09 2.27 -1.04 -1.15 1.17 -1.10 1.01 1.29 -1.07 -1.04
2686 1190002N15Rik i 127 -1.58 -1.29 -1.39 -2.93 1.02 -1.24 -1.18 -127
2687 Chst2 2. 1.26 -1.07 -1.15 -1.39 -2.23 -130 -1.44 -1.27 -1.79
2688 Atp1b3 271 1.04 1.1 1.01 1.08 1.74 1.08 1.21 117 1.19
2689 Rasa2 217 1.16 -1.13 1.02 -1.01 113 1.28 -1.01 -1.07 -1.02
2690 Zbth38 2.41 -1.26 1.20 1.31 1.08 -1.12 ~1.24 1.04 -1.06 -1.05
2691 Pxylp1 2.93 1.21 1.65 111 1.32 2.47 -1.20 1.32 1.08 1.74
2692 Mrps22 2.32 2.06 1.47 1.59 -1.02 1.23 -111 142 1.40 -1.26
2693 Mras 1.12 1.25 -1.15 -1.05 -2.27 1.30 1.01 1.24 1.14 -135
2694 Pocb -2.16 -113 -113 1.14 -1.41 ~157 1.04 1.07 112 -1.07
2695 Ppp2r3a 273 -1.04 1.01 113 -1.06 -1.23 1.10 -1.28 -1.06 -1.08
2696 Cdv3 322 1.05 1.21 1.06 1.26 1.1 1.04 -1.12 -1.10 -1.30
2697 Col6ad -2.10 -1.47 -1.60 -1.45 -151 -1.21 1.00 -1.62 -137 -1.15
2698 Manf 2.04 -1.16 -1.11 -1.14 -1.20 -1.10 1.01 1.07 1.03 -1.22
2699 Sema3b -2.54 -1.22 -1.74 -1.37 -1.96 -1.65 1.30 -1.06 1.05 -1.08
2700_SIc38a3 1.62 174 127 212 1.86 -1.15 1.09 -1.12 -1.01 1.05
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No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
270T Sema3f q? 1.04 1.06 1.02 1.05 -2.43 -1.22 1.06 -T.19 -1.29
2702 Dagl —2. -1.62 -1.05 -1.06 -1.74 -1.62 -1.18 -1.19 -1.09 -1.23
Tcta . -1.03 -1.29 -1.17 -2.58 -1.49 -1.17 -1.22 -1.60 -1.76
Ndufaf3 1.55 -1.27 1.22 -2.35 1.00 -1.03 -1.07 1.23 1.16
Wdr6 -1.42 1.10 ™ 1.34 -1.30 1.05 -1 1.20 1.20
Tma7 2.06 -1.05 1.09 1.10 -1.25 -1.06 -1.24 -1.12 -1.21
Ptpn23 . -1.15 1.02 -1.02 2.73 1.09 -1.11 -1.01 1.00 1.02
4921528107Rik d -2.10 -1.43 -1.50 -1.33 2.48 3.88 1.99 217 1.81
Gpd1l 1.23 1.09 1.1 -1.23 -1.45 -1.70 -2.12 -1.30 -1.71
Rps27rt . 2.09 -1.05 1.13 1.05 -1.22 1.09 -1.10 -1.06 -1.10
Rbms3 X -1.26 -1.26 1.04 -1.28 -2.18 -1.03 -1.06 -1.13 -1.26
Cmc1 . 1.34 -1.49 -1.09 1.17 1.18 1.09 1.02 1.21 1.12
Oxsr1 2.2 -1.19 1.31 1.28 1.34 -1.06 -1.33 1.02 1.01 -1.39
Csmp1 -1.22 1.06 -1.17 -1.07 1.62 1.84 2.52 1.12 1.01
Ulk4 -1.31 -1.08 -1.66 -1.26 -1.32 1.15 -1.63 -1.18 -1.57
Higd1a 2.18 1.08 1.10 1.09 1.12 -1.40 -1.29 -1.25 -1.60
Lztfl1 1.27 -1.21 -1.15 -1.27 -1.28 -1.11 -1.14 1.23 1.18
2010315B03Rik 1.18 -1.21 1.07 1.16 -1.14 -1.17 -1.17 -1.11 1.13
Gm21836 1.32 -1.08 -1.71 -1.65 -1.06 -3.46 -1.94 1.49 -1.37
Belol 1.03 1.11 1.16 1.82 1.36 1.25 1.03 1.11 1.04
Cepgl -2.07 -1.36 -1.19 1.02 1.1 -1.09 1.07 1.12 1.20
1118032A03R\k 11 -1.41 1.02 -1.08 -1.48 -1.03 -1.19 1.11 -1.04
Snx14 1.06 -1.09 -1.04 -1.25 -1.48 -1.01 -1.27 -1.12 -1.28
Srprb -1.04 1.20 -1.03 -1.74 -1.55 -1.21 -1.43 -1.45 -1.43
Gm21950 -1.06 1.39 -1.12 112 -1.51 -1.80 -2.39 -2.10 -1.87
Gm10922 00 1.22 1.69 1.92 1.35 -2.07 -1.12 -1.70 -1.22
Gm14374 1.49 -1.05 1.04 2.58 1.38 1.38 1.02 1.08 1.25
Nudt11 1.04 -1.09 1.62 1.16 -1.02 217 1.22 1.23 1.36
Shroom4 -2.36 -1.35 1.16 -1.39 -2.81 -1.01 1.31 1.51 -1.09
kap4 1.26 -1.25 1.49 -1.35 1.15 -1.60 -2.43 -1.38 -1.34
Kend1 -1.79 -1.46 -1.45 -1.27 117 -1.08 1.28 1.01 1.39
Slc3ba2 -1.34 -1.31 -1.48 -2.72 -1.35 -1.48 -1.05 1.09 -1.34
Lancl3 -1.79 -1.29 -1.09 -1.63 -2.07 1.25 -1.25 1.33 -1.46
Nyx -1.36 -1.59 -1.69 -1.76 -1.18 -1.32 -1.06 1.09 -1.42
Gpr34 -1.38 -1.67 -2.60 -2.25 -1.08 1.13 1.20 -1.21 -1.17
Gpr82 2.12 1.45 1.35 -1.08 1.34 -1.03 1.77 1.76 1.35
Gmb5382 . -1.35 -1.71 -1.25 -1.58 -1.08 -1.26 -1.10 1.31 1.21
Kdm6a § -1.41 -1.08 -1.26 -1.57 -1.19 -1.10 1.05 1.06 ™
Usp11 § -1.25 -1.18 1.1 -1.44 -1.42 -1.14 -1.08 1.14 1.14
Timp1 1.46 1.44 1.11 -1.56 2.22 -1.13 1.06 1.09 1.08
Gm10486 2.27 -1.27 -1.13 -1.11 -1.07 1.43 1.08 1.19 1.31
Gm21447 -1.75 1.07 -1.11 1.00 2.01 1.41 1.28 -1.57 -1.06
Gm10921 1.47 1.52 1.62 2.34 1.20 1.22 1.37 1.39 1.11
Gm21657 -1.75 1.07 -1.11 1.00 2.01 1.41 1.28 -1.57 -1.06
Gm21789 1.35 1.67 1.59 2.34 1.26 1.42 2.15 1.15 -1.04
Gm2854 1.03 -1.10 1.04 2.20 -1.15 1.01 -1.01 1.17 -1.35
Gm2927 1.28 1.01 -1.33 1.31 1.02 -2.02 -1.28 -2.30 -1.47
Gm21699 1.18 -1.23 .15 1.95 2.27 -1.03 1.13 1.64 1.74
Gm10486 .50 -1.30 -1.05 -1.09 -1.08 1.33 1.12 1.10 1.15
1113ral .86 1.84 1.37 -1.12 8.14 1.37 1.73 1.19 1.29
Lonrf3 .26 1.15 -1.68 2.20 -1.47 -1.20 -1.19 -1.76 -1.18
Slc25ab 13 1.26 1.24 -1.16 1.06 1.09 1.19 -1.04 1.17
Rhox3a 13 -1.01 1.16 1.07 -1.15 1.10 2.1 1.12 1.36
Rhox3a2 .01 -1.16 1.20 -1.24 1.02 1.06 2.12 1.07 1.48
Atp1b4 35 2.15 1.24 1.75 1.29 1.10 1.74 1.37 1.78
6030498E09Rik 1.02 -1.33 -1.21 1.39 1.33 -1.01 1.79 2.37 1.30
Cypt15 1.02 1.88 1.41 117 -1.18 -1.48 -1.30 1.25 -1.02
1.03 -1.24 1.10 -1.72 -1.20 1.06 -1.02 -1.35 -1.82
-1.81 -1.06 -1.05 -1.33 1.45 1.06 1.15 1.26 1.26
-1.39 -1.63 -1.36 -2.05 -3.94 -1.18 -1.52 1.00 -1.13
-1.11 1.20 1.11 -1.16 1.19 -1.06 1.05 -1.18 -1.14
-1.22 1.13 -1.01 -1.03 1.55 1.09 1.38 1.51 1.18
1.50 -1.02 -1.10 -1.44 1.07 -1.06 -1.00 -1.00 1.04
2.59 -1.27 -1.14 1.14 -1.56 1.04 -1.24 1.30 1.06
.80 -1.54 -1.28 1.17 -1.35 1.18 -1.10 1.49 112
Nl -1.48 -1.35 1.06 -1.31 1.16 -1.07 1.49 1.12
Ny -1.48 -1.35 1.06 -1.31 1.16 -1.07 1.49 1.12
.80 -1.23 -1.19 1.36 -1.38 2.00 -1.10 1.43 1.12
135 1.19 1.52 1.69 -1.32 1.79 -1.03 1.24 1.51
Gm16404 .53 152 2.10 2.08 -1.10 1.51 1.39 1.14 1.14
3830403N18Rik 2,51 -1.04 1.05 1.01 1.03 1.21 -1.04 1.06 -1.06
Ddx26b -1.67 -1.29 -1.26 1.01 -1.44 -1.11 -1.16 1.07 -1.23
C230004F18Rik 1.58 -1.03 1.12 2.02 1.13 -1.47 1.07 1.69 1.19
4933402E13Rik 1.41 1.13 -1.35 -1.05 1.27 1.61 1.33 2.18 1.65
Fmr1 -1.28 1.48 1.12 -1.19 3.16 1.06 1.28 1.13 1.04
Aff2 -1.41 -1.30 -2.16 -1.29 -1.21 1.19 1.14 1.15 1.21
1110012L19Rik 2.20 -1.30 -1.17 -1.36 -1.08 -1.02 -1.01 1.01 -1.19
Mamld1 -1.18 1.13 1.19 1.18 -1.27 1.04 1.21 1.02 -1.14
Gabrq 1.01 -1.25 -1.08 112 1.30 1.26 2.1 1.37 1.61
Nsdhl -1.45 1.15 1.06 -1.24 2.01 -1.10 1.30 1.00 1.29
Pnma3 1.30 1.23 1.48 212 1.15 1.06 -1.57 -1.22 -1.30
XIr3b 1.26 -1.31 -1.11 1.06 1.04 -1.31 -1.05 1.08 1.08
Xlrdb 3.34 1.90 1.96 238 1.10 -1.72 1.09 -1.60 -1.72
Dusp9 -1.31 1.42 1.27 -1.08 1.12 1.07 1.24 -1.15 -1.09
-1.53 -1.09 1.24 1.10 -1.66 -1.10 -1.10 -1.13 -1.16
1.28 1.87 -1.08 -1.12 1.83 1.00 1.14 1.20 1.35
2.06 -1.29 -1.13 112 1.05 1.21 1.67 -1.22 1.14
-1.10 -1.39 -1.33 -1.06 -1.04 -1.08 -1.16 -1.59 1.32
1.70 1.42 2.10 1.81 -1.14 -1.02 -1.88 -1.39 -1.84
-1.23 -1.21 -1.05 -1.29 -1.27 -1.12 -1.01 -1.15 -2.01
-1.30 -1.07 -1.03 -1.41 1.67 -1.10 1.03 1.00 -1.05
-1.73 -2.61 -2.26 -2.05 -1.67 1.00 1.09 1.05 1.19
-1.41 -1.03 1.03 -1.12 -1.07 2.02 1.49 1.20 1.53
1.50 -1.25 1.21 1.11 1.33 1.15 1.31 1.30 1.57
-1.04 1.12 -1.21 -1.02 -1.20 .06 2.04 -1.17 -1.06
1 2219 1 9912 1 8% 1 006 4.19 *10563 1 756 -1 833 46365

-1 -1 1 -1.01 -llg- 1 =11 1.1 1

5 -1.10 1.08 -1.34 1. 1.08 -1.44 -1.35 -1.04
-2.06 -1.61 -1.39 -1.12 -1.13 1.24 1.37 1.57 1.62 1.20
Dmriclb 1.37 1.37 1.12 1.72 2.91 -1.25 -1.31 1.01 —1.51 -1.40




No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
2807 DmrtcTc2 -1.62 -T.13 -1.12 -1.03 -1.06 =3.33 -1.50 -1.18 -1.84 -129
2802 Mageel -2.10 -1.68 1.07 -1.09 -1.09 -1.29 -1.64 -1.03 -1.10 -1.19
2803 Cox/b 1.10 2.10 1.05 1.10 112 -1.03 1.25 1.04 1.13 1.18
2804 Atp7a -2.01 -1.07 -1.26 -1.01 1.08 1.17 1.23 -1.46 -1.06 -1.04
2805 Pgk1 2.15 1.42 1.37 1.32 -1.02 2.71 1.05 1.33 11 1.58
2806 Lpard -2.65 1.23 1.16 1.29 1.08 -2.67 1.17 1.06 1.01 -1.14
2807 AB30033H20Rik -1.23 2.31 1.44 1.09 1.16 2.37 1.08 -1.12 1.23 1.33
2808 Gpr174 -1.47 1.69 -1.62 1.14 1.06 -2.41 -1.73 -1.26 -2.13 -1.35
2809 Tbx22 1.05 1.19 -1.63 -1.13 =213 1.83 1.42 1.01 -1.05 -1.04
2810 Tex16 -1.37 -2.11 -1.36 -1.77 -2.05 -1.62 1.44 -2.11 -1.38 -1.90
2811 Cldn34c2 6 1.84 -1.08 1.22 -1.12 -1.97 1.12 -1.03 1.11 -1.08
2812 Cldn34c3 1.51 -1.34 -1.25 -1.58 -1.87 1.04 1.01 1.17 1.08
2813 Gmb945 =3. 1.32 -1.38 -1.05 -2.02 -1.39 1.48 1.12 1.28 1.44
2814 Srpx2 =217 -1.74 -1.96 -1.59 -1.34 -1.67 -1.26 -1.52 1.31 1.25
2815 Cstf2 2.48 -1.08 1.04 -1.31 -1.51 1.32 1.01 -1.00 -1.01 1.08
2816 Tmem35 -1.39 -1.76 -2.00 -1.21 -1.31 1.44 1.57 1.73 1.33 1.24
2817 Cenpi 1.41 1.93 1.30 -1.07 3.68 -1.22 1.42 -1.42 1.41
2818 Armex1 -2.06 -1.13 1.07 1.12 1.18 1.06 1.07 1.10 1.21 1.10
2819 Armcx3 -2.74 -1.45 -1.37 -1.22 -1.39 -1.11 -1.01 -1.20 1.00 1.07
2820 Zcchc18 -1.49 -1.77 -1.64 1.11 -1.63 1.29 1.31 -1.03 2.05 1.32
2821 Nrk -1.03 1.32 -1.20 1.05 -1.07 1.562 1.70 2.38 2.21 1.85
2822 4930513006Rik 2.07 1.13 1.16 -1.04 1.56 -1.03 1.23 1.06 1.03 -1.20
2823 4933428MO9Rik 1.43 2.03 1.44 1.37 1.95 1.60 1.84 1.28 2.08 1.43
2824 Mum1l1 -2.23 -1.28 -1.16 -1.01 -1.22 -1.73 1.77 -1.04 1.56 -1
2825 Prpsi 2.33 1.00 1.19 1.13 -1.46 1.64 1.18 1.12 1.13 1.24
2826 Coldab -2.22 1.29 1.01 -1.10 1.60 -1.27 1.36 -1.28 -1.17 -1.01
2827 Tmem164 -3.24 1.57 -1.59 -1.04 -1.31 -1.83 1.27 -1.14 1.74 1.38
2828 Alg13 2.98 1.74 1.58 1.52 -1.42 1.42 -1.66 1.09 -1.02 1.17
2829 Phf8 -1.68 -2.09 -1.05 1.00 -1.08 -1.08 1.09 1.15 -1.01 1.03
2830 KIf8 1.47 1.64 2.24 1.96 1.81 -1.78 -1.05 -1.42 -1.29 -1.39
2831 Spin2c -1.80 -2.42 -1.61 1.04 -1.14 1.42 1.38 1.77 1.47 1.40
2832 Samt4 1.72 -1.02 1.50 1.50 1.86 -2.36 -1.03 -1.03 -1.64 -1.07
2833 Smpx 1.46 2.30 1.76 1.04 1.73 -1.10 -1.34 -1.80 -1.56 -1.07
2834 Scml2 =3109 -2.49 -1.47 -1.77 -1.65 1.05 -1.35 -1.45 -1.04 1.09
2835 Apls2 1.81 -1.11 -1.12 -1.11 -1.37 1.52 -2.11 -1.49 -1.23 -1.69
2836 Figf -2.33 -1.40 -1.16 1.18 112 1.17 1.03 -1.22 -1.25 -1.36
2837 Piga 2.23 1.05 1.15 1.29 -1.02 2.01 -1.09 -1.09 -1.08 -1.44
2838 Fanch 451 1.24 1.31 1.09 1.02 1.72 1.59 1.39 -1.00 1.27
2839 Mid1 =2.77 -1.70 -1.47 -1.20 -1.20 -2.81 -1.51 -1.40 1.01 -1.48
2840 Gm21887 2.08 -1.59 11 -1.10 1.09 1.45 1.09 1.12 1.20 1.27
2841 Gm21951 1.01 1.59 1.22 1.72 1.95 -1.23 -2.35 -1.50 -1.70 -1.44
2842 Gm10921 -1.03 1.91 1.54 1.89 211 -1.05 -1.30 -1.08 -1.10 -1.53
2843 Bmp15 -2.32 -1.45 -1.55 -1.62 -1.24 -1.76 1.01 -1.04 -1.03 -1.01
2844 Glod5 2.1 1.76 -1.01 1.23 1.16 -1.34 1.47 1.13 1.40 1.07
2845 Suv39h1 4.63 -1.26 1.64 1.30 =2135) 2.03 -1.26 1.19 -1.27 -1.12
2846 Ebp -1.38 1.28 1.03 1.05 -1.54 2.62 -1.11 1.25 1.05 1.10
2847 Porcn -1.74 -1.34 1.07 1.15 -1.23 3.00 1.08 1.19 1.02 1.00
2848 Gmb5132 1.98 -1.06 -1.11 1.12 -1.12 2.42 1.31 1.14 1.32 1.85
2849 Cas -2.25 -1.35 -1.09 -1.16 -1.07 1.10 1.14 1.09 1.14 1.17
2850 Zfp182 -2.25 -1.02 -1.27 -1.11 -1.21 -1.41 1.27 -1.50 -1.34 -1.24
2851 Zfp300 -2.34 -1.76 -1.35 -1.07 -1.57 -1.11 1.29 -1.13 -1.13 -1.06
2852 4930453H23Rik 1.56 1.22 -1.01 1.44 1.24 -1.63 -1.90 -1.50 -2.19 -1.94
2853 Gmb934 -2.27 1.76 -1.40 -1.38 -1.47 -1.64 -1.62 -1.32 -1.15 -1.35
2854 Gmb5169 -1.19 2.35 -1.02 1.18 1.09 1.24 1.26 1.20 1.32 1.23
2855 Gm1993 -1.01 3.08 1.20 1.13 -1.42 1.20 -1.23 1.30 1.12 1.02
2856 Gm2012 -1.44 2.00 1.02 1.40 1.13 1.06 1.20 1.18 -1.12 1.50
2857 Slx -1.80 1.09 -1.78 -1.19 -2.90 -1.56 1.22 -1.15 -1.05 -1.14
2858 Gm6121 -1.57 2.04 -1.08 1.32 1.14 -1.36 -1.17 -1.07 -1.15 -1.01
2859 Gm10230 -2.21 1.96 -1.43 -1.16 -1.15 -1.03 1.39 1.18 1.08 -1.03
2860 Gm14632 -2.11 1.84 -1.38 -1.11 -1 -1.18 1.39 1.19 1.08 -1.03
2861 Gm4836 -2.03 2.10 -1.21 1.23 -1.05 1.02 1.17 1.16 1.17 1.08
2862 Gm10488 -2.06 1.86 -1.37 -1.11 -1.12 -1.22 1.34 1.19 1.04 1.08
2863 Gm21883 1.32 1.57 1.80 2.04 2.59 1.19 1.55 2.24 1.45 1.20
2864 Gm21608 -1.01 1.48 1.00 1.08 -1.28 -2.77 -1.68 -2.24 -3.87 -2.12
2865 Gm14346 1.40 1.83 1.40 1.88 2.28 1.06 1.16 1.62 1.09 1.03
2866 Nkrf 2.65 1.03 -1.1 -1.81 1.06 -1.03 -1.58 -1.41 -1.05 1.16
2867 Sept6 -1.58 -1.08 1.03 1.19 -1.26 -1.27 -1.02 1.02 1.04
2868 Rhox2h -1.11 1.20 1.56 1.52 1.28 -1.58 -1.07 -1.21 -2.25 -1.66
2869 Btgl-psi 1.76 -1.62 1.23 -1.01 1.74 -1.56 2.04 1.03 -1.01 1.22
2870 Apin -1.84 -1.63 -1.66 -1.29 -2.17 -1.43 -1.27 -1.47 1.19 -1.04
2871 Zdhhc9 -2.54 -1.68 -1.36 -1.69 -1.20 -1.12 1.22 1.05 1.24 1.16
2872 Mbnl3 3.07 1.41 1.30 1.25 -1 1.24 -1.35 1.12 1.13 -1.13
2873 Gpcd 6.26 -1.23 1.05 -1.04 -1.28 -2.94 1.13 -1.19 1.08 -1.14
2874 Mir322 -1.86 -1.69 -1.15 -1.60 8 -1.90 1.01 -1.29 -1.22
2875 Placl =11 -1.13 1.16 1.16 -1.47 . -1.43 1.32 1.37 1.13
2876 Gm14597 1.01 -1.01 -1.30 1.32 -1.18 -1.20 -1.08 -2.26 -1.76 -1.50
2877 XIr -1.05 2.37 1.26 1.20 1.03 1.04 1.41 1.04 1.24 1.15
2878 Gm773 -1.18 2.86 -1.10 113 -1.19 -1.21 1.99 1.14 1.28 1.41
2879 Gpr101 -1.01 2.08 1.13 1.06 2.05 -1.44 -1.29 -1.42 -1.31 -1.19
2880 Atplic -2.39 -1.19 -1.21 -1.16 1.07 -1.87 1.20 -1.33 -1.1 -1.18
2881 4930447F04Rik -1.07 2.06 1.04 1.78 1.17 1.51 1.35 -1.07 -1.11 -1.10
2882 BC023829 -1.23 -1.41 -1.07 1.01 -3.21 1.04 1.29 1.39 1.03 1.04
2883 Cetn2 -1.55 2.04 -1.09 -1.03 -1.35 -1.19 -1.29 1.02 1.26 1.09
2884 Spin2d -1.17 1.04 -1.06 -1.39 1.28 -1.11 -1.61 -1.57 -1.62 -2.24
2885 Xlrdc 1.29 1.01 1.45 1.32 1.86 -2.16 -1.61 -1.39 1.01 -1.61
2886 Tex28 -1.01 1.30 1.16 1.32 1.16 1.96 1.26 2.05 1.93 1.39
2887 Gm38425 4 -1.48 -2.02 -1.73 -2.19 -2.16 1.45 -1.09 -1.28 -1.37
2888 Smim9 1.50 -1.19 1.19 -1.09 1.11 -1.43 -1.87 -1.35 -1.62 -2.71
2889 Mtcpl -2.51 -1.47 -1.64 -1.12 -1.25 -1.39 1.46 1.07 1.40 1.10
2890 Rab39b 214 1.21 1.16 1.18 -1.29 -1.01 -1.23 -1.32 -1.22 -1.12
2891 5430402E10Rik -1.25 -1.07 -1.43 1.07 -2.03 -2.39 1.02 -1.00 -1.67 -2.39
2892 Gm14743 . 1.32 -1.02 1.54 1.46 -1.29 -1.11 -2.07 -1.47 -1.54
2893 Gm7173 1.05 1.14 -1.27 -1.09 1.04 1.03 1.07 1.22 1.11
2894 Gk -1.27 -1.04 -1.07 -1.03 1.13 -1.31 -1.15 1.19 -1.09
2895 1700084M14Rik -1.35 -2.22 -1.78 -1.35 1.01 1.35 1.02 1.14 1.13
2896 Magebb 2.10 1.60 1.38 1.34 -1.75 -1.24 -1.59 -2.33 -1.39
2897 Polal 1.64 1.68 1.96 1.13 1.88 1.18 1.14 -1.07 1.01
2898 Pdk3 1.27 1.16 1.09 -2.05 1.03 -1.17 1.20 1.15 1.00
2899 Fam90alb -1.23 1.05 1.68 2.29 1.07 3.69 -1.03 1.30 -1.39
2900 Maged1 -1.10 1.04 1.10 1.04 -1.02 -1.07 1.02 111 1.18
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No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
2907 Spind 77 42 =110 123 =163 =738 =100 .05 722 T.05
2902 ZcAh2 -2.30 1.43 -1.26 1.19 -1.48 -1.51 1.39 1.19 1.04 1.20
2903 Eda2r 2.66 -1.00 1.39 1.06 -1.50 453 1.65 2.08 1.43 1.90
2904 Tex11 1.18 -1.02 1.43 1.04 -1.06 1.19 3.64 1.48 2.05 1.30
2905 Slc7a3 -1.94 -2.04 -1.40 -1.07 -1.28 -1.32 1.10 1.03 =111 1.21
2906 Zmym3 ~4.11 -2.79 -1.31 -1.05 -1.29 -1.65 -1.28 -1.15 -1.04 122
2907 Erccl 5.15 1.41 2.19 1.36 1.25 1.43 -131 -1 1.09 -1.02
2908 Hdac8 -2.12 -1.44 -1.20 1.20 -1.02 1.18 1.02 1.08 1.26 1.26
2909 Dmriclcl -1.51 -1.16 -1.31 -1.26 -1.13 ‘10%- 1.50 1.34 -1.23 -1.14
2910 C77370 -1.15 -2.16 -115 -1.24 1.44 -1.3 -1.11 1.25 1.01 1.12
2911 Cysltrl 1.28 -1.30 -1.43 -1.04 1.29 -1557 -1.37 -1.99 -2.10 -1.42
2912 Poflb -1.73 -1.72 -1.76 -2.25 -1.75 1.28 1.77 1.58 1.61 1.56
2913 Tspan6 1.25 218 1.13 135 -113 -111 1.33 152 1.02 1.06
2914 Nox1 1.20 1.00 1.85 2.09 1.62 -1.18 -1.04 -113 -163 -1.29
2915 Timm8a1 2.28 123 1.25 -131 1.80 1.02 1.29 1.09 1.20
2916 Btk —2.12 -1.64 -1.09 -1.00 -1.16 1.23 2.38 137 1.36 1.31
2917 Gla 2.75 1.1 1.68 1.21 1.25 1.49 159 1.07 1.22
2918 Armcx6 -1.30 1.08 -1.04 113 1.08 -1.03 1.12 2.13 153 115
2919 Tepl1x2 -1.06 -1.12 -1.20 -1.44 -1.07 487 2.24 1.39 1.35 1.79
2920 Nxf3 -2.43 -1.45 -1.49 -1.29 -1.39 -1.20 1.40 -1.30 1.10 -1.01
2921 Tceal5 -1.14 113 1.22 -1.02 1.57 -2.02 -1.96 -1.91 -2.20 -1.48
2922 Tmsb15b2 -1.65 128 -1.09 1.26 1.48 3.01 1.73 1.04 2.82 1.85
2923 Nup62cl -1.06 117 137 2.00 130 1.16 -1.02 -1.06 1.02 -1.12
2924 Tsc22d3 -2.05 1.39 -121 -1.04 -1.07 -1.50 1.02 1.01 1.14 -1.28
2925 Tex13 1.24 1.91 137 1.68 1.95 -2.62 1.00 -1.77 -1.75 -157
2926 Irsd 1.45 127 112 -1.19 1.55 -1.16 171 1.55 1.26 213
2927 Acsld 2.45 1.20 1.41 1.13 1.43 3.05 1.22 1.20 122 1.21
2928 Chrdl1 1.36 -1.06 -1.06 -1.00 -1.13 -1.49 -1.65 -2.00 -1.93 -1.72
2929 Capn6 -1.16 1.01 -1.28 -1.29 -1.20 -1.47 -1.37 -1.02 1.55
2930 Amot -2.99 -1.50 -1.04 -1.26 1.28 -1.12 -1.39 1.09 1.20 -1.01
2931 Maged? -1.26 -1.21 1.08 -4 -2.39 -1.17 -1.01 -1.06 1.10
2932 Tspyl2 q]-—z 8 -1.22 -1.08 -1.17 1.05 -1.15 1.03 -1.10 -1.31 -1.08
2933 Mageh1 -1.41 -1.09 1.03 1.16 125 -1.25 -1.01 -1.10 -2.09 -1.18
2934 Gm10057 -1.71 -1.10 -1.36 -1.07 -1.89 -2.63 -2.68 1.04 -1.49 -1.19
2935 Samtl -1.47 1.04 -1.10 -1.17 -1.02 -2.35 -1.53 1.23 -1.28 -1.24
2936 Samt2 -1.11 -1.02 -1.20 1.28 -1.04 1.79 -1.03 258 1.59 1.64
2937 Cldn34b1 -1.22 -1.17 -1.03 -1.12 1.70 117 1.32 2.02 2.35 1.48
2938 Magea? 1.47 1.65 1.40 1.33 2.16 -1.05 1.03 -1.45 -1.13 1.06
2939 Pdha’l 1.01 1,58 1.07 112 261 157 -1.08 1.13 1.14 1.27
2940 Ppefi 1.95 1.74 1.10 -1.23 1.09 114 -1.69 -1.14 -1.58 -2.40
2941 Carbb -2.07 -1.15 1,52 1.41 -1.04 2.89 -1.22 1.03 1.04 1.05
2942 Siahlb 3.23 1.24 154 1.82 -1.18 1.24 1.06 1.21 -1.05 1.19
2943 Tmsbdx -2.06 170 -1.31 -1.12 -1.32 1.02 129 117 1.09 1.08
2944 Amelx 132 130 1.46 1.15 1.26 -1.98 -1.57 -2.05 -1.29 -1.07
2945 Hees 2.18 120 135 1.25 -1.26 1.15 -1.00 115 1.07 -1.01
2946 Rhox4b 2.05 116 110 -1.02 1.24 -1.02 1.03 133 -1.39 1.21
2947 Rhoxdd 2.05 116 110 -1.02 124 -1.02 1.03 133 -1.39 121
2948 Rhox2c -1.42 -1.03 -1.43 -1.42 -114 -1.39 -1.67 -1.03 -218 -1.43
2949 Gm6377 -111 1.59 1.37 1.26 -1.19 1.92 1.44 1.61 2.09 1.20
2950 Gm15128 -158 116 122 -1.66 -157 =213 -1.25 -259 -1.07 -1.44
2951 Ssxbb -1.29 -1.36 -1.13 -157 1.39 -1.35 -133 1.09 =310 -1:30
2952 Ssxb8 1.70 2.00 1.42 1.14 1,52 1.01 -1.19 117 1.01 -1.01
2953 Uxt 2.00 1.70 1.02 1.10 -1.04 117 1.29 1.04 1.04 1.25
2954 Clgaltic 1.13 2.02 1.00 1.09 -1.23 -1.47 122 1.03 -1.02 -1.02
2955 Slc10a3 353 -1.08 -1.15 1.18 -1.27 -1.36 -1.26 -1.10 -112 -1.46
2956 Gm614 1.62 -1.02 1.48 -1.14 1.23 1.22 2.20 1.24 1.34 1.47
2957 Zmatl -3.08 1.03 -1.17 1.00 1550 -1.36 110 1.07 1.03 -1.04
2958 Gm29142 -1.81 1.29 -1.13 -1.26 -1.36 -2.28 -1.95 -1.60 -2.01 -2.45
2959 Gm20914 -1.14 1.02 -1.39 -1.49 1.06 122 2.19 2.11 154 1.30
2960 Gm21900 1.10 2.10 1.20 1.53 -1.00 -1.32 -1.21 -1.08 -1.19 -1.01
2961 Gm20877 -1.67 -1.45 -188 -156 -2.01 -1.45 1.42 1.03 -1.04 -1.43
2962 Gm21736 -1.08 1.03 1.06 1.01 1.01 1.20 2.14 1.10 -1.01 1.02
2963 Gm20831 1.12 1.04 1.07 1.03 1.43 -1.65 -1.40 -1.31 -1.76 -2.48
2964 Gm20840 -1.34 -1.03 1.30 1.07 1.07 -1.95 -2.12 -1.70 -1.96 -1.23
2965 Gm20871 1.23 1.70 1.45 1.27 2.10 -1.12 -1.32 1.06 -1.36 1.18
2966 Gm21800 -1.18 -2.08 -1.49 -1.01 -1.28 -1.34 -1.12 1.61 1.29 -1.17
2967 Sly -1.10 1.10 -1.08 1.39 2.3 1.01 -1.26 -1.14 -1.35 1.13
2968 Gm20816 1.02 1.23 1.28 1.09 1.25 -1.70 -1.25 -1.37 -2.90 -1.12
2969 Gm20736 -1.30 2.10 117 139 1.70 127 1.62 1.23 1.05 1.39
2970 Gm20736 -1.30 2.13 118 138 159 1.27 1.63 1.23 1.01 1.48
2971 Gm20736 -2.32 111 -1.35 -1.25 112 -1.17 -1.04 -1.05 -155 -1.18
2972 Sly -2.05 -1.05 -117 -1.26 1.22 1.13 1.26 1.27 1.27 1.24
2973 Mid1 -3.22 -1.66 -1.70 -1.42 -1:67 -2.39 -1.59 -1.60 -1.02 -151
2974 Mid1 -3.22 -1.66 -1.70 -1.42 -1.67 -2.39 -159 -1.60 -1.02 -151
2975 Usp9y 1.19 1.41 2.03 -1.07 -1.08 -1.14 -137 -1.33 1.83 -1.34
2976 Rbmy -1.18 1,01 1.16 1.24 1.45 1.29 1.42 2.39 1.93 1.38
2977 Gm20815 1.29 1.33 1.67 1.52 2.23 177 1.19 -1.10 -1.41 1.61
2978 Gm21874 -1.09 154 1.21 1.21 17.19 1.72 2.10 1.06 1.15 1.16
2979 Gm21310 1.19 121 -1.04 -1.04 1.16 -2.01 -1.42 -1.45 -1.36 -1.18
2980 Gm20777 1.70 135 1.20 1.65 1.48 -1.87 -2.16 -1.57 -1.52 1.33
2981 Gm20836 1.04 122 126 1.36 -1.36 1.05 1.06 -1.01 -1.09 2.03
2982 Gm21660 1.04 122 1.26 1.36 -1.36 1.05 1.06 -1.01 -1.09 2.03
2983 Gm21763 2.06 118 2.08 111 1.36 -1.10 -1.15 -1.20 -1.45 1.00
2984 Gm20896 -2.21 -1.16 -150 -1.19 -1.09 -1.28 1.19 -121 -1.02 -1.14
2985 Gm21783 1.45 1.19 1.97 1.21 1.15 -1.49 -2.65 -1.23 -2.42 -1.85
2986 Gm20871 1.56 1.48 172 2.10 2.28 -1.18 -1.03 1.53 -1.23 1.26
2987 Gm20867 1.40 173 1.64 1.53 2.25 -1.18 1.23 -1.09 -1.13 1.07
2988 Gm20816 -1.03 1.31 1.25 -1.05 1.59 -1.79 -1.34 -1.64 -2.38 -1.06
2989 Gm21394 1.52 1.40 1,51 1.37 1.97 -112 -1.43 ~1.61 -1.74 -2.00
2990 LOC100504642 111 1.10 1.28 1.25 2.12 -1.64 -1.49 -1.62 -1.77 -1.37
2991 Sly 1.11 1.41 117 1.64 2.12 -1.04 -1.05 1.42 -1.36 1.14
2992 Gm20736 1.08 -1.07 -1.01 119 1.09 1.35 113 -1.11 -1.13
2993 Mthfdl 1.00 2.29 1.26 1.60 2.63 127 133 110 1.43
2994 Akapi2 ; -133 -1.39 -1.12 -1.17 -1.20 -152 -1.18 -1.54
2995 Vip .11 1.25 -1.29 -1.10 1.26 1.96 1.44 1.32 -117 2.04
2996 Lrp11 1.51 1.19 -1.30 -1.15 -1.29 -2.40 1.54 -122 -1.37 224
2997 Nup43 3.52 1.58 -1.02 1.18 -135 1.70 1.33 1.41 1.78 1.24
2998 Gm10944 1.64 -1.06 -1.03 111 2.62 -157 425 2.03 1.40 1.9
2999 Hivep? 171 -1.12 -1.20 -1.04 -1.19 -1.22 -1.22 -2.34 -1.42 -1.68
3000 Nmbr 1.06 1.08 -1.25 -1.01 111 1.70 1.59 2.26 1.38 111




No. Genes 1D_MT _ 1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT  8D_ABS5 8D_AB1S10 8D_:‘-‘I£10 80_;%320
i =T = = = =176 —T.80 SR SR T, =
3002 9550, 1'629 115486 11'5133 11'4107 2.19 -1.05 -1.13 1.02 -1.52 -1.08
3003 Wiy COD20RK iy 133 2.67 111 1.09 463 -1.58 1.02 -1.33 1.30
588431 "}'Aat;ge 1.06 1.60 1.26 -1.14 168 -2.07 —1.22 _ﬁ; —12.%4 —%%

3 -1 -1 - - -151 -15 -1, ) -1.
3008 pingap18 :g'g? —1'51 —}'gg —1'82 —11(1)8 -1.37 1.01 1.02 -1.05 -1.02
3007 e 1.90 1.58 -1.16 -1.23 232 1.50 -1.47 -1.08 -1.48 1.03
3008 Rocka 1.30 1.81 1.43 1.82 234 133 1.25 1.28 1.06 117
3005 Topnie -2.27 -1.36 -1.32 -1.04 1.04 1.00 -1.05 112 119 1.31
0% oo -3.40 -1.43 -1.33 -1.22 -1.17 -2.04 -1.26 -1.11 -1.24 -1.15
29 Lapra -3.48 -1.12 -1.18 -1.16 -1.64 -3.10 -1.11 -1.27 -1.04 -1.41
05 o 0 -2.45 -214 -1.22 -2.17 -373 1.07 -1.23 1.02 -1.14
W5 s ‘5%-— -1.62 1.07 110 -1.04 1.41 1.26 111 134 1.20
3 vio -1.16 137 -1.15 -1.35 1.11 137 1.42 132 2.47 2.15
18 Mo -2.19 -1.30 -1.18 -121 -1.52 116 1.04 1.08 1.20 -1.00
018 bia” -2.35 1.10 -1.22 1.55 -1.41 -1.55 1.03 -1.23 130 1.19
05 & -353 -1.00 -1.06 1.19 1.12 -2.22 -1.34 -1.44 -1.24 -1.35
58% E?ﬁ?ilﬂ 1.08 -1.29 -1.05 -1.23 1.03 -185 —110915 —11 .1337 —}.(z)z _ﬂ?
y -1 -1 - -1.45 1.04 . . -1, -1,
3019 Prep 2.31 1.59 1.07 1.15 iy 104 il K 1.0 i
00 o _ —11'4010 —21'1050 1:?8 -1.03 _—1.82 -1.00 -1.41 -2.02 -2.39
3955 B -1.07 -1.30 -2.35 -1.69 1.05 -1.27 -1.11 -1.13 -1.12 1.00
3052 BBOn9430 820 IEEEA) 150 1.12 -1.21 1.73 -1.02 1.28 -1.22 -1.20
305 R 114 123 126 117 1.15 -1.41 -2.00 -1.67 -1.09 -2.21
%8%@ ngéog3 2.28 -1.39 -1.05 -1.05 1.08 -1.10 1.2036 ug 1.%3 %%(2)
-1 -1 -1 -1.26 -1.02 179 -1, . ) .
305 Pblgz 1.1.1? —;.'?é —]Z%g -113 -1.09 -1.90 1.13 1.05 -1.26 1.12
3056 5 Eé' -1.99 -1.28 1.01 -153 -1.20 -1.19 -1.29 1.25 1.06
%8%8 Eaag]a’]gc -2.06 -1.64 -1.23 -1.03 -121 —;.gg _Hsg 11.1 514 11.1168 11.1286
. -2. - - -1.16 -2. 1. 1. -1, -1
3030 Ggtl -2.13 2.08 1.37 1.51 whl: 203 16 i.o4 s 126
0% a2 -1.41 11'1154 —;'8% —1'%? 1.01 —1.11 -1.23 -1.14 -1.20 1.07
3055 Stoon” -2.06 -1.05 -1.59 -1.07 -1.18 -3.20 -1.55 -1.85 -1 -1.09
3053 tae -1.37 -1.26 -1.02 1.19 -1.36 2.27 1.10 1.27 1.44 1.50
303 & 3.35 -1.10 1.09 -1.14 1.01 -1.83 -137 -1.45 -1.22 -1.44
0 P 1.34 137 114 1.26 122 2.02 137 1.07 133 1.09
3039 Gobeey 1.07 -1.24 -1.09 -1.12 110 -1.02 2.12 1.44 -1.05 150
%8%; E’QOM -1.22 128 -1.05 113 110 -1.66 —10333 11.%63 —3.4224 711.2204
-2, -1 -1 - -1.46 1.03 1. -1, i .
3020 O 126343 —}'823 11'3107 110179 2.23 -1.13 1.17 1.12 1.65 -1.13
3040 Vbt -1.34 -1.22 -1.32 -1.18 -1.91 -1.35 2.54 111 -1.15 1.20
05 Vmnzed 1.76 1.84 1.48 1.47 1.30 1.85 1.24 2.73 1.38 1.35
3043 Vmnord3 -1.35 -257 -2.39 -1.36 231 1.18 1.44 2.17 117 1.25
S04 Coesn™ 315 1.15 -1.06 -1.32 -1.52 1.55 1.01 121 118 -112
o8 B 2.09 -1.26 1.42 1.13 -1.30 150 -1.12 135 118 1.40
ggﬁg C&S?fs 2.38 -1.33 1.07 -1.13 -1.71 1.74 1.0140 11.1(;31 H}% —11.%4
-2 -1. -1 - -1.51 -1.15 -1, 1. ; .
305 S T —H; —}'%g 11.'0038 —2.?4 -1.93 -1.41 -1.33 1.02 -1.30
3008 g -i1¥§- -1.56 -1.16 =2.11 -1.74 -1.28 114 -1.46 -1.16 1.00
3080 R ; -1.60 155 1.45 -1.20 1.60 -1.16 1.22 -1.31 114
ggg? 232{736 1 -152 113 114 -1.99 172 _1'(?22 21.1249 11.3197 11'382
1 -1 - -2.19 1. 1. 1. 1.
3085 Bome? Hg 21'1034 }53 1Wb386 1.00 -1.06 -1.09 -1.30 -1.17
03 A . -1.30 1.67 118 1.46 1.16 -2.43 -1.09 -1.16 -1.09
008 Hhoes 1.65 1.08 1.22 156 -1.01 -1.04 -1.36 1.08 1.06
008 Ty -1.34 -1.23 1.26 152 -2.54 1.01 -1.45 1.41 1.75
3085 Lt -1.30 -1.02 -1.08 -1.70 -1.52 -1.13 -1.78 -1.45 -1.41
30op yofel 2.86 -1.46 1.16 1.07 -1.65 2.19 1.37 1.38 1.31 1.52
3008 G 2.19 1.29 175 117 1.60 3.12 178 1.43 1.34 1.69
3000 S 2.67 -1.16 -111 -1.14 -151 113 -1.20 -1.19 1.08 -1.09
%82? ?1;9%52“026 -2.14 1.06 1.02 110 -1.48 -1.06 -1.33 -1.16 —11.3121 711.3113
C| . . B .
- - -1.93 1.80 1.19 1.74 . .
305 kP —22'6281 —11'0156 —}'421? —11%461 -1.38 -2.58 -1.37 114 1.47 -1.24
%88?1 ;\%:)37 2.06 1.85 114 1.20 -1.35 1.18 w.y Hg Hg }.gg
-1 . -1 - -1.07 -1.15 1.41 ) . :
3008 o1 —;'gg %%7 11'3395 1%)029 1.74 -1.40 1.0 -1.14 1.07 -1.01
3000 Fork -2.23 -1.26 -1.30 -1.11 -1.26 -2.01 1.28 -1.12 114 -1.29
%88; $%d§:3 1.73 1.46 1.79 1.26 1.53 -2.02 —].gg 11.0235 —1.83 q%g
. -1 . . -1.25 1.0 -1, 1. -1, -1
3898 ES;Zn —23'2430 —12212 —11'1702 Jz.%lo -2.84 -3.59 1.0215 —].8% ].83 71.?2
g 1 -1 - - -2.86 1. -1 ; -1
3071 Kera -2.17 110 159 124 2.39 j - - 102 miit
- - - -2.18 1.03 123 111 :
075 D —42'%60 —}'4318 —%?g jgé -1.33 1.45 234 1.48 2.05 2.50
38;?1 gﬂz%m 5. -1.25 159 1.31 1.12 1.88 -1.05 ;% 711'8160 721.3079
i ; y ) 2.82 10.54 -1.37 ) . .
T g e—— L —— 0 —
. ; -1 -1.29 1. -1. -1 .
o7 etz j225% 1'8(13 —H% —11'3036 —21'?9 -1.43 -1.06 -1.41 1.31 1.11
3078 Fabe2 2.09 1.47 -1.12 1.24 1.08 1.28 1.49 -1.24 -1.23 1.19
080 oot 157 1.42 1.26 2.39 1.29 1.44 -1.20 -1.25 1.42 -1.03
ggg? |(|32rrzﬂog36 1.69 2.41 1.45 134 136 -152 71.639 fﬂg }2.1071 711.1258
i =520 [ -1 -1. -1.50 -1.56 1.05 -1, . .
3005 Fras 24. J'ig 11 '5352 —1 g)g -1.12 1.42 11 1.23 -1.03 -1.21
30 Amest -1.10 2.05 125 1.22 115 131 1.01 -1.04 -1.04 -1.01
3008 prapd 3.61 128 151 1.20 1.06 117 -1.356 1.08 -1.10 112
gggg E%L,T;és 2.04 1.05 124 -128 -1.32 -1.15 —1.88 —21%4 —11.%0 711'6511
; ; ) - 3.19 -1, ] . )
a8 Amcless -—%Z- 1'8% —11'8183 H? 1W.'1011 -2.08 1.00 11 -1.05 1.17
%828 é{)a?fz 1.93 -1.40 127 -1.00 1.44 182 11.7597 11.0320 11.6429
-1 1 . - 2.04 -1.03 . -1, -1, -1,
3000 (587 ,H% 711'134 —12'0(?1 —Hg -1.18 1.16 1.14 1.75 2.01 1.86
3002 Oitrr7s -1.15 1.05 2.19 1.49 -1.23 115 -1.03 1.01 -1.11 -1.39
3005 Olirreo 117 1.31 -1.10 2.09 1.15 -1.10 1.78 1.43 1.27 1.61
300q o7 1.23 1.49 -1.08 1.66 2.04 -1.47 -1.62 -1.10 -1.61 -1.28
S00s Siires 119 2.74 112 1.24 1.18 234 1.17 1.29 117 1.31
3008 Sifrgo0 138 -1.00 120 1.43 1.28 -1.11 -2.00 -1.35 -1.41 -135
3000 g0 460 1.49 1.92 1.39 1.08 1.96 -1.09 1.09 -1.32 1.29
3008 R 76 150 139 1.07 131 98 -1.00 1.82 174 2.35
gggg E%E;ZB —31 50 -117 -1.09 -1.09 -1.69 3. -1.53 -2.16 —1.4212 —1.3?
3100 Ulbp1 -1.08 -2.22 -1.70 -1.26 -1.81 1.06 1.38 1.41 1.




4T
Ju

No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
Samdb 277 117 1.03 1.02 -1.30 -1.58 113 1.1 -1.15 -1.36
Stxbpb 1.08 -1.20 -1.17 1.04 1.70 2.39 1.83 1.34 1.12 -1.07
Rab32 6 1.30 1.69 1.63 -1.25 1.75 -1.47 -1.08 -1.06 1.06
Ltv1 3.79 -1.14 -1.00 -1.13 -1.17 1.12 1.09 1.17 -1.23 1.02
Heca 1.07 1.33 1.27 1.51 1.01 -1.69 -1.27 -2.12 -1.62 -1.30
Ccdc28a -2.70 1.20 1.01 1.30 1.02 1.02 1.05 -1.03 -1.01 1.09
Tnfaip3 3.97 -1.07 1.19 1.18 1.56 214 1.15 1.18 -1.05 -1.02
4930444G20Rik -1.05 -1.33 -1.13 1.13 1.03 -1.57 -1.63 -1.17 -2.09 -1.43
Tbpl1 2.07 1.22 1.02 1.05 112 1.20 1.33 1.31 1.19 -1.07
Enpp3 -2.01 -1.20 1.23 1.16 1.36 -1.30 -1.01 -1.17 -1.21 -1.28
L3mbtl3 =3123 -1.50 -1 -1.19 -1.22 -2.71 -1.14 -1.05 -2.25 -1.29
Cenpw 2.69 2.74 1.27 1.09 -1.18 1.51 1.06 1.63 1.12 1.19
Trmt11 1.40 1.15 -1.34 -1.23 -2.01 1.01 1.30 1.13 1.02 1.04
Hint3 -2.21 1.64 -1.06 -1.07 -1.06 -1.24 1.04 1.03 1.04 -1.10
Gm4794 -2.20 -1.31 1.20 -1.69 -1.29 -1.77 -2.11 -1.17 -2.44 -1.60
A830082N09Rik 2.01 1.30 1.16 -1.06 1.60 1.31 1.41 1.12 -1.15 -1.04
Rwdd1 2.70 1.59 1.02 1.13 -1.24 1.43 1.23 1.03 1.16 -1.17
Amd2 2.86 1.05 1.23 -1.05 -1.28 1.16 1.13 1.50 1.15 1.32
Marcks -2.88 -1.50 1.04 -1.04 1.03 -1.84 -1.09 -1.05 1.05 -1.14
Fam229b -2.46 2.66 -1.22 1.22 1.26 -2.32 -1.20 -1.26 -1.11 -1.46
Rpf2 4.58 1.78 1.21 -1.07 1.01 2.02 1.38 1.20 1.35 1.46
Amd2 4.49 1.36 1.69 1.04 -2.29 -1.07 -1.12 1.34 1.17 1.22
Smpd2 -2.07 -1.84 -1.57 111 -1.85 -1.62 -1.34 -1.18 1.07 -1.05
Foxo3 1.01 -1.32 1.22 1.38 -1.23 2.19 1.04 1.27 1.10 1.15
Aim1 -2.59 -1.14 1.73 1.26 2.07 2.00 1.62 1.60 1.12 1.49
Gprc6a -1.01 -1.01 -1.21 1.20 -1.08 -1.76 -1.67 -1.86 -1.80 -2.14
Ros1 1.62 -1.02 -1.24 1.35 2.09 1.65 1.65 1.43 1.37 1.46
Zfa-ps -1.42 -1.05 -1.42 -1.17 -1.21 1.57 1.42 1.40 2.1 1.55
Manla 1.41 -1.12 1.59 1.06 -2.21 3.68 1.17 1.42 -1 -1.00
Mcu 2.52 -1.57 1.25 -1.00 -1.43 1.94 -1.05 1.11 -1.01 1.30
Ddit4 2.64 1.26 1.82 1.52 1.92 2.20 1.09 1.31 1.54 1.20
Cdh23 1.92 1.67 1.72 1.35 1.72 1.10 -1.90 -2.62 -1.55 -1.01
Uncbb 2.30 1.42 1.65 1.68 1.88 1.77 1.13 1.30 1.30 1.23
Adamts14 2.24 1.29 1.23 1.01 2.05 1.97 1.82 1.28 1.12 1.10
Hk1 1.28 -1.36 1.00 -1.06 1.09 2.06 1.20 1.46 1.07 1.14
Ddx21 0 -1.29 1.09 -1.21 -1.51 1.44 1.17 1.03 -1.30 -1.23
Tetl = -2.44 -1.60 -1.16 -1.65 -1.58 -1.43 1.13 1.28 1.25
Ado 1.16 1.26 1.40 -1.01 -1.10 -1.08 -1.17 1.00 -1.33
Zfp365 -1.63 1.28 1.09 -1.29 -1.05 -1.13 -1.04 -1.16 -1.27
Cdk1 2.20 1.73 1.01 -1.25 -1.11 2.30 1.46 214
Bicc1 -1.39 -1.32 -1.23 -1.07 -2.61 1.10 -1.57 -1 -1.41

i 1.27 1.05 -1.02 -1.96 -1.06 -1.13 -1.05 -1.24 -1.29
1.36 1.36 1.29 -1.62 -1.08 1.09 1.02 -1.03 1.05

1.19 1.77 1.13 -1.09 1.48 -1.25 -1.34 -1.73 -1.88

1.58 1.27 1.37 1.18 3.64 -1.09 1.59 1.25 1.34

Mmp11 1.05 -1.18 -1.00 1.39 3.48 -1.02 -1 1.10 -1.04
Col6a2 -1.39 -1.20 -1.02 1.16 =327, -1.09 -1.33 -1.07 -1.29
Col6al -1.06 1.01 -1.02 -1.01 -2.96 1.08 -1.23 -1.00 1.09
Col18a1l 1.56 1.18 1.06 1.86 1.05 1.62 1.06 1.16 -1.10
Gm10941 2.49 1.66 1.45 1.65 -1.42 -1.01 1.15 1.21 -1.13
Gm9508 -1.21 -1.23 1.26 1.08 -1.30 2.28 1.15 1.15 -1.05
Gm9507 -2.05 -1.31 -1.47 1.02 1.03 1.12 1.28 -1.07 1.31
Pwp2 -1.37 -1.12 -1.14 1.03 1.56 1.64 1.63 1.34 1.43
Trappcl -1.45 1.09 -1.16 1.64 1.29 1.10 1.39 1.30 1.29
2610008E11Rik -1.17 -1.25 -1.31 -1.32 -1.78 -1.09 -1.33 -1.24 -1.17
ier2 1.05 -1.02 1.25 -1.15 1.52 1.53 -1.17 1.23 1.13
*1.201 1.(2)4 1.05 1.14 1.28 *1.207 1.106 1.08 -1.04

1.61 2.06 1.16 1.43 -??- 1.1 -1.04 1.1 -1.25

1.25 -1.19 1.27 -1.30 2. -1.68 -1.48 -1.21 -2.61

-1.23 1.07 -1.06 -1.22 -1.01 -1.58 -1.17 -1.01 -1.06

3.26 -1.21 117 1.38 1.06 1.32 1.18 1.20 1.18

1.31 1.16 1.29 213 -1.00 -1.11 -1.25 1.15 -1.14

1.24 1.15 1.41 219 -1.22 1.06 -1.17 -1.12 -1.22

-1.68 -1.13 1.08 1.05 -1.45 1.01 1.03 1.02 1.04

-1.97 -1.34 1.06 1.11 1.08 1.05 1.14 1.40 1.22

Lingo3 -1.17 -1.30 -1.22 -1.10 2.05 1.64 1.49 1.74 1.25
Lsm7 2.21 -1.10 1.06 1.09 -1.02 1.16 1.21 1.03 -1.04
Timm13 1.94 1.10 1.01 -1.34 1.09 -1.20 -1.16 1.23 -1.13
Lmnb2 1.46 1.38 -1.11 -1.06 1.37 1.20 -1.07 1.00 1.16
Pias4 1.36 1.62 214 1.24 1.10 -1.29 1.31 -1.22 1.17
Neln -1.30 -1.06 -1.01 1.24 -1.12 -1.19 -1.10 -1.30 -1.29
é1|98%%07|07mk 2.0g 1.334 -1.07 1.498 -1.03 *1.220 1.0298 1.10 1
t 1.4 -1.34 -1.14 -1.1 | -/40 | 1.1 -1. 1.14 -1.14
Aldh112 -1.26 1.72 1.33 111 1.55 -1.44 -2.02 -1.47 -1.90
Appl2 -1.43 -1.28 1.09 1.32 -1.73 -1.12 -1.06 1.08 1.33
Nuak1 1.06 1.25 1.32 -1.35 221 1.57 1.1 1.43 -1.18
Mterf2 1.53 -1.31 1.05 1.42 -1.75 1.05 1.01 1.22 1.38
Cry1 1.43 1.43 1.02 1.28 -1.63 1.05 1.13 -1.20 -1.35
Bpifc -1.23 1.45 1.33 1.89 1.22 2.10 1.65 1.24 1.18
Spic -1.35 1.02 -1.61 -1.43 1.26 2.32 1.64 1.42 1.05
Gm4925 1.76 1.06 1.45 -1.51 1.05 -1.11 -1.38 -1.02 1.18
Utp20 1.02 1.15 -1.54 1.09 1.08 1.41 1.32 1.18 -1.15
Gas2I3 1.14 1.74 1.47 -1.02 1.62 -1.24 -1.03 -1.31 -1.21
Nr1h4 -1.07 1.25 1.53 1.42 -1.47 -1.97 -1.38 -2.01 -1.40
Tmpo 1.02 1.56 1.05 -1.05 1.48 -1.24 1.19 1.14 1.26
Elk3 -1.01 1.21 1.17 1.02 2.23 -1.03 1.36 1.19 1.44
Socs2 -1.34 -1.56 -1.06 -1.27 -1.59 -1.31 1.00 1.25 1.07
Mrpl42 2.06 -1.15 1.00 1.03 1.08 1.12 1.13 1.10 1.05
Phxr2 1.51 1.22 1.49 2.00 1.02 1.43 1.13 1.06 -1.07
Lrrig1 -1.01 1.05 1.14 -1.27 -1.87 -1.67 -1.43 -1.56 -2.07
Ptprg -1.39 -1.28 -1.44 -1.95 -40.89 -1.05 1.14 -1.78 -1.80
Syt1 -1.40 -1.00 1.16 1.04 1.64 -1.03 1.82 1.18 1.25
Nav3 8 -1.12 1.47 1.23 1.09 2.16 1.04 -1.25 -1.35 -1.49
Tbc1d15 1.3l 1.25 1.11 1.07 -1.84 2.02 -1.04 1.57 1.63 1.33
Tmem19 1.12 -1.18 -1.16 -1.15 -2.80 1.24 -1.26 -1.23 -1.08 -1.01
Lyz2 =3.23 1.49 -1.72 -1.31 -1.83 -1.21 1.22 1.94 1.34 1.31
Ititb 1.27 2.21 -1.22 1.08 1.30 -1.46 -1.63 -1.54 -1.32 -1.23
Dyrk2 -2.45 -1.75 -1.34 -1.13 -1.95 -1.36 1.03 -1.02 -1.07 -1.27
Irak3 1.26 1.45 1.39 1.26 1.18 -1.68 -1.47 -1.35 -1.35 -2.06
3200 Hmga2 1729 | 1.09 1.75 1.23 1.26 3.66 1.34 1.26 1.00 1.41




No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
3207 Xpot 717 ~T.08 .20 T.02 =145 T.79 ~T28 .09 T.06 =120
3202 Arhgef25 -3.04 -135 -1.06 1.03 -1.21 -1.25 -1.20 -1.24 -1.07 -113
3203 Mars ] 1.07 1.19 1.06 1.09 1.1 -128 -1.83 -1.26 -1.48
3204 Glil 1. 1.39 1.87 153 2.37 -1.67 -151 1.58 1.15 -1.10
3205 Shmt2 5. -1.02 158 1.03 -135 2.10 -1.48 118 -1.12 -1.05
3206 Lrp1 2. -1.23 -1.08 1.06 1.27 -1.23 1.11 -1.05 1.00 -1.02
3207 Rdh7 . -1.06 1.16 1.08 2.19 -1.01 -1.03 1.09 -1.05 1.07
3208 Rbms2 -1.18 -1.11 110 -1.04 -1.26 -1.50 -1.10 -1.08 -1.19
3209 Nabp2 -2.15 1.02 -1.17 -1.41 -1.10 -1.27 -1.06 -1.10 -1.19
3210 Pa2g4 -1.52 1.15 1.02 -1.42 1.31 -1.29 1.19 1.06 1.12
3211 Cdk2 -1.15 1.54 1,11 -1.11 1.16 117 -1,09 -1,07 1.15
3212 Dgk -1.67 -1.86 -1.07 1.09 117 1.38 1.21 1.64 1.58
3213 Mettl7b -1.04 1.14 -1.43 -1.16 -1.27 -121 -1.19 -1.16 -138
3214 Olfr765 -1.67 -1.80 -2.34 -1.61 1.47 2.70 -1.02 212 -1.07
3215 Olfr768 -1.04 -1337 -1.34 -1.26 -1.09 -1.14 -1.16 -1.07 1.23
3216 Olfr770 -1.01 1.33 -119 -1.12 1.93 1.99 234 1.32 1.68
3217 Olfr772 -1.45 110 -1.41 1.25 -1.62 -1.24 -2.19 -1.77 -1.52
3218 OIfr802 1.06 -1.02 1.48 1.40 1.19 1.32 2.73 139 -1.10
3219 Olfr803 1.16 1.16 1.46 1.38 -2.02 -152 -1.75 112 -158
3220 OIfr807 -1.38 -1.13 112 1.36 2.45 1.9 2.68 4.24 2.40
3221 OIfr810 -1.18 -1.03 -1.03 -117 1.46 155 137 1.95 2.77
3222 Olfr814 1.01 114 1.06 1.69 1.85 1.28 1.41 2.25 1.61
3223 0Ifr823 1.04 1.02 1.46 -1.07 1.98 2.18 2.52 2.03 1.40
3224 Ube2g2 -1.13 1.10 -1.15 1.07 153 -1.17 123 -1.18 111
3225 Eifdebp2 -2.01 -1.15 1.28 1.03 1.30 -1.72 1.26 1.06 -1.15
3226 Gstt3 -1.93 -1.03 1.16 -2.47 -1.05 -1.65 111 -1.04 1.19
3227 Rdh5 -122 -1.17 -1.08 -1.12 -2.17 -1.36 -1.35 -133 -1.63
3228 Vmn2rg4 1.55 2.10 -1.10 1.33 1.42 1.20 1.63 1.25 2.19
3229 Pik3ip1 -1.67 -1.28 1.15 1.29 -1.15 -1.15 -1.05 -1.07 -1.05
3230 Selm -1.04 -1.32 1.01 -1.25 -1.56 -1.07 -1.06 -1.22 -1.16
3231 Morc2a -2.03 -1.12 -1.30 1,12 -1.02 -1 -1.37 1.05 -1.35
3232 Gatsl3 1.05 1.36 1.70 -1.27 -2.21 -131 -1.06 1.05 -111
3233 Lif ~1.45 1.44 -1.14 -117 1.27 1.02 1.24 -1.67 -1.41
3234 Nipsnap' -1.07 -1.15 -1.20 -2.43 116 127 128 1.56 1.50
3235 Thoch 1.02 113 -1.08 -2.05 1.37 -1.25 -118 -1.12 1.24
3236 Xbp1 -1.03 -1.01 -1.15 -2.84 -1.20 -110 1.04 -1.00 -129
3237 Ramp3 1.29 -1.04 -1.01 -2.04 1.39 1.54 1.19 1.17 -135
3238 Upp1 158 -1.16 1.22 -1.42 1.55 -117 -1.16 1.09 -1.08
3239 Abcal3 . -1.22 111 118 1.20 1.26 2.14 1.89 1.83 1.62
3240 Fbxod8 4, -1.05 1.80 1.15 -1.09 -161 =111 -1.33 1.02 -1.08
3241 Spred2 [ 1.02 1.16 1.23 -1.09 1.04 1.13 -1.07 -1.08 -1.22
3242 Fam161a -2.93 -1.39 -1.42 -1.03 -1.03 -1.57 -1.17 1.06 1.16 1.25
3243 Efempl -1.89 1.07 1.09 1.12 1.02 1.54 1.69 1.29 136
3244 Prptl 1.63 115 133 113 116 2.34 1.04 154 144 1.43
3245 Cpebd -2.47 -147 -1.10 1.02 1.06 1.04 1.29 117 -1.08 -1.94
3246 Nsg2 ) . 1.29 133 2.02 1.28 183 1.06 -1.21 -1.03
3247 Ubtd2 -1.36 -1.06 -1.12 -2.87 -1.14 -1.33 -1 -1.17
3248 Siit3 1.94 1.54 2.08 -2.00 1.05 -1.01 1.04 -1.09
3249 Ebfl -101 -1.04 -1.43 i -1.16 -1.20 -1 -1.10
3250 Clint1 1.05 -1.03 -1.08 -1 -1.27 -112 -1.01 -1.05
3251 Havcr2 1.56 1.19 3.20 1.63 2.37 1.61 1.18 2.84
3252 BC053393 171 1.06 1.16 1.02 1.06 1.04 -1.09 -1.10
3253 Timd4 1.04 1.05 1.49 -1.24 2.07 154 1.13 1.72
3254 Olfr1385 -1.24 -1.12 -1.09 1.79 2.02 1.86 153 1.68
3255 Adamts2 -117 1.19 1.99 -1.80 1.59 -1.05 1.26 1.04
3256 OIfr1378 -1.56 -1.15 118 1.49 -1.01 2.01 -1.29 1.71
3257 Olfr51 110 1.07 -1.21 -1.03 2115 129 -1.24 -1.60
3258 Nhp2 111 1.08 -1.19 1.64 -1.23 1.07 -1.01 -1.20
3259 Cdkn2aipnl 127 113 -1.06 2.38 -1.01 1.49 135 1.26
3260 Cdki3 -1.02 117 -1.10 225 1.21 -1.09 -1.25 -1.09
3261 Gm9945 -1.15 1.62 1.93 -1.11 2.05 1.22 1.13 1.07
3262 Kif3a -1.09 -1.06 -1.16 1.05 1.03 -1.10 113 1.16
3263 Irf1 1.00 -1.04 -1.18 2.60 1.20 1.56 1.25 1.47
3264 Meikin -1.14 1.10 1.63 .14 1.06 1.29 1.08 -1.12
3265 Gm2a -1.22 -1.05 -1.49 -1.21 -1.09 -1.16 1.16 1.07
3266 G3bpl 110 117 -1.21 137 -1.12 -1.37 -1.02 1.09
3267 Mrpl22 -1.07 119 -131 1.88 1.27 117 1.26 1.07
3268 Gm12250 -1.36 -1.44 1.07 2.83 1.20 158 -1.10 -1.01
3269 Dhrs7b 1.74 -1.12 -1.40 1.19 1.14 1.05 -1.02 -1.09
3270 Map2k3 1.21 1.21 -1.17 -1.21 ~1.47 -1.07 -1.14 -1.24
3271 Mfap4 -1.33 -181 -1.69 -2.88 -1.56 -1.40 159 1.72
3272 B9d1 -112 1.05 1.22 1.32 1.28 -1.16 127 1.31
3273 Grap -1.08 1.00 11 -158 -1.68 -2.41 -1.96 -133
3274 Speccl 1.33 1.12 1.45 2.69 -112 1.31 1.28 1.41
3275 Ticl9 1.07 1.15 119 1.24 -1.03 1.01 1.03 -1.02
3276 Pigl 1.09 -1.13 -2.09 134 -1.38 -1.32 1,12 -1.25
3277 Tvp23b -1.13 -1.02 -1.16 -1.00 -1.44 -1.05 111 1.70
3278 Pmp22 -1.03 -1.02 -1.23 1.50 -1 1.08 -1 -1.02
3279 Gas/ 1.99 2.09 1.72 125 -1.09 -1.10 1.38 -1.04
3280 Revmn 1.42 1.44 1.25 -1.36 -2.15 -1.63 -1.67 -1.61
3281 Pik3rs 1.08 1.60 1.91 1.36 167 1.24 1.15 1.46
3282 Slc25a35 -1.56 -134 -2.84 -1.10 -1.79 ~1.24 -1.47 -1.43
3283 Aurl 3.04 1.87 -1.35 3.76 -1.23 1.52 -1.38 1.34
3284 Tmem107 -1.15 1.02 223 1.04 1.46 157 1.65 1.35
3285 Perl -119 -1.49 -1.90 -1.75 -153 -136 -1.12 -1.62
3286 Alox12b 1.06 1.49 1.72 -1.09 2,01 1.60 1.42 1.26
3287 Trpb3 1.45 1.05 -1.23 1.68 -1.35 117 112 1.04
3288 Sat2 -1.24 1.07 1.06 -1.91 -1.10 -1.00 -1.01 -1.17
3289 Tmem256 -1.12 1.09 -1.03 -1.25 1.12 1.01 1.31 -1.08
3290 Plscr3 -1.05 -1.24 -1.01 -1.22 -1.14 1.05 134 -1.05
3291 Gabarap -1.15 -1.04 -1.18 -1 -1.02 -1.01 1.07 1.12
3292 Dlg4 -1.49 1.06 -1.29 -1.19 -1.05 1.07 1.28 115
3293 Pld2 -1.31 -1.03 -1.05 -1.28 -1.41 -1.29 -1.09 -1.16
3294 Mis12 1.22 1.03 -2.04 1.20 -1.37 -1.01 -1.20 1.06
3295 Fam64a 2.74 1,51 -1.17 1.72 1.27 -1.35 =2i177 -1.47
3296 Xaf1 1.48 113 1.20 4.80 1.03 2.19 1.21 1.46
3297 Mybbpla 114 -1.04 1,51 1.43 -1.03 -1.23 -1 -1.14
3298 ligae -1.21 -1.49 -133 1.48 1.47 1.47 1.37 1.40
3299 PInds -1.45 1.05 -112 -1.17 -2.08 -1.47 -1.24 -1.19
3300 Olfr23 -1.31 -1.78 272 -2.01 -1.27 -1.84 -1.74 -1.41




No. Genes 1D_MT 1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
3307 Zfp616 -1.14 122 -1.02 224 1.66 1.90 1.37 1.07 1.50
3302 Olfr406 -1.26 -1.03 -2.03 1.00 1.06 1.06 -1.13 1.01 -1.43
3303 Cluh -1 1.22 1.03 1.03 1.33 -1.01 1.15 1.03 -1.03
3304 Mettl16 -1.02 1.29 -1.27 -1.96 1.00 -1.15 1.18 -1.25 -1.02
3305 Mnt -1.45 1.44 -1.13 2.08 1.31 -1.75 1.03 1.18 -1.17
3306 Tsr1 -1.20 1.18 -1.08 -1.39 1.45 1.11 -1.08 1.12 -1.00
3307 Slc43a2 -1.92 -1.562 -1.56 -2.50 1.04 1.13 1.06 1.76 -1.24
3308 Inppbk 1.10 -1.16 -1.1 -1.06 -1.73 -1.22 -1.14 1.02 -1.18
3309 Gitl -1.07 1.13 1.14 -1.01 1.23 -1.47 -1.47 -1.13 -1.23
3310 Myol18a 1.16 1.03 1.28 2.02 1.12 -1.02 1.36 1.26 1.47
3311 Dhrs13 -1.78 1.17 -1.33 -2.25 1.13 -1.21 1.41 -1.02 -1.00
3312 Tlcd1 -1.21 -1.25 -1.10 -2.13 -1.45 1.01 -1.04 -1.08 -1.08
3313 Sdf2 2.08 -1.03 1.08 -1.09 -1.22 1.03 -1.17 1.05 -1
3314 2610507B11Rik -1.34 1.02 -1.16 -2.00 1.15 -1.07 -1.01 -1.17 -1.04
3315 Spagb 1.00 2.05 1.28 -1.43 2.49 -2.89 1.33 -1.46 -1.39
3316 Atadb -1.33 1.02 -1.17 -1.58 1.68 -1.04 -1.14 1.1 1.32
3317 Psmd11 1.21 1.13 -1.03 -1.31 1.17 1.16 1.04 -1.05 -1.15
3318 Tmem98 -2.19 1.11 1.07 -1.99 2.06 -1.76 1.31 1.05 1.27
3319 Ccl2 2.09 1.68 1.33 -1.06 2.72 1.35 1.57 1.60 1.53
3320 Ccl7 3.13 2.35 1.66 1.39 1.48 2.01 2.06 1.36
3321 Ccl8 4.96 2.05 1.40 1.46 1.83 1.07 1.27 1.10
3322 Slfnb -1.17 1.41 1.00 1.09 1.01 -1.75 -1.42 -1.49 -1.27
3323 Slfn2 1.52 154 1.11 1.71 2.02 -1.16 -1.11 -1.09 -1.35
3324 Slnd 1.77 -1.15 -1.28 -1.03 -1.44 -1.32 -2.14 -1.39 -1.86
3325 Wrfdc17 2.08 1.29 -1.08 1.50 1.94 1.1 1.08 1.07 -1.09
3326 Synrg -2.47 -1.12 -1.00 1.93 -1.27 -1.27 -1.25 -1.01 -1.02
3327 Tubdl 1.05 1.02 1.02 -1.05 -2.27 -1.38 -1.68 -1.24 -1.41
3328 Trim25 -2.12 1.02 1.14 1.24 1.62 -1.40 -1.03 -1.03 1.09
3329 Car10 -1.19 -1.69 -1.31 1.29 1.08 1.1 1.33 2.02 1.03
3330 Lrrcb9 -1.55 1.35 1.06 -1.32 1.40 -1.12 1.15 1.15 1.07
3331 Collal -1.24 -1.50 -1.48 -1.08 =355 1.13 -1.29 1.02 -1.23
3332 Ppp1r9b 1.46 1.45 1.07 2.34 1.04 1.61 -1.03 1.26 1.09
3333 Samd14 -1.31 -1.17 1.04 -1.26 -1.30 -1.23 -1.14 -1.13 -1.26
3334 Slc36b1 1.28 1.25 -1.13 -1.78 -1.31 -1.30 1.06 -1.12 -1.24
3335 Phb 1.03 1.04 112 -1.59 1.32 1.26 1.18 1.08 1.28
3336 Copz2 -1.62 -1.32 -1 -1.47 -1.55 -1.34 1.01 1.03 1.01
3337 Arhgap23 1.12 -1.07 1.05 2.20 -1.09 1.62 1.09 1.43 1.05
3338 Psmb3 2.37 1.07 -1.10 -1.07 1.59 1.33 1.12 -1.01 1.09
3339 Gsdma? 1.37 1.65 2.05 3.13 -1.19 1.01 -1 1.15 1.49
3340 Psmd3 -1.19 1.22 -1.06 -1.64 1.43 -1.18 1.14 1 -1.08
3341 Thra 1.00 -1.42 1.02 -1.01 =72.158) -1.06 -1.33 1.01 1.10
3342 Rapgefll -1.63 -1.01 -1.16 152 -1.63 1.00 -1.21 -1.59 -2.36
3343 Cdc6 1.46 2.32 1.22 -1.16 4.58 1.62 3.22 1.20 2.1
3344 Igfbpd 1.10 1.36 1.20 1.28 2.24 1.11 1.15 1.23 1.02
3345 Gm11559 1.38 -1.68 -1.34 -1.76 1.35 -2.21 1.27 -1.73 -2.45
3346 Gm11565 1.10 -1.02 1.77 1.15 1.05 -1.31 -1.48 -1.66 1.19
3347 Fkbp10 -1.95 -1.08 -1.18 -1.90 -2.11 -1.14 -1.17 -1.21 -1.41
3348 Atp6v0al -2.07 -1.20 -1.32 -1.83 -1.33 1.17 1.08 1.10 ™
3349 Tubgl -1.05 1.10 -1.12 -1.07 1.51 -1.28 1.09 -1.03 1.03
3350 Wnk4 -1.01 -1.08 -1.28 -1.16 -1.64 1.26 -1.09 -1.24 -1.49
3351 Psme3 -1.04 1.10 -1.03 -1.28 1.08 -1.02 -1.02 -1.22 -1.17
3352 Aoc3 -2.21 -1.20 -1.44 -2.08 -2.26 -1.54 1.12 -1.04 -1.03
3353 Ifi35 1.18 1.35 -1.02 -1.02 1.56 -1.33 1.08 -1.15 1.08
3354 Rnd2 -1.30 -1.13 1.28 -1.98 =317 -1.20 -1.40 -1.12 -1.51
3355 BC030867 -1.09 1.73 1.63 -1.28 1.66 -1.10 1.31 -1.20 1.38
3356 Fzd2 -1.42 -1.39 -1.16 -1.55 -1.75 -1.09 -1.08 -1.04 -1.16
3357 Fam187a -1.3 2.62 1.15 1.28 -1.08 1.05 1.19 1.06 1.55 -1.09
3358 Nmtl 2.04 -1.21 1.15 -1.01 -1.16 1.85 -1.17 1.06 1.02 -1.05
3359 Crhr1 1.05 1.29 1.15 1.30 2.08 1.06 -1.09 -1.03 1.08 1.28
3360 Mapt -1.17 1.26 1.07 1.18 2.30 -1.45 1.44 -1.25 1.52 -1.01
3361 Itgh3 -2.12 -1.28 -1.20 -1.25 -1.34 -1.44 1.15 -1.06 1.06 -1.15
3362 Gm11639 -2.17 -1.75 -1.13 -2.21 -1.23 1.02 1.03 -1.10 -1.19 -1.70
3363 Mrc2 -3.41 -1.36 -1.14 -1.09 1.25 -1.35 1.22 1.02 1.06 1.01
3364 Ace3 -1.32 1.30 -1.00 -1.26 -1.00 -1.27 -1.46 -1.15 -2.06 -1.23
3365 Psmcb 211 -1.28 -1.01 1.01 -1.06 1.72 -1.28 1.10 -1.18 -1.10
3366 Tcam1 -1.60 .02 -1.65 -1.35 1.67 1.31 2.22 1.74 1.10 1.40
3367 1810010H24Rik -2.20 -1.15 -1.42 -1.24 -1.27 -1.96 -1.93 -2.61 -1.79 -1.83
3368 Helz -3.01 -1.63 1.01 -1.24 217 -1.03 -1.35 -1.33 1.09 -1.22
3369 Apoh 1.62 1.35 1.39 1.06 1.23 1.06 -1.03 2.08 1.02 -1.22
3370 Cep112 -2.62 1.01 -1.27 -1.11 -1.13 -1.62 1.1 -1.32 1.13 -1.08
3371 Arsg =2.39 -1.04 1.01 -1.23 -1.00 1.14 1.04 1.03 1.18 -1.26
3372 Map2k6 -1.63 -1.05 -1.10 1.06 -1.22 -2.53 1.07 1.18 1.26 -1.08
3373 Ttyh2 2.30 -1.16 1.76 1.41 -1.22 1.74 1.13 1.50 1.30 1.21
3374 SIc9a3r1 6.58 -1.32 -1.30 -1.42 -1.25 -1.24 -1.47 -1.26 -1.37 -1.43
3375 Nup85 J 1.08 1.15 1.16 -1.04 -1.14 -1.09 -1.01 -1.05 -1.11
3376 Smim6 1.63 1.24 -1.06 1.61 1.33 1.28 2.08 1.36 1.65 1.32
3377 1810032008Rik 3.63 2.41 1.21 1.59 -1.25 2.56 1.05 1.70 1.58 1.32
3378 Birch 3.96 2.03 2.88 1.63 1.25 1.08 1.84 1.01 2.26
3379 Rnf213 8.1 -1.41 1.30 -1.05 1.87 2.81 1.14 1.27 -1.05 1.23
3380 Rptor 2.28 -1.11 1.36 -1.17 -1.15 1.07 -1.12 -1.14 -1.08 -1.58
3381 1810043H04Rik 1.19 2.67 1.14 111 1.26 -1.03 1.01 -1.22 -1.01 -1.27
3382 Bahccl 2.02 -1.03 1.75 1.33 1.30 -1.16 1.07 -1.37 -1.61 1.04
3383 Mrpl12 2.98 1.48 1.03 -1.08 -1.12 1.04 1.04 -1.04 -1.07 -1.10
3384 Slc25a10 1.28 -1.76 -1.50 -1.37 =335 -3.16 -1.61 -1.78 -1.74 -2.34
3385 Aspscrl 2.01 -1.20 1.43 1.24 -1.22 1.17 -1.15 1.04 -1.16 1.08
3386 Rac3 -1.29 1.562 1.25 -1.48 1.18 -1.82 -1.77 -2.53 -1.40 -1.86
3387 Hmgal-rs1 1.13 2.28 1.56 1.48 -1.11 1.70 1.00 1.08
3388 Gpsl 2.58 -1.10 -1.05 -1.17 -1.89 1.00 -1.15 -1.05 -1.12 -1.12
3389 Narf -2.82 -1.71 -1.02 1.10 -1.48 -1.72 -1.32 -1.11 1.01 -1.15
3390 Foxk2 2.49 -1.48 1.10 1.19 1.23 1.15 -1.02 1.01 -1.11 1.04
3391 Metrnl -2.60 -1.02 -1.20 -1.27 -1.34 -1.31 -1.08 -1.72 -1.17 -1.44
3392 Osbp2 -1.15 1.27 -1.01 1.01 1.56 1.16 2.16 1.37 1.35 1.32
3393 Slc3bed 2.84 -1.38 -1.27 -1.36 -1.41 1.26 -1.24 -1.23 -1.09 -1.34
3394 Hormad2 -1.11 -1.24 -1.59 1.17 1.04 1.14 -1.08 2.02 1.21 1.24
3395 Uqgcer10 1.06 2.23 -1.30 -1.15 -1.22 -1.36 1.09 -1.07 1.05 -1.12
3396 Cabp7 1.46 2.67 1.16 1.78 1.75 -1.19 -1.06 -1.11 1.44 -1.04
3397 Nf2 1.06 -1.52 -1.10 -1.10 -2.28 -1.40 1.14 -1.23 1.02 -1.28
3398 Kremen1 -2.13 -1.47 -1.21 -1.00 -1.11 -2.03 1.03 -1.18 -1.25 -1.32
3399 Ddx56 2.09 -1.02 1.20 1.38 -1.01 1.41 -1.13 1.17 1.06 1.08
3400 Tbrg4 3.79 —1.17 1.08 -1.02 -1.05 1.83 1.06 1.44 1.50 1.16




Genes 1D_MT _ 1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT  8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
Gm11985 737 .09 =111 ~T58 T17 =768 =206 =160 =159 ~T 44
Fignl1 4.40 1.28 1.83 -1.02 -1.23 2.09 1.02 1.83 -1.65 1.00
Gb10 1.03 1.42 1.15 -1.09 -1.07 1.10 1.24 1.25 1.23 2.00
Pnol 173 1.35 1.13 -1.14 1.60 -1.44 1.04 114 1.08
Etaa’ 2.07 1.30 1.03 -1.02 -1.20 1.28 1.01 -1.35 1.10 1.04
Meis1 -2.54 -1.23 -1.04 1.03 1.02 -1.29 1.10 -1.10 1.20 110
Slclad -1.29 -2.15 -1.34 -1.43 -1.54 -1.17 -1.36 -1.27 ~154 -1.47
Aftph 2.32 -1.02 133 1.18 1.29 2.22 1.16 119 1.00 1.11
Lgals =531 -1.12 ~1.18 -1.30 -1.85 1.18 1.03 115 1.02 1.06
ERbp1 -1.34 -1.60 -1.22 -1.16 =317, 1.04 -1.25 1.01 -1.21
Rel 7.96 -1.06 -1.06 1.10 115 2.27 -1.01 1.36 115 1.80
Cfap36 -2.21 1.18 -129 1.07 -1.22 -1.02 -1.43 -1.04 122 1.03
Prorsd1 -153 2.03 1.08 1.22 -1.16 -1.23 1.04 1.07 122 1.08
Sptbn1 -2.20 -131 -1.08 -1.07 1.26 -159 1.01 -133 -111 -1.18
A 1.80 215 1.04 -1.19 -1.32 1.16 1.01 1.02 i -111
Gm17332 -1.29 -1.29 1.19 1.42 1.21 -137 -127 1.20 -2.81 1.49
Tix -131 1.1 -1.16 -1.11 1.38 137 1.13 2.29 1.16 113
Gabrp 1.47 1.02 -1.04 2.02 -1.09 119 -1 -117 1.04 -1.09
Spdl1 4.41 1.06 2.09 1.23 -1.04 419 1.45 1.87 178 1.52
Rars 2.28 -1.07 -1.02 1.05 -1.10 69 -1.03 1.03 1.07 1.21
Hmmr 1.96 1.52 2.20 1.12 -1.14 0 -3.24 1.74 -1.80 -1.25
Gabrg2 -127 -143 -1.18 -1.47 -1.03 1.33 3.36 1.15 1.67 1.63
PitgT 1.30 1.75 135 1.10 1.03 9 1.05 2.66 -1.09 1.84
Ublep 213 -1.01 -1.06 -1.19 -131 -1.01 1.03 -1.03 1.27 1
Lsm11 2.22 137 1.22 1.01 -1.79 1.55 -1.16 1.01 -1.60 -1.23
Thyll 2.10 1.20 1.42 135 -1.49 2.04 -1.07 127 1.37 1.59
Irgm1 2.35 1.02 1.24 -1.11 118 3.30 -1.01 175 -1.19 1.30
Gm12185 2.78 1.04 1335 -1.29 1.06 1.44 2.27 -1.00 1.37
9930111J21Rik2 213 -1.13 1.01 -1.12 -1.25 2.94 -1.0 1.04 -1.47 -1.38
Tgtp2 3.21 1.28 1.08 -1.42 -1.26 20.15 1.89 2.21 1.36 2.37
Zip354c -2.08 -1.34 1.05 1.09 -1.38 -1./6 114 122 -1.13 1.23
Zip2 -2.09 -1.64 -1.49 -1.19 -1.18 -1.52 -1.10 -1.73 -1.45 -1.43
Zfp354b -1.02 115 1.46 1.21 -1.03 =211 -1561 -1.85 ~2.45 -1.42
Hnrnpab 2.83 -1.03 127 1.01 -1.20 -1.03 -1.22 -113 -1.16 -1.14
N4b83 3.26 147 -1.07 1.20 -1.41 1.56 1.18 1.49 1.70 1.07
0610009B22Rik -1.14 2.62 1.00 1.00 -1.19 1.31 1.02 1.22 122 1.20
Sec24a -150 -2.09 -1.19 -1.07 -1.25 -111 -1.56 -1.04 1.09 1.04
Hspad 231 -1.62 1.04 -1.08 1.03 1.69 -111 1.06 123 1.21
Slc22a5 -167 -1.34 1.16 1.15 -1.03 -2.15 1.08 -1.14 1.15 -1.29
13 1.07 1.1 1.66 -1.07 1.09 1.15 -1.84 -2.28 1.05 -1.48
Anxab -1.47 -1.46 -1.25 -1.67 -1.89 -1.01 -1.14 -1.04 -1.02
Sparc -3.82 -1.62 -117 -117 -1.29 -1.71 1.05 -1.05 1.05 -1.10
Atox1 1.44 2.74 -1.26 1.28 -1.32 -1 -1.14 1.08 -1.07 1.06
Gemin5 310 112 135 1.07 1.70 1.17 -1.35 -1.04 113 -1.19
Olfr331 -1.12 -1.04 1.03 1.24 1.21 -1.67 1.34 -1.33 -143 -2.07
0lfr329-ps -1.25 -1.04 -1.29 -113 -1.68 175 2.38 118 1.08 1.06
0lfr224 -152 -1.32 =2i12 1.08 1.20 -1.21 1.45 -1.20 -1.79 -1.48
Obscn -121 -1.26 -1.04 -1.12 -1.06 1.34 1.20 2.16 1.09 114
Flen -2:63 -154 -1.32 1.09 1.10 -1.29 1.06 1.03 1.06 113
Rasd1 1.10 1.76 1.28 1.20 -1.10 1.64 2,01 1.50 1.86 1.50
Shmt] 451 1.02 118 -1.02 -1.27 -1.08 -1.06 112 111 117
Natd1 -1.31 -1.05 -1.04 1.10 -2.02 1.22 -1.41 114 1.01 -1.31
Lrrc75a -2.00 -1.63 -1.01 1.01 -1.46 -1.90 -1.23 -1.03 -1.31 -1.01
Hs3st3b1 -1.13 -1.30 -1.08 1.03 -1.12 1.38 2.10 119 127 1.38
Arhgapd4 -1.87 -1.40 -1.04 1.04 -1.30 -3.10 -1.18 -1.67 -1.41 -1.90
1700086D15Rik -1.63 1.31 -1.71 -1.15 -1.45 -2.23 1.24 -2.14 -1.20 -1.44
Cfap52 113 1.07 1.01 1.67 2.19 -1.05 1.03 1.00 -1.28 -1.06
Ota 1.15 -1.81 -1.47 1.05 ~1.56 1.48 1.74 1.24 1.95 2.08
Rangrf 2.31 1.90 -1.30 -1.09 -1.67 -1.16 -1.38 111 -1.00 -1.19
Gucy2e 1.16 1.08 137 134 2.53 -1.07 1.26 1.09 1.01 1.16
Kdm6b -3.90 -1.79 -1.65 -1.09 1.26 -158 115 -1.17 1.02 1.01
Efnb3 -1.28 -1.38 -1.22 -1.69 1.33 1.25 1.64 2.20 -1.01 1.12
Wrap53 2.34 1.32 1.54 1.50 1.74 1554 1.04 .19 1.27 1.16
Atp1b2 -153 -1.55 -1.66 -2.44 -1.47 -1.36 -1.29 -1.37 -1.76 1.20
Tnfsfm13 1.04 -1.69 -1.45 -1.44 -3.30 1.12 -1.14 1.04 -1.26
Chrnb1 .92 135 -1.02 -1.32 -1.07 2.15 114 1.24 1.29 -1.00
2810408A11Rik -1.43 -1.53 -1.24 -1.06 -2.36 -1.36 -1.52 119 -1.01
Eif5a 2.99 -1.06 1.40 114 -1.63 1.16 -1.24 -1.07 -1.22 -1.20
Slc16a13 -1.64 -1.15 -1.19 -2.12 2.30 -1.03 1.79 1.41 1.06
Chrne 07 1.21 -1.36 -1.07 138 1.97 2.06 2.08 1.94 172
Incal 3 -2.47 -1.06 -113 -123 1.10 121 -1.30 1.29 -1.21
Clabp 3 -1.19 1.01 1.09 1.01 1.37 -1.06 1.30 117 1.7
Gsg2 ) -1.25 1.15 -1.05 -134 1.16 -1.38 -1.16 1.07 -1.10
Emc6 i 1.66 117 1.41 1.15 1.16 -1.03 -1.09 -111 -1.05
Ctns 278 -1.16 -1.17 1011 -1.39 -1.15 1.03 -1.08 1.02 1.21
1.04 -1.74 1.36 1.43 -1.41 2.05 -1.29 1.51 -1.21 -1.27
0Ifr382 1.63 -1.01 -15 -1.21 1.25 1.09 2.49 2.22 2.00 1.27
0lfr394 1.41 132 -1.16 1.11 129 153 1.75 2.03 1.81 151
Rap1gap2 2.96 1.30 1.05 1.20 114 119 1.80 139 1.40 -1.04
" -2.18 1.04 -1.10 1.05 1.01 -1.24 -1.20 113 128 1.15
Rpa 3.02 1.01 153 1.30 1.30 127 1.00 136 -113 110
Wdrs1 -1.76 -1.04 1.26 113 2.78 1.46 1.04 1.03 1.01 -1.05
Doc2b 1.08 2.18 1.05 1.05 -1.06 -148 -1.28 -148 -1.50 -1.75
Abr 3.15 -1.19 154 1.26 1.51 261 1.40 1.27 1.42 1.30
Tmem199 2.48 1.12 132 1.31 1.06 2.29 -1.07 1.2 -1.07 -1.07
Tmem97 1.22 139 1.03 -136 3.34 1.25 1.82 1.62 1.54
Sb1 -232 1.02 -1.05 -1.04 1.05 -133 1.08 1.01 1.20 1.07
1700071K01Rik 2.25 1.07 1.22 1.07 -1.43 1.55 -1.22 -1.00 114 1.20
a -1.34 -1.20 1.04 1.28 -2.14 -1.26 -1.46 -1.06 -1.27 -1.30
SIfn9 10.13 115 2.12 1.08 137 2.88 -1.10 111 -1.31 1.46
Slfn8 122 1.93 110 162 441 -1.04 1.85 -1.36 1.24
Cels -113 -113 -1.17 -1.08 -123 WV 2.4 175
Cel9 -%-— ] 1.82 1.30 1.1 -2.62 -gﬂ zi 20 167 162 1.82
Cel3 1.84 1.04 1.99 2.30 157 1.36 -133 1.03 -123 -1.07
Pigw 455 -1.52 1.00 -1.10 -1.40 -1.06 1.05 -1.04 1.07 -1.06
Znhit3 1.39 418 1.16 -1.03 -1.21 157 1.74 1.81 127 1.33
\?Hpﬂz 447 1.166 1 8282 1 258 1.% 1.818 -1 wg -1 Zé —12863 -1.07
e 4 -1.4 -1 -1 1. -15 -1.1 -11 1 -1.11
Gdpd1 ‘%?—1 -1337 1.00 1.14 1.30 2.54 1.25 1.19 132 1.26

Prrid 2.76 -1.03 175 -1 113 3.87 1.30 2.00 1.01 1.58




4T
Ju

No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
3501 AkapT 7.19 143 =101 =145 708 114 12 =116 =T0T =138
3502 Utpi8 444 1.13 1.17 -1.25 -1.12 2 -1,50 1.13 -1.19 1.06
3503 Cacnalg 0 -2.01 -2.20 -117 1.54 -1.20 -2.75 -1.36 -1.66
3504 Rsad1 -1.06 1.18 112 1.32 1.75 1.70 1.95 1.95 2.10
3505 Emel 4.29 -1.38 2.21 -1.01 1.37 -1.77 1.01 -1.74 -1.74
3506 Pdk2 -3.56 -2.06 -131 -1.19 -1.27 -1.85 -1.36 -1.15 -1.01
3507 Abi3 -1.28 -1.04 -1.27 -1.23 -1.13 -1.33 -1.60 -1.97 -1.37
3508 Snx11 2.25 -1.04 -1.22 1.12 -1.32 -1.29 -1.01 -1.21 -1.08
3509 Cdkbrap3 =201 -1.33 -1.34 -1.05 -1.55 1.43 137 152 153
3510 Sp2 2,51 1.75 2.05 1.46 1.41 122 1.23 -112 -133
3511 Lrrcd6 -2.05 -1.07 -1.03 -1.02 -1.33 1.05 1.02 1.29 -117
3512 1700001PO1Rik 2.45 -1.10 1.21 -1.36 -1.20 1.92 1.39 113 2.18
3513 Arlbc 1.14 211 118 -1.00 1.49 1.42 1.20 1,51 1.53
3514 Stac2 -2.68 -1.18 -1.02 -1.48 -1.33 -1.43 -1.45 -1.19 -1.68
3515 Med1 1.22 -2.19 -1.13 -1.04 -1.00 1.04 1.15 1.13 1.38
3516 Nrid1 1.04 1.95 1.85 1.88 -1.36 1.09 -1.19 122
3517 Top2a 457 1.76 2.80 1.35 1.75 -1.27 2.27 -1.07 1.38
3518 Tnsd 1.28 -1.16 -1.10 1.18 1,11 7.01 -1.08 -1.42
3519 Krt27 -1.21 117 -1.42 -1.47 1.30 112 117 1.50 1.82
3520 Gm11938 1.19 1.43 -1.03 -1.20 1.47 157 2.00 -1.24 1.41
3521 Gm14180 -2.07 -2.31 -2.14 -1.49 -1.09 2.00 1.65 1.22 1.65
3522 2300003K06Rik -1.54 -1.74 -1.99 -2.03 -1.50 1.46 1.17 1.14 1.08
3523 Krt36 -1.39 -1.54 -1 -2.17 1.06 1.87 159 1.58 1.65
3524 Krt9 1.12 -1.26 -1.25 -1.52 -1.13 1.04 -1.26 -2.05 -1.36
3525 Jup i -113 -1.05 1.33 -1.14 -124 -1.20 -1.09 -117
3526 Zfp3s5e 7.35 1.31 1.1 1.22 1.43 1.64 2.33 1.18 1.29
3527 Dhx58 2.81 113 1.82 1.26 1.80 -1.02 1.55 -1.47 1.18
3528 Kat2a 417 1.02 1.56 1.44 1.07 -1.29 1.22 -1.07 -1.15
3529 Brcal 512 1.71 1.93 1.56 1.48 1.7 2.39 1.77 2.01
3530 Etvd 23.97 1.26 132 1.08 1.45 -1.15 -1.16 -1.04 1.25
3531 Dusp3 2.67 -1.13 1.06 -1.12 -1.02 -1.15 1.05 -1.15 -1.25
3532 Hdach =217 1.38 -1.10 1.36 1.87 -1.43 -1.34 -1.19 -1.19
3533 Atxn7I3 137 127 1.25 1.28 2.1 -112 -1.24 -1.00 1.13
3534 Fam171a2 -2.38 -1.34 -1.47 -1.10 1.05 1.01 -1.10 1.08 1.04
3535 Eftud? 2,94 -1.03 1.45 1.27 -1.36 -134 -1.20 -1.04 -1.12
3536 Kif18b 312 1.06 1.69 112 1.7 1.06 1.78 -1.40 -1.05
3537 Map3k14 1.09 -1.02 172 1.27 1.54 -1.08 1.07 1.54 1.40
3538 Arhgap27 -1.17 1.15 -1.10 -1.21 2.08 -1.11 -1.12 110 1.04
3539 Lyzlb 1.49 -1.34 1.00 .10 2.10 1.58 1.15 1.37
3540 Limd2 -1.31 -1.31 -1.00 -1.60 -1.03 -1.07 1.47 1.24
3541 Fisj3 -1.26 117 1.01 -1.14 -1.06 1.38 1.10, 1.22
3542 Polg2 -1.12 -153 -1.26 -1.54 -1.20 -1.08 -1.19 -1.25
3543 Kpna2 339 1.15 1.92 -1.08 -1.32 -161 1.90 -1.71 -1.16
3544 Pitpncl 1.05 111 1.48 -1.20 1.29 1.21 1.23 1.22
3545 Cacng] .23 2.01 113 1.04 1.01 1.15 1.10 ~1.24 114
3546 Prkca 2.21 -1.65 117 -1.00 1.06 -1.02 1.08 -1.03 -1.25
3547 Slc16a6 152 -1.45 1.05 -1.11 -2.27 -2.30 -1.01 -1.16 -1.02
3548 Fam20a -1.71 -2.26 -2.37 -1.44 -2.09 -1.04 1.37 -1.30 -1.03
3549 Abcab 1.15 114 2.10 1.42 1.78 1.82 1.44 1.12 1.36
3550 Abcaga -1.96 -1.96 -131 1.27 117 2.03 1.09 2.05 1.21
3551 Abcad I .64 1.04 1.02 -157 117 -1.04 1.51 -1.10
3552 BCO0B9ES5 ~1.46 -1.48 122 -1.08 1.31 -1.71 1.69 177 -1.39
3553 Slc3%at 1 1.60 -2.22 1.05 -1.12 -2.12 -119 154 -1.03 1.05
3554 Fam104a 2.9 130 1.43 1.09 1.11 1.25 128 1.14 -1.16
3555 Cdcd2epd 1.05 -1.06 1.30 1.20 -2.11 1.03 111 1.29 1.44
3556 Cd300lb 468 2.49 1.40 148 1.32 1.02 1.24 -1.13 -1.42
3557 Whp2 1.18 -1.32 1.42 -1.06 1.07 214 -1.27 -1.22 -1.34
3558 Mrpl38 1.91 -1.27 -1.09 -1.02 1.30 1.22 1.21 1.38 1.69
3559 Mxra7Z -261 -1.05 -1.15 1.08 -1.03 -1.30 -1.39 -1.08 -1.21
3560 Srsf2 221 -1.02 1.32 1.08 1.05 -1.32 1.02 -1.00 -1.02
252; leme -1.35 1.15 —1.189 1.29 —1.334 1.48 2.3z31 1.38 2.;(3)
562 Tki 2 11 1.7 114 1.7 1.1 1.4 1.15 1.
3563 Socs3 -%F— ; -1.23 1011 122 -152 1.02 -1.01 127 130
3564 Usp36 357 -1.89 1.07 -1.16 1.7 -1.19 1.19 1,10 -1.04
3565 BC100451 ~1.45 1.01 1.20 -1.30 1,53 -1.41 -2.09 -1.39 1.06
3566 Lgals3bp 324 -1.75 164 1.09 -2.04 -1.12 1.66 -1.16 -1.00
3567 Cbx8 -2.05 -1.16 -1.36 -1.32 -1.35 -1.75 -1.22 -1.28 -1.17
3568 Sgsh 1.66 -2.30 -131 -1.01 -113 -1.16 1.22 -1.50 -1.97
3569 Alyref 2.97 111 1.24 1.15 1.21 1.18 1.44 1.29 1.16
3570 Pycrl 1.22 -1.10 154 -1.09 -2.46 ~1.24 1.13 1.15 -1.22
3571 Stra13 2.40 147 127 137 1.02 -157 -1.02 1.10 -1.43
3572 Cbr2 -157 -1.41 -1.02 -2.02 -110 -1.00 1.04 -152
3573 Fasn b -1.64 -1.14 1.06 2.04 -156 -1.65 1.02 1.00
3574 Cd7 1.31 1.33 -1.08 113 1.76 2.04 1.89 -1.10 1.43
3575 B3gntl1 -132 -1.31 -1.44 -1.35 -2.09 -1.04 -1.27 -153 -1.57
3576 Mgatdb 1.16 1.28 1.17 1.23 214 1.00 -1.15 1.22 -1.10
3577 Igip 3.48 127 1.29 -1.31 1.04 -121 1.68 -1.07 1.02
3578 Irgm2 2.64 -1.18 119 -1.02 1.09 1.04 1.93 1.53 1.95
3579 Trim16 1.27 -1.27 -1.12 -1.15 -2.07 113 -1.05 114 -1.32
3580 Mrps24 124 2.21 -1.13 -1.09 -1.04 1.10 1.03 113 -1.04
3581 Commd1 -1.02 2.27 -1.09 1.34 117 1.39 1.24 1.04 1.03
3582 9930111J21Rik1 2.20 110 114 1.06 -1.01 1.13 1.49 -1.09 -1.20
3583 Nme 2.68 1.49 115 -1.04 -1.39 -1.13 1.18 -1.15 1.02
3584 Mifdgd -132 1.45 -112 1.18 -158 -2.38 -1.17 -1.08 -158
3585 Mafg 1.57 -1.67 1.09 -1.22 1.39 1.34 1.28 1.55 157
3586 Kif3c -2.49 -1.20 -1.05 -121 1.05 -1.63 -1.40 -1.29 -135
3587 Ptrhd1 137 2.26 1.09 1.34 1.01 -1.73 -153 -1.19 -156
3588 Atad2b -2.20 -1.49 -1.46 -1.14 -1.04 -1.09 -1.50 -1.08 -119
3589 Wdr35 -2.13 -1.48 1.04 -1.07 -1.62 1.17 1.26 1.17 1.45
3590 Osrl -2.87 -156 -1.18 -1.11 -1.64 -1.23 -1.27 -1.08 -1.19
3591 Nol10 4.39 1.02 -1.06 -1.08 -1.45 1.07 1.00 113 -1.14
3592 Odcl 1.90 1.02 1.03 1.03 -2.06 -1.26 1.04 -1.26 -1.29
3593 Rrm2 125 2.08 112 -1.15 -1.21 2.71 -1.04 1.83
3594 Kidins220 -1.31 -1.10 1.03 1.07 1.28 122 1.15 -1.04
3595 Cmpk2 -1.03 1.28 -1.04 -1.09 1.19 1.56 1.04 1.14
3596 Lambl ) 1.02 1.15 1.03 1.25 1.31 1.35 1.50 1.22
3597 Nampt 1.48 -1.24 -1.07 113 1.10 1.08 1.25 1.21 1.28
3598 Atxn/l1 -2.11 -1.20 -1.01 -1.11 -1.12 -1.19 -115 1.42 1.05
3599 Twistnb 2.83 1.41 1.14 1.02 -1.23 1.37 1.26 1.06 117
3600 Twist -1.32 -1.27 -1.59 -1.10 1.02 -1.18 1,10 1.07 1.02




No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
3607 Gmb434 7.9 729 ~T.04 725 =112 2.75 .74 738 .62 .08
3602 Dockd -2.03 -1.18 -1.39 -117 -2.01 -1.09 1.22 1.26 1.01 1.15
3603 G263 1.2 113 1.39 1.09 -1 2.91 2.07 1.93 2.38 2.33
3604 Arhgap5 -2.33 112 -1.23 -1.21 -1.06 -1.96 1.22 -1.60 -1.18 -1.34
3605 Akapb =371 -1.61 -1.29 1.01 -1.38 -2.02 113 -1.40 1.12 -1.30
3606 Fancm 2.29 1.15 1.82 1.29 1.44 -1.08 -1.40 -1.39 -1.45 -1.26
3607 Lrrl 373 1.32 1.39 133 1.36 1.12 1.08 1.74 1.28 -1.24
3608 Arf6 7.19 -1.30 171 1.09 1.08 2.02 1.04 1.14 1.03 1.19
3609 Aridda -2.05 1.07 ~1.57 -1.05 -1.08 -1.14 -1.07 -1.18 1.01 1.02
3610 Dactl -3.42 -1.54 -151 -1.05 -1.63 -3.29 -1.30 -1.45 -1.10 -1.50
3611 Lrrc9 -1.24 1.01 -1.06 -1.82 -1.02 -1.24 -2.20 -1.21 1.01 -1.35
3612 Slc38a6 =|%- -2.09 -1.49 -1.20 -1.27 322 -1.05 -1.25 -1.09 -1.25
3613 Rhoj -1 -1.16 1.10 1.1 -1.30 -2.59 -1.08 -114 -1.03 -1.20
3614 Syne2 1.36 -1.05 1.30 1.52 1.43 2.02 1.32 -1.14 1.23 1,11
3615 Mthfd1 452 1.20 1.24 113 1.03 1.26 -1.07 1.7 137 1.58
3616 Eif2s1 3.53 132 1.09 1.08 -1.46 1.53 -1.74 1.18 -T2 1.1
3617 Susdé 1.42 -1.33 1,50 1.23 -1.06 3.08 1.51 1.67 1.21 1.26
3618 Penx -3.15 -1.89 -1.75 -1.25 -1.38 -1.68 1.29 -1.12 -1.22 -1.33
3619 Acotl -1.59 1.56 1.22 1.15 1.17 2.20 -1.06 1.64 1.47 1.32
3620 Acotd 1.18 1.39 1.80 2.04 1.25 1.38 -1.27 -1.06 1.02 -131
3621 Fofl 1.50 216 -1.09 -1.12 -1.43 1.47 1.21 1.48 127 1.30
3622 Fos =85.10 -2.20 -3.70 -2.26 -1.98 -1.65 233 -1.99 211
3623 Slip ~1.28 314 -1.06 1.07 1.21 1.21 1.53 1.12 1.04 1.05
3624 Gm8300 -1.05 ~1.01 1.05 -1.30 1.69 3.74 177 1.35 2.25 1.88
3625 Gm21936 1.41 1.44 1.05 -1.10 225 2.06 -1.09 1.07 1.15 1.25
3626 Gm2016 2.20 1.94 1.83 1.41 1.4 4.04 1.68 1.58 2.19 1.55
3627 Gm2022 1.63 1,50 1.20 -1.01 1,09 2.01 1,66 123 1,55 ~1.24
3628 Gm2046 1.63 1.70 124 -1.12 -1.01 3.25 1.20 1.27 1.38 1.57
3629 LOC100503047 1.41 1.20 1.44 1.21 2.27 -1.01 -1.23 1.27 -1.10 1.23
3630 Firt2 -1.77 -3.21 -1.33 -1.63 182 -1.96 1.12 -1.38 -1.50 -1.44
3631 Ttc8 -2.40 1.05 1.16 -1.08 -1.20 -1.14 1.04 1.28 1.37 1.01
3632 Kif4—ps 2.01 1.41 1.43 1.75 1.90 1.09 1.01 1.43 1.04 1.06
3633 Cpsf? 2.26 -1.03 1.08 -1.07 -1.52 1.59 -1.32 -1.23 1.02 1.03
3634 Rin3 ~2.46 -2.22 -1.22 1.41 -155 -1.16 -2.29 -1.33 -1.34 -1.62
3635 Unc79 -1.09 1.13 -1.16 -1.09 2.04 1.24 .11 -1.02 1.32 1.39
3636 Otub2 2.04 -1.78 1.22 1.13 1.10 1.30 1.73 1.08 1.19 137
3637 Pppdrd -2.84 -1.43 -1.82 -1.68 -1.75 1.07 -1.10 -1.19 1.09 1,56
3638 Serpina3i 2.26 1.03 -1.04 -127 -1.06 2.07 -153 -1.28 -154 -132
3639 Serpina3j 1.42 2.16 1.37 1.42 112 1.35 1.75 197 1.33 1.50
3640 Serpina3n 459 1.59 151 1.59 1,07 1.15 -1.02 127 1.70
3641 GIrxb 2.24 -1.07 -1.03 -1.09 -1.91 1.43 1.23 1.70 113 111
3642 Ak7 14 1.20 -1.01 -1.04 -1.10 1.09 -1.74 -1.38 141 -2.04
3643 Dynclhl -1.20 -1.22 -1.06 1.16 2.45 1.18 1.08 1.22 1.03 1.12
3644 Traf3 3.29 1.36 1.49 117 1.46 1.20 1.73 1.10 1.22 1.03
3645 Exoc34 -3.30 -1.12 -111 -1.28 -1.30 -1.95 1.21 1.27 113 1.82
3646 Tnfaip2 1.68 -1.57 1.12 1.02 -1.48 2.47 1.04 127 -1.04 1.04
3647 Trmtbla -1.21 -1.01 -1.13 -1.12 1.25 -1.01 -1.09 -1.06 -1.38
3648 A530016L24Rik 7. 157 1.01 1.41 1.24 -158 -1.25 -2.07 -1.61 -164
3649 Inf2 2,61 112 137 1.16 1.78 1.63 1.17 -1.02 -1.05 1.09
3650 BC022687 1.90 1.07 -1.04 -1.27 -1.07 2.09 -1.42 1.06 -1.02 -1.36
3651 Pacs? -2.10 -1.28 -1.08 -1.00 1.21 1.05 1.04 -1.01 117 -1.04
3652 Cripl 253 1,54 1.1 -1 1.07 1,50 1.04 1,50 1.74
3653 Adam6a 1,42 2.5 1.01 -1.96 -111 -1.92 -1.91 -1.47 -2.09 -2.74
3654 Gm11027 1.01 -1.03 1.21 1.00 -1.42 -2.04 -2.11 -2.40 -2.31 -3.10
3655 Ncapg? 3.61 1.61 1.75 118 -1.04 -1.34 -1.36 -1.23 -1.86 -1.47
3656 Ptprn? 1.5/ 2.27 1.32 1.00 1.66 -1.42 -137 -1.43 -1.32 -1.50
3657 Cdca/l 351 -1.10 1.25 1.41 1.18 1.64 1.07 1.27 1.21 1.21
3658 Macc1 -1.89 -1.92 =03 257 -1.69 2.86 1.86 2.21 1.86 2.28
3659 Fam228b -1.76 1.54 -1.59 -1.32 -1.07 =913 -1.14 118 111 -1.29
3660 Gen1 4.4 1.30 1.88 1.21 -1.05 3.26 1.31 1.44 1.27 1.18
3661 Zfp125 -1.75 133 -1.06 -2.20 1.30 1.16 311 1.67 1.92 1.98
3662 ligbibp1 1.45 1.44 1.32 1.04 2.26 -1.09 1.19 1.02 122 1.15
3663 Gm10330 -3.16 -1.01 SNE] -1.01 1.02 -1.09 1.06 1.16 1.06 1.01
3664 Id2 1.67 1.46 113 1.36 1.08 -3.83 -1,57 -1.07 -3.15 -1.88
3665 Rnfldda -3.38 1.18 1.20 -1.04 -1.1 -1.27 1.26 1.53 1.12 1.12
3666 Rsa 1.04 1.03 -1.01 1.07 1.68 2.04 1.65 2.44
3667 Chll 7.06 -2.02 1.08 -1.08 -1.10 1.13 -1.41 1.01 1.10 1.20
3668 Dusdl 2.38 -1.28 -1.09 -1.09 -1.26 1.27 1.28 1.71 1.23 1.10
3669 Hbp1 -2.49 1.02 -1.09 1.08 -1.05 -1.40 -1.16 -1.10 1.06 -1.17
3670 Bzw2 2.16 1.07 1.17 -1.09 -1.23 1.05 1.07 -1.08 -1.10 -1.22
3671 Arlda -1.47 -1.17 -1.78 -1.73 -158 —2.44 -1.22 -1.60 -1.33 -1.85
3672 lfrd1 -g}%g- 1.24 157 1.25 -154 3.09 -134 ~-1.01 -1.15 1.06
3673 Zfp277 -2.65 1.01 -157 -1.06 -2.00 1.03 1.54 1.74 1.31 1.39
3674 Heatrsa 2.15 -1.22 1.23 -1.20 -1.05 -1.29 -1.02 -1.40 -117 -1.23
3675 Cfl2 1.26 1.21 1.06 1.02 -1.19 2.31 1.04 1.19 1.08 1.38
3676 Bazla 1.21 133 -1.38 -1.29 1.84 -1.36 1.14 -1.51 ~1.54
3677 Slc25a21 -1.28 -1.74 -1.06 -1.04 -1.19 -1.07 2.16 1.42 1.03 1.29
3678 Sec23a -2.77 -1.02 1.01 -1.16 -1.17 -1.18 -1.08 1.22 1.04 1.23
3679 Fsch 1.08 1.23 1.49 -1.05 1.01 -1.07 -1.01 2.01 -1.09 -1.08
3680 Mis18bp1 2.58 1.14 2.12 1.09 1.30 419 1.29 1.96 2.00 1.68
3681 Pole2 4,56 1.26 1.48 1.09 123 1.24 -1.85 111 -1.02 -1.43
3682 L2hgdh 2.09 1.12 1.01 -1.21 -1567 1.22 1.07 1.21 1.50 1.23
3683 Timm9 3.33 117 1.04 1.08 1.21 -1.10 -1.49 -1.08 -1.75 -1.71
3684 L3hypdh -2.18 -1.25 -1.13 113 1.29 -2.28 -1.09 1.03 -1.05 -1.02
3685 Six1 -2.05 -1.21 -1.41 -1.03 1.03 4.4 -1.15 -1.47 -1.07 -1.13
3686 Sixd -117 -1.78 -1.54 -135 -1.56 -2.81 -156 -128 -1.00 -1.47
3687 Gm11042 -2.01 -1.69 -1.12 -1.25 -1.27 7.1 -1.22 1.07 -1.39 -1.66
3688 Wdr89 263 1.33 1.8 1.40 112 -1.62 -114 -1.32 -1.47 -2.03
3689 Sptb .13 -1.09 -1.26 -1.23 1,57 -1.02 1.23 2.76 1.88 1.59
3690 Max 2.14 1.01 1.36 -113 114 .11 -111 1.07 -1.30 -1.26
3691 Zfyve26 -5.92 -1.41 -1.19 -1.00 1.57 1.01 1.26 1.23 1.13 1.63
3692 Zfp36l1 -1.91 -1.03 1.21 1.04 -1.12 -113 1.14 1.06 1.01
3693 Erh 2.9 1.86 1.51 1.34 1.16 1.23 -119 1.01 1.16 1.17
3694 Zfyvel 237 -1.16 -1.02 1.02 1.06 1.04 -1.09 1.10 1.20 1.20
3695 Elmsani 2.23 117 1.70 1.38 1.96 -1.24 1.23 -1.13 1.06 -1.06
3696 Fam161b -157 122 1.04 -151 -1.16 -1.41 -151 -1.18 -2.04 -1.60
3697 Aldh6al -3.89 ~1.11 -1.01 1.05 -155 -1.22 -1.12 -1.39 1.10 -1.11
3698 Abcdd 1.13 -1.04 -1.04 1.34 1.05 2,01 1.71 1.59 177 2.60
3699 Ltbp2 -1.70 -1,09 123 1,09 1.82 -5.87 1.15 -1.05 1.21 1.06
3700 Acypl -2.69 1.67 -1.36 -1.02 1,05 -1.34 1.23 1.16 1.26 1.23




Jhu

No. Genes 1D_MT _ 1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
3707 Toib3 =201 =T.76 =T.29 =T.05 T12 : =717 =116 =118
3702 Angell -2.03 -1.15 -1.45 -1.16 -1.40 . 1.07 1.51 1.01
3703 Irf2bpl 2.00 1.30 1.94 1.40 269 . 117 135 1.49
3704 Sptlc2 113 -1.04 1130 1.28 1.28 . -1.04 -1.09 1115
3705 Gm5662 149 1.66 117 -1.10 110 36 1.71 1.04 1.54
3706 Galc 247 1.06 1.45 1.38 1.24 , 1.92 1,68 1.5
3707 Kenk10 147 2,91 153 1.20 1.41 , 1.09 -1,06 117
3708 Emis -1.22 =133 1.01 1.08 1.22 i 1.5 134 1.44
3709 Foxn3 -2.06 1.01 -1.06 1.18 197 . 110 117 1.23
3710 Tte7b 1.02 1.05 -1.23 -1.06 -3.14 . -1.27 -1.18 -1.35
3711 Trip1 -1.56 -2.29 -1.41 -1.20 -1.25 , 1.09 1.18 -1.07
3712 Lgmn -1.27 -1.41 -1.06 -112 -1.84 . 1.03 1.02 -117
3713 Do 280 -1.15 141 114 -1112 . 1.05 10 -1.04
714 [fi2712a =337 6 141 127 -1 ] 01

3715 Wars e e 1.30 -1.32 T - -1,
3716 1700001K19Rik -2.19 -1.66 141 182 -1.73 . 1110 1115 -1.02
3717 Hsp0aal 252 117 1.31 -1.00 -113 . 1.02 1,09 1.22
3718 Ankrd9 =110 114 1.02 1.03 -1.06 . -7 -1.06 -i12
3719 2010107E04Rik -1.22 249 -1.16 1.00 -1.14 , 1.1 1.28 1.23
3720 Ahnak2 -176 -1.20 1.06 1.21 282 . -1.08 -1.08 178
3721 Cdcad 2.56 -112 1.48 1.36 -1.26 , 1.28 1.01 -1.03
3722 3110039M20Rik 1.06 1.19 1,15 144 1.08 ] 1.27 -1.14 1.08
3723 Serpinadf 273 1.43 1.42 1.58 1,50 . 1.4 1.27 1.38
3724 Serpinalg 1.24 1.75 1115 127 . 147 -1.32 -1.07
3725 Serpina3h ] 194 1.80 1.40 1.20 . 131 1.49 1.32
3726 Rpl36al 1.32 227 1.09 1116 -1.26 . -1.06 118 119
3727 Dnaaf2 T13 1.01 1.25 -1.07 . -1.36 -1.34 112
3728 Asb13 1.41 -1.24 117 1.26 -2.06 . 1.07 1.07 -1.28
3729 Akricl4 -3.73 1.56 -1.10 117 -1.18 . 1.02 1.08 1.10
3730 Akr1c13 151 1.08 -1.40 144 =210 . 1.04 1.08 110
3731 Akr1c19 -2.02 -132 1,51 -1.76 -1.75 , ~1.49 1.01 -1.46
3732 1di1 . . 1.33 1.0 . 1.47 221 217
3733 Dip2c . . 1.00 -1.10 01 -1.63 156 3,02
3734 Heatrl . , -1,04 -1.38 , 1.16 1.12 1.18
3735 Pri2cs 1 i 219 1.99 . 237 -1.69 211
3736 Lyst : ; 1.38 1.04 1.00 . 711 1.02 1.01
3737 0lfr263 -1.24 1.20 -1.27 -1.15 -i.14 : 116 276 1.28
3738 Olfr1367 -1.10 1.09 1.0 1.7 -1.23 . -1.41 3.4 157
3739 Zscan12 1.10 228 118 -1.00 1.01 . 1.04 1.30 117
3740 Hist1h2ai 226 127 157 157 1.04 . 2.04 137 1:41
3741 Hist1h3h 329 167 201 179 1.09 1.0 263 -1.29 1.88
3742 Hist1h2bm 331 314 220 1.66 118 . 158 -1.08 1.24
3743 Histihdj 2.07 2.08 181 1.39 168 . 158 1.09 1.29
3744 Hist1h2bn 251 250 237 1.38 1.06 . 250 1.04 1.28
3745 Hist1hZao 2.46 712 7,50 1.40 1.03 , 2.05 115 1.20
3746 Histihdm 1.99 2,01 2.02 1.37 134 , 1.21 -1.06 1.31
3747 HistTh2br 1.76 225 .73 1.47 143 , 228 117 1.25
3748 Hist1h2bk 356 224 230 154 127 . 224 -1.31 122
3749 Hist1h2bj 291 2560 232 1.74 132 . 249 1.58 1138
3750 Vmn1r198 1.04 ~1.00 718 131 165 . 207 1.28 1.04
3751 Vmn1r203 1.19 -1.08 -1.49 -1.08 131 . 213 1.04 260
3752 Vmn1r204 -2.08 -1.24 119 131 1.08 69 176 1.35 1.49
3753 Vmn1r216 -1.07 -141 -1.47 1.02 254 ] -1.22 -1.48 -1.96
3754 Vmn1r221 -1.22 -112 1.15 131 1.30 i 2.06 1.29 -117
3756 Hist1h2ad 2.07 1.21 1.48 1.28 1.09 . .97 1.20 1.63
3756 Hist1hdh 223 272 1.98 147 1.04 , 1.36 114 1.03
3757 Hist1h2af 1.79 1.35 154 140 118 , 179 -1.08 180
3758 Hist1h3 1.85 31 4 1.29 , i -1.14 18
3759 Hist1h3 - 223 235 168 1.30 T.50 1.52 171
3760 Histlhid 172 278 235 184 . 1.02 1.48 1.66
3761 Hist1h2bg 363 3567 1.97 172 1 205 134 1.96
3762 Hist1hdd A1 3.05 252 167 127 136 .74 1.02 117
3763 Histlhic -3.93 115 -1.03 1:41 127 . 127 1.44 124
3764 Hist1h2bb 248 AL 2.76 161 1.24 . 1.95 122 232
3765 Hist1h2ab 326 1.25 267 163 118 116 236 161 1.46
3766 Hist1hdb 218 247 1.65 1.22 1.28 239 . 139 133 173
3767 Histihla 3557 259 224 208 187 138 . -1.43 -1.26 -1.07
3768 Slc17a2 1.42 16 713 7.09 1.09 120 1.30 223 114 1.60
3769 Hist1h2aa 229 -1.04 1,62 1.03 -1.02 1.95 -112 T17 1.10 1.27
3770 Tdp2 238 1.42 1.42 1.5 -1.01 1.09 -1.33 -1.43 -1.18 1.5
3771 Pri2ei 258 201 -1.04 1.07 270 2.79 1.36 -165 1.45
3772 Pridal 167 1.26 1.23 119 -1.01 .01 205 1.06 121
3773 Foxf2 -1.10 143 152 1.27 338 -1.02 -1.15 1.04 1.04
3774 Serpinb9e 1.01 -1.48 -1.85 334 1.36 1.0 1.38 1.27 -1.26
3775 Gm11397 1:29 1.16 -1.01 1.44 -1.02 -1.11 258 -1.09 101
3776 Serpinb9g -2.48 -2.87 -1.45 -1.70 -1.18 -1.33 1.3 -1 1.36
3777 Bphl 136 -1.01 1.18 -1.35 -1.37 -1.42 117 -1.07 -118
3778 Ly86 192 -1.05 1.44 1.70 1.24 1.07 339 1.92 1.54
3779 Rreb! 1.03 1.14 -1.03 136 1.06 -1.08 1.09 1.07 126
3780 Gent2 1:30 132 1.43 1.14 276 132 153 -1.33 1.5
3781 Paklipl 154 -1.00 112 107 2.00 1.08 1,24 113 1.0
3782 Tmem14c 117 -1.10 1,02 -1.03 1.34 112 112 110 1.24
3783 Edni 1.29 1.63 1.39 -117 1.26 1.01 1.42 1.80 1.10
3784 Phactrl 122 1.00 -102 1.89 239 125 111 112 1.31
3785 Jarid2 -1.28 -1.01 1.04 -1.40 -2.00 -i54 -1.36 -1.19 -190
3786 Mylip -1.83 -1.15 11 -1.21 1.06 1.00 101 1.21 1.28
3787 1d4 -114 1.03 116 -1.15 -3.25 -1 122 1.05 =117
3788 Ecm2 -1.47 -2.38 -1.57 -2.01 1.01 -1.07 1.20 1.12
3789 Aspn 1.01 -2.63 -2.03 3115 -6.97 -1.07 -1.45 -1.28 -1.57
3790 Omd 239 -1.01 19 -1.83 .73 2.72 1.76 1.43 2.90
3791 Ogn 714 -1.21 -1.15 -1.36 -1.37 134 116 1.20 .15
3792 Nolg -1.30 -114 -1.39 -1152 134 -1.07 -1.10 114 118
3793 lars -1.41 1.28 -116 -1.42 117 -1.26 -1.31 -1.28 -1.44
379 Cks2 289 133 1.02 -1.02 210 -2.13 114 -1.97 -1.22
3795 Gadddsg -1.03 1.06 -1.06 -128 246 1.08 153 1.26 1.08
3796 Cdhr2 1.04 1.25 1.40 1.25 151 -1.27 1.0 -1.35 -3.09
3797 Tspan17 -1.14 -141 -1.10 -1.66 1.40 118 122 1.07 1.4
3798 Nsd1 -1551 -1.36 1.05 -1.19 -1.79 1.20 -1 -1.10 -1.18
3799 Grk6 157 -1.09 -1.06 -131 1.75 1.56 1.36 1.6 1.10
3800 Tgfbi -1.02 134 1.35 1.44 1.20 1.65 182 221




No. Genes 1D_MT 1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
38017 Gmb084 -1.36 1.70 -T.21 119 11 -1.61 -2.75 -1.74 -1.23 -1.23
3802 Dapk1l -2.03 -2.04 -1.47 1.04 1.22 1.10 1.01 1.47 137 1.20
3803 Cdk20 2.08 -1.26 -1.12 -1.07 -1.07 -1.00 1.03 1.16 -1.22 1.23
3804 Gm3785 1.57 2.01 1.45 1.07 1.04 1.46 -1.06 -1.13 1.1 1.01
3806 Olfrd66 1.50 1.03 -1.59 -1.46 -1.26 1.54 1.69 2.16 2.44 1.71
3806 Gm10324 -1.21 -1.06 -2.29 -1.03 -1.25 1.34 2.25 2.63 1.76 1.78
3807 Gm10767 -1.87 1.03 -1.33 -1.06 -1.69 -1.87 -1.43 -1.04 -1.29 -2.49
3808 Zfp4bs -2.20 -1.15 -1.45 -1.34 -1.12 -1.01 -1.57 -1.29 1.19 -1.06
3809 Gm7969 -1.05 1.14 -1.27 1.03 2.08 -1.41 -1.05 -1.01 -1.21 -1.25
3810 Irx2 2.03 -1.23 -1.08 1.03 -1.02 1.07 1.01 1.07 -1.07 1.02
3811 Erapl 2.65 1.10 1.44 -1.04 1.33 2.17 1.51 1.51 1.38 1.16
3812 Pcsk1 -2.03 -1.83 -1.66 -1.28 -1.28 -1.47 1.42 1.91 -1.08 1.26
3813 Ell2 1.75 -1.23 1.06 1.14 -1.31 2.68 1.14 -1.31 1.00 1.28
3814 Glrx 1.04 1.71 -1.03 1.04 -2.01 -1.78 -1.13 1.01 -1.12 -1.20
3816 Spata9 1.57 1.20 -1.61 1.28 -2.77 -1.39 1.22 1.60 1.55 2.66
3816 Poubf2 -2.00 1.24 1.02 -1.03 1.28 -1.45 -1.28 -1.69 -1.48 -1.65
3817 Lysmd3 -1.54 113 1.04 -1.19 -1.62 -1.05 1.40 -2.20 1.06 1.04
3818 Ssbp2 =318 1.02 -1.06 1.15 -1.23 -1.17 -1.25 -1.17 -1.10
3819 Dhfr 8.68 2.51 1.70 1.15 -1.09 -1.16 1.65 -1.51 -1.04
3820 Serinch -4.54 -2.03 -1.25 -1.17 -1.76 1.01 -1.28 1.04 -1.22
3821 Homerl . 1.88 1.16 111 1.19 1.43 1.14 -1.29 1.34
3822 Gm6109 -1.30 2.25 -1.14 1.07 113 1.17 1.29 1.67 1.85
3823 Lhfpl2 1.33 -1.41 -1.22 1.08 -1.69 1.21 1.10 1.29 1.16
3824 Tbca -1.07 2.49 -1.03 1.06 -1.01 1.19 -1.14 -1.01 1.12
38256 Fam169a 1.95 -1.30 1.38 1.40 -1.18 1.71 1.46 1.57 1.57
3826 LOC102637808 1.37 1.89 1.63 1.37 -1.41 -1.31 -1.53 -2.29 -1.96
3827 Serfl -2.38 1.62 -1.29 -1.08 1.27 -1.33 -1.83 -1.15 -1.36
3828 Ccdc125 -1.24 -1.44 -1.28 -1.48 2.27 1.20 1.36 1.19 1.24
3829 Cenpk 2.43 1.56 -1.02 -1.34 1.82 3.05 2.62 3.42
3830 Adamts6 -5.36 -1.61 -1.27 -1.33 -2.16 1.0: -1.98 -1.28 -1.57
3831 4933425L06Rik 1.74 1.23 1.30 2.10 1.81 1.47 -1.11 1.16 1.38
3832 Dimt1 2.63 1.05 1.09 1.01 -1.57 -1.18 -1.07 -1.07 1.02
3833 3830408C21Rik -1.74 -1.45 1.35 -1.19 -1.24 -1.06 -1.90 -1.82 -2.11
3834 Depdclb 2.69 1.09 1.65 1.01 -1.18 -1.20 -1.66 -1.35 -1.81
38356 Gm10198 1.43 1.78 1.28 -1.27 2.29 1.01 1.32 -1.29 -1.20
3836 Ankrdbb . . . 1.18 -1.07 1.41 1.156 1.54 1.10
3837 Plpp1 -1.36 -2.57 -1.29 -1.30 -1.18 -1.84
3838 Dhx29 -1.14 -1.20 -1.09 -1.03 -1.11 -1.16
3839 Emb 1.62 1.30 1.19 -1.26 -1.13 -1.87
3840 Gm7120 -1.32 -1.20 -1.33 -1.37 1.06 -1.13
3841 Hmges1 1.30 -1.07 1.20 111 1.36 1.83
3842 Netl 1.48 1.59 1.28 1.52 1.67 2.00
3843 Akr1c18 1.88 1.03 1.30 1.07 1.33 1.47
3844 Ptkp 1.03 -2.00 -1.47 -1.45 -1.12 -1.96
3845 Gtpbp4 1.03 -1.03 1.06 1.09 1.08 1.12
3846 Gpr137b-ps 1.14 1.08 1.14 1.39 1.25 -1.04
3847 Prl2c3 1 2.01 2.07 1.01 -1.14

3848 Prl2c2 4 2.14 1.95 -1.20 6.89 1.20

3849 Gm7040 U 1.22 1.356 1.43 -1.26 1.23 -1
3850 Gpr137b 1 5 1.27 1.12 -1.25 1.19 1.06 -1.05
3851 Sugct 1.10 .22 -1.10 -2.46 -1.13 -1.78 -1.18 -2.06
3852 Pou6f2 -1.17 .16 -157 -1.42 -1.35 -1.14 =2.31 -1.26
3853 Zfp389 1.55 1.35 11 2.11 -1.00 -1.34 1.23 1.1
3854 HistTh2bl 1.96 2.69 1.75 1.65 1.13 2.63 1.61 1.96
3855 Hist1hdk 2.45 2.19 1.15 1.50 1.03 2.04 1.47 1.70
3856 Hist1h2ak 1.30 2.02 1.78 1.23 -2.64 2.57 1.04 1.58
3857 Hist1hlb 1.84 2.47 2.10 1.49 1.48 2.20 1.54 2.37
3858 Hist1h3i i 1.62 1.99 1.75 1.03 1.10 2.37 -1.19 1.60
3859 Hist1h2an E 1.26 1.49 1.15 -1.02 o -1.26 1.50 1.03 1.18
3860 Hist1h2bq . 1.87 1.65 1.44 1.67 2.07 -1.29 1.70 1.49 -1.02
3861 Hist1hdn . 2.01 2.02 1.37 1.34 2.34 -1.28 1.21 -1.05 1.31
3862 Hist1h2ap p 1.12 1.50 1.40 1.03 3.94 -1.26 2.05 1.156 1.20
3863 Hist1h2ah 5 1.18 1.561 1.26 -1.06 -1.09 2.08 1.02 1.02
3864 Hist1hdi i 2.88 1.52 1.90 1.62 2.25 1.39 1.03 1.90 1.27
3865 Hist1h2ag 5 124 1.75 1.42 1.05 3.20 -1.24 1.63 1.12 1.32
3866 Vmn1r189 -1.26 -1.14 1.15 -1.66 1.41 -2.14 1.06 -1.34 -2.26 -2.57
3867 Vmn1r202 -1.02 -1.42 -1.58 -2.21 -1.54 -1.63 -1.38 -1.94 -1.47 -1.40
3868 Vmn1r205 1.01 1.20 -1.45 1.00 -1.16 -1.16 1.59 2.71 1.42 1.44
3869 Vmn1r208 1.15 1.29 1.00 1.51 2.40 1.09 1.13 1.42 1.48 1.31
3870 Vmn1r209 1.25 -1.02 1.19 1.18 -1.24 -2.12 -1.36 -1.80 -3.56 -1.61
3871 Vmn1r210 -1.01 1.03 1.59 1.15 -1.10 -1.61 1.07 -1.63 -1.68 -2.14
3872 Vmn1r211 =2.33 1.04 -1.61 -1.16 1.20 -1.84 -1.58 -1.48 -1.46 -1.63
3873 Vmn1r222 -1.44 1.26 1.01 -1.62 2.17 -1.45 1.19 1.00 -1.06 -1.35
3874 Hist1h2bh 3.27 2.07 2.56 1.70 1.58 -1.08 2.00 -1.11 1.29
3876 Hist1h4f 2.45 3.13 2.40 1.50 1.29 1.12 2.23 1.20 1.82
3876 Hist1h3e 3.03 1.68 2.12 1.50 1.10 9.49 1.07 3.19 1.33 2.27
3877 Hist1h2ae 2.65 2.74 1.86 1.54 6.12 1.03 2.34 1.00 1.44
3878 Hist1h2bf 2.75 3.30 3.09 1.72 1.32 -2.35 1.43 -1.65 -1.02
3879 Hist1h2ac 1.73 3.47 1.69 1.47 1.54 1.19 -1.05 1.10 1.08 1.08
3880 Hist1hdc 2.16 2.80 1.55 1.42 1.00 1.90 1.13 1.30 1.08 1.14
3881 Hist1h3c 2.58 1.36 1.83 1.27 -1.06 2.51 1.36 1.58 -1.18 -1.05
3882 Hist1hda 2.31 2.11 2.03 1.38 1.56 2.51 1.00 1.65 -1.03 1.45
3883 Hist1h3a 2.76 3135, 3.48 2.60 1.32 -1.35 1.29 -1.13 1.03
3884 Gmnn 2.13 2.04 -1.07 1.67 2.02 113 1.00 1.23 1.03
3885 Mrs2 J -1.07 1.26 1.25 -1.26 -1.30 -1.30 -1.09 -1.75 -1.76
3886 Pri2bl -1.17 1.18 -1.12 -1.04 1.02 =/215(¢) -1.91 -2.40 -2.12 -1.83
3887 Pri8a9 2.16 1.46 1.26 1.23 2.26 -1.04 1.16 1.20 1.39 1.25
3888 Prl7al 1.33 2.05 1.21 1.61 1.83 1.19 1.25 1.50 1.39 1.14
3889 Prl7a2 -1.46 -1.86 -1.76 -1.71 -2.56 1.31 -1.37 1.31 2.04 2.26
3890 Prl7d1 6.74 2.64 1.41 -1.04 -1.13 3.14 1.11 1.34 1.08 1.96
3891 E2f3 5.44 -1.95 1.41 -1.44 -1.05 1.40 -1.40 -1.27 -1.01 -1.14
3892 Gmds -2.35 1.32 -1.08 1.01 -1.33 -1.40 1.04 1.05 1.27 1.26
3893 Serpinbla -2.04 1.62 1.04 1.19 -1.15 1.58 -1.29 1.51 1.20 1.10
3894 Serpinblc -1.09 -1.01 -1.03 -1.19 -1.27 -1.62 -1.07 -1.76 -2.05 -2.40
3895 Serpinb9c -1.82 -2.15 -1.41 1.14 -2.08 -1.35 -1.22 -1.27 -1.34 1.14
3896 Tubb2a -3.00 -1.05 -1.14 -1.06 -1.54 -1.02 -1.12 1.02 1.14 -1.18
3897 Eci2 -2.09 -1.28 1.07 1.20 119 -1.20 -1.16 1.03 1.1 1.18
3898 Nrn1 1.82 1.85 1.96 2.05 1.87 2.39 19 1.18 1.21 1.10
3899 Eeflel 2.64 1.49 1.10 1.16 -1.21 1.56 1.15 -1.07 -1.15 1.18
3900_SIc35b3 -1.32 -1.35 117 -1.07 -2.01 1.05 -1.07 -1.00 112 112




4T
Ju

No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
3907 Ofccl 1.06 -1.27 1.25 -1.01 1.70 2.36 2.08 2.18 1.95
3902 Tfap2a -1.11 1.34 1.02 1.21 -1.16 -1.30 -1.21 1.02 -1.14
3903 Gm17364 1.04 1.19 1.20 -1.33 1.44 -1.05 -1.29 1.49 17
3904 Nedd9 -1.56 -1.59 -1.36 -1.33 -2.10 -1.14 -1.26 1.07 -1
3905 Adtrp -1.03 1.02 -1.56 -1.46 1.72 1.03 1.07 2.01 1.37
3906 Gfod1 -1.01 1.12 1.24 222 1.21 1.66 1.31 1.32 1.81
3907 Nup153 1.10 1.24 111 1.27 1.17 1.19 1.10 -1.05 1.08
3908 Dek -1.02 1.23 1.21 -1.02 1.27 -1.69 -1.12 -1.06 -1.27
3909 Ptpdct -1.24 1.16 -1.12 -1.01 -1.34 1.05 -1.03 -1.34 -1.37
3910 1110007C0O9Rik 1.27 1.06 1.54 -1.19 -1.12 -1.24 -1.37 -1.61 -2.30
3911 Gm8700 1.61 1.04 1.09 1.91 1.47 1.32 1.04 -1.17 2.13
3912 Gm906 1.99 1.07 1.24 2.21 1.08 -1.34 -1.03 -1.02 1.06
3913 Nop16 -1.10 1.07 1.11 -1.49 1.12 -1.01 -1.04 1.29 -1.03
3914 Cltb -1.04 -1.26 -1.08 -2.09 -1.34 -1.05 -1.06 -1.19 -1.18
3915 Rnfd4 -1.19 1.32 1.05 1.20 1.23 -1.85 -1.03 -1.07 -1.36
3916 Mxd3 -1.27 1.37 -1.05 -1.23 1.87 1.27 -1.07 -1.10 1.04
3917 F12 -1.03 1.05 -1.25 1.04 -2.63 -1.91 -1.18 -1.47 -2.84
3918 Dbn1 -1.60 -1.42 1.00 -1.08 1.1 -1.16 1.02 1.22 -1.02
3919 Fam193b 1.44 1.09 1.01 1.54 -1.43 -2.25 -1.48 -1.40 -1.46
3920 H2afy -1.04 1.14 1.1 -1.20 1.75 -1.06 1.03 1.01 1.20
3921 Gasl 1.08 1.14 1.15 -1.14 -1.43 -1.16 1.11 1.08 1.01
3922 Ctla2a 1.24 1.23 1.29 1.14 213 1.36 -1.66 1.44 1.30
3923 Ctsm -1.76 -1.42 -2.16 -1.79 -1.42 1.34 -1.13 -1.97 -1.15
3924 Ptchl -1.89 1.01 -1.16 -1.89 -1.14 -1.04 -1.10 1.09 -1.47
3925 Slc35d2 -1.02 -1.34 -1.03 -1.05 2.66 1.66 1.73 1.563 1.58
3926 Zfp367 1.41 1.88 1.01 1.58 1.44 -1.12 -1.03 -1.09 1.17
3927 Ctsl 1.14 ™ -1.03 1.13 2.02 1.14 1.08 1.03 1.00
3928 Nlrpaf -1.33 1.06 -1.43 -1.25 1.51 -1.30 2.78 2.29 1.70
3929 Gm10772 -1.08 -1.33 -2.64 -1.22 1.19 1.62 2.33 1.86 -1.01
3930 Mterf3 1.13 1.07 1.05 -1.34 1.09 -1.24 -1.03 1.08 1.31
3931 Zfp712 -1.34 -1.77 -1.16 -1.14 -1.26 -1.22 1.09 1.18 1.21
3932 Zfpas8 -1.09 -1.27 -1.17 -1.04 -1.43 -1.33 -1.62 -1.44 -1.32
3933 Zfp4b7 1.18 -1.38 -1.31 -1.09 -1.39 1.01 1.06 1.29 1.38
3934 Zfp874a 1.09 -1.19 -1.16 -1.28 1.03 -1.49 1.02 1.07 1.22
3935 Zfp729a 1.33 1.05 1.09 1.18 1.18 1.26 1.12 1.50 1.12
3936 Mtrr -1.29 1.17 -1.07 -1.19 1.16 -1.41 1.27 1.18 1.16
3937 Srdbal -1.31 -1.14 -1.24 -2.47 -2.28 -1.98 -1.40 -1.45 -1.73
3938 Irx1 1.31 2.04 2.32 2.08 1.47 -1.37 -1.13 -1.07 -1.19
3939 Trip13 -1.18 1.62 1.44 -1.21 BI5]] 1.49 2.1 T 2.10
3940 Rfesd 1.40 -1.07 -1.01 -1.34 -1.19 1.04 1.08 1.09 1.13
3941 Polr3g 1.07 -1.12 1.22 1.00 1.28 1.04 -1.01 -1.54 -1.01
3942 Rasal 1.12 -1.12 -1.22 1.01 1.83 1.34 1.02 1.04 1.27
3943 Msh3 -1.77 -1.02 -1.17 -1.38 -1.12 1.24 -1.12 -1.50 -1.49
3944 Bhmt -1.57 -1.35 -1.50 -1.16 1.08 2.23 1.51 1.30 -1.01
3945 Iqgap2 -1.39 1.16 1.41 1.66 -1.23 -1.89 -1.43 -2.09 -1.45
3946 Hexb -1.02 -1.29 -1.09 1.09 1.03 1.03 1.04 1.06 1.01
3947 Arhgef28 -1.81 -1.32 -1.14 -1.41 1.23 -1.46 -1.15 -1.36 1.04
3948 Utpls 1.25 -1.02 1.03 -1.10 1.33 -1.02 -1.02 -1.29 -1.09
3949 Tmem174 -1.49 -1.26 -1.65 1.59 1.34 1.80 212 1.66 1.14
3950 Naip2 1.49 1.16 -1.17 -1.24 2.86 1.70 2.58 1.78 1.91
3951 Cenph 2.27 2.61 1.34 1.15 2.04 -1.59 1.82 -1.21 -1.24
3952 Ccnb1 1.35 2.12 1.17 -1.08 -1.39 -1.04 -2.17 1.09
3953 Erbb2ip -1.10 -1.03 -1.08 1.00 1.18 1.35 1.16 1.15 ™
3954 Ndufaf2 2.02 -1.07 -1.30 1.25 1.19 -1.06 -1.07 1.01 1.12
3955 Gm10735 -1.76 1.06 -1.05 -1.12 -1.06 1.48 2.75 1.19 1.16
3956 Snx18 -1.31 -1.23 1.10 -1.64 -2.01 -1.01 -1.08 -1.12 -1.39
3957 Ndufs4 2.21 -1.32 -1.07 -1.18 -1.25 1.28 -1.07 -1.05 1.03
3958 Fst -1.00 -1.49 -1.62 -1.11 -2.50 -1.68 -1.17 1.04 -1.02
3959 ltgal -1.03 1.18 1.25 -1.30 -1.44 1.04 1.27 1.11 1.13
3960 Isl1 1.46 -1.01 1.02 237 1.52 1.94 1.35 1.13 1.88
3961 Nsun2 -1.04 1.24 1.04 -1.54 1.30 -1.16 -1.17 1.05 -1.07
3962 Gm2916 -1.19 -1.48 -1.63 -2.81 -1.94 -1.72 -2.00 -1.84 -1.34
3963 Gm3099 -1.20 -1.54 -1.82 -1.37 -2.45 -1.25 -1.25 1.04 1.46
3964 Gm3115 1.41 ™ -1.11 1.59 -1.27 -1.14 -2.04 -1.31 -1.31
3965 Gm3149 171 1.18 1.10 1.50 -1.63 -2.39 -1.69 -1.62 -1.62
3966 Gm8159 1.13 -1.04 1.11 222 -1.17 1.03 -1.63 -1.12 1.05
3967 Gm3239 -1.09 -1.62 -1.08 1.13 -2.22 -1.02 -1.31 -1.31 -1.07
3968 Gm8297 1.34 1.18 1.09 2.48 -1.20 -1.37 -1.28 -1.06 1.07
3969 4930555G01Rik 1.05 -1.48 -1.66 -1.22 -2.81 =2,119 -2.03 -1.50 -1.84
3970 Slcda7 1.18 -1.03 -1.10 -1.16 1.12 1.15 1.18 1.05 -1.15
3971 Nglyl =111 -1.13 -1.16 -1.59 -1.12 -1.03 -1.1 1.08 1.04
3972 Futl1 -1.08 -1.30 -1.15 -1.17 -2.01 -1.06 -1.11 -1.10 -1.12
3973 Chchd1 3.60 1.05 1.07 -1.08 1.09 1.34 -1.17 -1.03 1.09
3974 Plau -1.01 -1.19 1.02 -1.36 -2.15 1.82 1.48 1.68 1.46
3975 Vel -1.72 -1.32 -1.32 -1.70 -1.24 -1.03 -1.02 1.12 1.18
3976 Kat6b -1.28 -1.15 -1.07 -1.04 -1.99 -1.10 -1.39 -1.05 -1.14
3977 Ppif -1.30 1.36 1.30 1.1 1.41 -1.83 1.01 1.15 -1.32
3978 1117rd -1.79 -1.05 1.06 1.10 1.16 -1.22 1.00 -1.14
3979 Wntba 1.47 1.04 1.38 1.32 2.4 1.10 1.06 -1.19 -1.34
3980 Chdh 1.50 -1.11 -1.18 1.23 1.21 2.08 1.09 -1.27 -1.06
3981 Glt8d1 1.00 -1.29 -1.11 -1.26 -1.40 1.02 -1.21 -1.04 1.14
3982 Ntbdc2 -1.19 1.13 1.20 -1.57 3139 -1.24 1.03 1.15 1.36
3983 Eafl -1.18 1.13 -1.12 1.01 1.96 1.12 1.09 1.01 1.16
3984 Oxnad1 -1.02 1.13 1.22 1.04 -1.02 -1.31 -1.55 -1.46 -1.29
%ggg \/Srt]mll 2 -2.13 *1.421 4.261 4.324 1.24 1.85 Z%g 183 4.3%7
Arhgap: 1.41 1.5 1.4 1.37 -@- -1.15 1. 1. 1.
3987 Antxrl 1.33 1.02 112 1.30 1.1 2.01 1.84 1.70 2.33
3988 Anxa8 1.78 4.92 1.38 1.02 70.35 1.35 2.35 1.36 1.57
3989 Syt1b -1.48 -1.09 1.02 1.03 1.10 2.04 171 1.08 1.20
3990 Grid1 . -1.37 -2.28 -1.76 -1.63 1.27 1.36 1.06 1.33 1.18
3991 Gm2832 1.15 1.10 -1.41 -1.29 -1.02 2.36 1.44 1.84 2.74 2.05
3992 1700049E17Rik2 -2.40 1.34 -1.35 -1.06 1.31 1.11 -1.04 1.14 1.68 1.53
3993 1700049E17Rik1 229 1.37 1.01 -1.01 1.36 -1.11 1.07 1.01 1.35 1.22
3994 Gm8011 =209 -1.13 -1.77 -1.24 -1.35 1.00 1.15 1.30 1.63 1.14
3995 Gm10378 1.21 1.24 1.10 1.04 1.21 -2.05 -1.63 -1.21 -1.48 -2.45
3996 Gm7233 -2.41 -1.05 -1.58 -1.26 -1.06 -1.16 -1.24 -1.02 1.40 1.03
3997 LOC101056159 -2.21 1.03 -1.39 1.05 1.12 1.33 1.01 -1.24 1.40 1.34
3998 Gm8212 -1.37 1.44 -1.12 -1.11 2.10 -1.40 1.54 -1.10 1.65 1.19
3999 Ptger2 -2.01 -1.68 -1.46 -1.55 -1.44 1.13 1.26 -1.58 -1.01 -1.10
4000 _Cdkn3 -1.13 3.74 1.43 1.23 1.20 SNIS 117 1.52 1.26 1.49
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No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
2007 Loals3 398 145 TET 729 107 AT 103 T47 748 T55
4002 Olfr745 1.21 1.10 1.49 1.25 2.58 1. 1.78 1.24 1.41 1.46
4003 Parp2 1.52 1.06 1.05 -1.02 1.45 1.62 1.41 1.88 2.03 1.99
4004 Apex1 3.06 1.16 1.02 -1.11 -1.44 1.39 -1.57 1.0: 1.10 1.17
4005 Pnp -1.64 1.30 -1.36 -1.27 =2.45 -1.05 -1.04 -1.36 -1.23 -1.73
4006 Eard -1.42 -1.41 -1.28 -1.92 -1.35 -3.40 =281 -1.31 -3.21 -2.36
4007 Gm7247 1.10 -1.08 -1.50 1.18 -1.20 -2.16 1.563 -1.22 -1.88 -1.29
4008 Vmn2r89 -2.03 -1.45 -1.08 -1.77 -1.53 1.1 -1.34 1.32 -1.02 1.20
4009 AY358078 2.4 -1.08 1.02 -1.13 -1.31 1.01 -1.18 -1.13 1.05 -1.34
4010 Arhgef40 1.37 1.70 -1.00 1.31 217 -1.33 -1.36 -1.24 -1.16 -1.27
4011 Mrpl52 2.35 1.84 -1.07 1.06 -1.08 -1.02 -1.13 -1.12 1.33 1.02
4012 Mmp14 =L/ -1.29 -1.05 -1.27 1.04 -1.73 -1.18 -1.24 -1.13 -1.14
4013 Pck2 1.03 1.08 1.43 1.34 -1.34 2.29 1.02 1.34 1.24 1.23
4014 Ltb4r1 -1.05 1.81 1.42 1.63 -1.19 1.03 2.17 1.22 1.06 -1.37
4015 Nynrin 4.8 -1.73 -1.13 -1.21 1.08 -1.30 -1.30 -1.27 -1.34 -1.26
4016 Mcptl 2.16 1.36 -1.05 1.22 1.24 1.12 -1.26 -1.57 -1.16 1.06
4017 1ft88 -2.43 -1.08 1.03 -1.15 -1.56 1.33 1.34 1.44 1.77 1.28
4018 Rcbtb1 1.17 -1.42 1.08 -1.23 -2.50 1.29 -1.03 1.18 -1.07 117
4019 4930563102Rik -1.54 -1.49 1.21 -1.08 -1.23 -2.00 -1.04 1.30 -1.12 -1.21
4020 Spatal3 -1.22 1.05 -1.15 -1.18 1.32 1.42 1.7 2.30 1.89 1.73
4021 Sacs 2.11 -1.12 1.47 -1.12 1.03 1.27 -1.21 -1.04 -1.24 -1.12
4022 Fam124a -1.34 -1.07 1.06 -1.10 1.49 -1.44 -1.564 -1.38 -2.39 -1.06
4023 Ctsb 13 -1.11 1.19 1.14 -1.04 248 1.09 1.04 -1.03 1.01
4024 Pinx1 1.18 1.05 1.12 -1.14 -1.11 -1.17 -1.35 -1.06 -1.24
4025 Zfp395 -1.62 -1.30 -1.02 -1.30 1.16 1.14 1.34 1.39 1.20
4026 Scarab -1.18 -1.16 -1.06 -1.08 -3.02 1.17 -1.13 1.06 -1.08
4027 Pbk A 1.73 2.36 1.17 -1.61 RN -1.99 3.10 1.05 1.61
4028 Ccdc25 . -1.38 1.10 -1.08 -1.87 1.17 -3.87 -1.85 -1.41 -1.14
4029 Clu d -1.04 -1.23 -1.15 -1.86 -1.23 1.18 1.44 -1.06 1.04
4030 Egr3 g -1.10 -1.05 1.62 1.54 -1.10 -1.09 -1.34 -1.02 -1.16
4031 Reepd J -1.12 1.73 1.39 -1.23 2.58 -1.16 1.28 -1.13 -1.12
4032 Gfra2 . 1.03 -1.15 -1.06 1.21 -2.41 1.18 -1.97 -1.32 -1.74
4033 Lpar6 . 1.44 -1.81 -1.32 -1.98 -1.30 1.38 1.33 1.64 1.37
4034 Esd 5 1.63 1.01 1.13 -1.38 1.25 1.04 1.01 1.01 1.09
4035 Kctdd . 1.72 1.01 -1.24 -1.27 1.16 -2.08 -1.07 -1.17 -1.35
4036 Nufipl . -1.09 1.07 -1.01 1.00 1.39 1.05 1.14 1.17 1.03
4037 Tsc22d1 . 1.10 1.26 1.16 1.03 2.73 -1.14 1.02 -1.22 1.12
4038 Enox1 3] -1.36 -1.61 -1.67 -1.68 1.07 -1.04 -1.08 -1.13 1.21
4039 Mtrf1 . 2.25 -1.22 -1.06 1.01 1.34 -1.01 1.18 1.07 1.08
4040 Pcdh17 .30 1.29 -1.46 -1.81 -1.68 -1.56 -1.50 -2.20 -1.66 =210
4041 KIf! E -1.74 1.1 -1.05 -1.28 4.53 -1.08 1.42 1.14 1.28
4042 UchlI3 . 1.74 1.05 -1.07 -1.17 1.17 1.19 1.33 1.35 -1.01
4043 Lmo7 -2.21 -1.13 1.18 1.02 -1.01 1.05 1.28 1.22 1.09 1.10
4044 4930449E01Rik -1.13 1.22 -1.15 1.16 -1.23 1.30 1.76 1.12 -1.41 2.04
4045 Gpcb -3.45 -1.14 1.13 1.02 -1.13 -2.42 1.10 -1.01 -1.05 -1.31
4046 Dnajc3 2.06 -1.23 1.21 1.13 1.00 1.56 1.48 1.54 1.32 1.17
4047 Ipo! #IP 1.19 1.88 1.39 1.08 2.92 1.08 1.34 -1.28 -1.01
4048 Clybl -2.5 1.26 -1.14 -1.01 -1.07 -1.19 -1.10 1.08 1.14 1.12
4049 Itgbl1 -1.76 -1.26 -1.66 -1.35 -1.58 2.28 -1.19 -1.25 -1 -1.48
4050 Gm17615 -1.38 -1.01 1.60 1.32 1.62 =212 -1.08 -1.58 -1.99 -1.26
4051 Gm6337 1.06 1.31 1.00 -1.19 1.60 -1.31 -1.06 -2.49 -1.55 -1.43
4052 Gm3476 -1.63 1.72 1.21 1.07 1.44 -1.28 1.43 -1.24 -2.04 -1.38
4053 Gm3460 1.25 1.31 1.21 1.17 2.37 -1.09 -1.17 -1.31 -1.14 1.01
4054 Gm8050 1.37 1.37 1.43 2.10 1.33 -1.12 -1.03 -1.25 1.04 1.19
4055 Gm16434 -1.28 1.22 -1.30 -1.79 -1.03 -2.10 -1.26 -1.28 -1.27 -1.14
4056 LOC102632113 1.29 1.07 -1.23 -1.44 2.01 -1.45 -1.11 -1.72 -1.41 1.09
4057 Gm8374 -1.17 -1.17 -1.09 -2.05 -1.63 1.09 1.04 -1.07 -1.28 -1.26
4058 4930452B06Rik -1.06 1.30 1.08 -1.08 -1.27 1.22 1.09 1.38 2.05 1.10
4059 Fhit -1.08 1.40 1.1 -1.15 1.09 1.58 2.09 1.84 1.59 2.15
4060 Olfr720 1.34 1.50 1.45 1.46 2.58 -1.02 1.21 11 1.14 -1.44
4061 Nr1d2 2.25 -1.05 1.23 1.33 1.39 1.62 1.13 1.03 1.1 1.03
4062 Gm21738 i3 -165 -1’65 -6 156 2o mmmmmm 103 ~i27 -1.05
4063 Gm22 1.10 -1.07 1.19 -1.38 1.60 -2.04 -1.5 -1.25 -1.59 -1.36
4064 Gmb458 -1.17 -1.02 1.08 =22 -1.12 -1.42 1.19 1.07 -1.10 1.52
4065 Gng2 -2.14 -1.26 -1.31 -1.13 -1.31 1.18 1.61 1.68 1.12 1.12
4066 Kcnkb &1.715) -1.48 1.28 1.00 -1.87 1.33 1.22 1.29 -1.50 -1.62
4067 Dnajc9 2.99 1.47 1.63 1.22 1.46 1.46 -1.22 1.03 -1.49 -1.14
4068 Mrps16 -1.30 1.91 -1.45 -1.20 -2.20 -1.04 -1.15 -1.11 1.28 -1.01
4069 Zfp503 -1.08 1.39 1.50 1.26 1.44 -1.44 -2.02 -1.04 -1.35 -1.08
4070 Dlg5 -2.77 -1.77 -1.01 1.05 1.58 1.02 -1.31 -1.70 -1.10 -1.08
4071 Zcche24 -2.30 -1.05 1.28 1.48 1.07 1.02 1.13 1.19 1.33 1.23
4072 Tmem254c =851 -1.20 -1.20 1.07 -1.35 -1.70 -1.08 1.09 1.21 -1.02
4073 Tmem254c =353 -1.21 -1.20 1.06 -1.39 -1.70 -1.09 1.05 1.14 -1.06
4074 Tmem254b =457 -1.32 -1.25 1.07 -1.42 -1.72 -1.10 1.04 1.16 -1.07
4075 Pdel2 1.70 -2.04 -1.47 -1.09 -1.39 1.46 1.20 1.56 1.29 1.24
4076 Gnl3 2.98 1.07 1.18 -1.01 1.22 1.10 1.03 -1.01 -1.09 1.07
4077 Smim4 -1.41 2.65 1.07 1.16 -1.02 1.64 1.1 1.23 1.02 1.13
4078 Timm23 3.19 1.11 -1.01 -1.13 -1.48 1.53 1.03 1.23 -1.07 1.13
4079 A630023A22Rik 1.21 2.27 1.36 1.29 1.20 1.43 1.4 1.22 1.56 1.42
4080 Ghitm 2.02 1.04 1.10 -1.07 -1.96 1.78 -1.27 1.22 117 1.34
4081 Gm7945 -1.12 1.37 -1.13 -1.56 1.10 -1.12 -1.25 -2.04 1.15 -1.08
4082 Gm3573 -2.14 -1.61 -1.59 -1.10 -1.61 -1.56 -1.91 -1.34 -2.51 -2.49
4083 Gm17204 1.01 1.54 2,14 1.02 1.19 -1.35 -1.01 -1.30 -1.34 -1.37
4084 Gm10375 4.29 -1.15 -1.26 -1.37 -1.18 -1.30 -1.26 1.18 -1.21 -1.09
4085 Gm8180 1. 2.09 1.33 1.11 1.36 -1.52 1.12 -1.53 -1.08 -1.31
4086 Earl 1.38 1.36 1.22 1.19 1.02 1.19 1.79 1.84 1.18 2.53
4087 Ear-ps8 1.97 2.32 1.94 2.04 1.29 -1.36 -1.28 1.39 -1.41 -1.03
4088 Gmb624 -2.44 1.31 -1.82 -1.07 -1.47 -1.12 1.48 1.42 1.48 1.65
4089 Gm8257 265 -1.51 -1.39 -1.52 -1.28 1.81 1.61 1.60 1.08 2.08
4090 Eroll 3.27 -1.16 1.40 -1.10 1.23 2.30 -1.10 1.00 1.02 -1.22
4091 Gnpnat1 2.07 1.64 1.23 1.14 -1.42 1.18 1.25 1.42 1.32 1.23
4092 Fermt2 -2.01 -1.46 -1.20 -1.14 -1.45 1.08 1.04 1.21 1.66 1.69
4093 Gch1l 2.10 -1.16 1.08 1.01 1.57 1.01 1.97 1.27 1.23 -1.01
4094 Wdhd1 4.77 -1.18 1.31 -1.41 -1.19 2.24 1.28 1.77 1.15 1.77
4095 Dlgapb 2.90 -1.09 248 1.19 -1.08 2.69 -1.80 1.17 -1.07 -1.90
4096 Gm25380 -1.06 2.39 -1.03 -1.05 1.82 1.03 1.27 1.04 -1.03 1.33
4097 Olfr722 2.04 1.47 -1.18 1.75 1.87 -1.19 -1.33 -1.08 1.07 -1.15
4098 Olfr723 1.36 1.38 1.27 1.30 1.53 1.17 3.08 1.23 2.01 1.1
4099 Olfr734 -1.05 1.02 1.48 1.19 1.03 1.23 2.02 1.82 1.88 1.40
4100 Rnasel12, -1.79 -1.49 -1.43 =2.09 -1.09 1.10 -1.08 -1.12 -1.10 -1.27
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No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
2707 Gm17079 =126 T.96 T.07 T47 =101 =757 =107 =138 =220 =164
4102 Rab2b -169 -1.12 -1.23 114 -3.70 -1.28 -1.01 -1.36 -1.01 -1.32
4103 Dad1 1.04 -1.10 -1.01 1.00 -2.30 1.02 -141 -1.07 -1.10 -121
4104 Olfrd9 -2.01 -1.67 -1.38 -1.61 -1.45 1.08 1.09 2.27 1.46 1.39
4105 Ajuba 1.27 -1.94 -1.20 -1.02 -2.08 -1.01 -1.10 1.10 1.00 -1.04
4106 Cdh24 -1.49 -1.68 -2.02 -1.17 1.09 -115 1.06 -1.38 -1.05 1.02
4107 Tinf2 2.73 -1.06 111 1.11 -1.44 157 119 1.65 147 1.04
4108 Dhrs1 -1.63 -1.34 -1.22 1.04 -2.25 -1.23 -1.65 -1.27 -1.32 -1.18
4109 Cideb -1.84 -1.50 -1.58 -1.45 -1.58 -2.32 -1.49 -1.75 -1.31 1.10
4110 Ripk3 1.15 -117 -1.10 -1.03 -1.20 2.31 1.18 1.44 2.08 1.93
4111 Sdr39u1 : 130 155 -1.01 -1.03 -1.42 -2.04 -1.43 -1.24 -1.23
4112 Mcoptd -1.12 -1.02 1.14 -1.00 -2.10 -2.39 -1.21 -171 -150
4113 Néamt2 1.39 -1.20 -1.16 -2.19 1.09 -1.05 1.01 1.31 1.00
4114 Ska3 2118 2.98 -1.13 1.25 460 -1.43 1.26 -1.48 113
4115 1700129C05Rik 1.56 =111 1.09 1.08 2.14 1.48 2554 2.49 1.43
4116 Phf11b 152 1.49 -133 1.61 457 1.60 2.22 1.76 2.32
4117 Nupli -1.09 1.21 1.33 1.05 1.03 -1.17 -1.22 -1.22 -1.16
4118 Ebpl -1.10 -1.36 1.02 -1.67 -1.30 1.13 1.26 117 -1.06
4119 Kpna3 1.05 1.09 -1.15 1.06 1.58 -1.21 1.06 -1.21 -1.04
4120 Fdftl -1.08 -1.12 1.30 -1.19 2.76 1.08 129 1.21 1.18
4121 Gatad -1.28 1.21 1.26 1.35 1.64 1.34 1.26 132 1.44
4122 Mtmr9 -1.79 -1.08 -1.40 259 -1.23 171 ~1.21 -1.31 -1.39
4123 Esco2 1.09 1.89 1.27 -1.02 486 119 2.36 -1.10 2.19
4124 Cdca2 1.32 1.94 1.52 1.20 1.30 -131 -167 -1.35 -1.54
4125 Slc25a37 122 2.22 1.54 1,59 174 1.07 1.13 -1.15 -1.10
4126 R3hcc] -1.24 -1.00 116 -1.70 -1.20 -123 1.06 -1.16 -1.06
4127 Pdim2 1.30 -1.24 1.01 -1.07 1.25 1.06 1.21 1.50 1.07
4128 Sic39%a14 -117 1.13 1.03 1.32 1.86 1.24 124 1.24 1.06
4129 Bmpl -2.07 -1.06 -1.19 -1.03 -1.31 -1.20 -1.29 -1.27 -1.44
4130 Sftpc 1.36 1.44 -1.00 1.89 -2.99 -1.34 -1.78 -1.74 -1.49
4131 Xpo7 1.09 1.15 1.25 -1.30 1.04 -1.23 1.10 -1.38 -1.06
4132 Cysltr2 -1.13 -2.01 -1.75 -1.38 -1.89 -1.09 -1.36 -155 -117
4133 Itm2b -1.29 -1.09 1.06 -1.06 1.06 1.10 110 1.01 1.09
4134 Slc25a30 -1.23 139 1.27 -1.36 2.38 113 -1.05 -1.14 1.18
4135 Gtf2f2 134 1.02 1.01 -1.04 1.29 -1.41 -1.03 -1.21 -1.14
4136 Dnajc15 2.69 -1.06 1.19 -1.06 1.00 -1.06 -111 -117 -1.09
4137 Diaph3 -1.30 1.33 1.04 -1.29 2.36 -133 -1.17 -1.13 1.18
4138 Dis3 -122 1.03 -1.11 -1.41 151 1.09 1.04 1.31 1.38
4139 Spry2 -1.09 122 1.31 1.31 -1.72 1.36 -1.08 1.46 1.28
4140 Slitrk1 1.00 114 1.26 1.32 1.03 2.07 1.18 127 1.48
4141 Tgds 1,51 1.28 1.20 218 -1.05 -1.18 -1.06 -1.00 -1.32
4142 Abccd -1.18 115 114 1.44 1.02 -1.15 1.07 -2.15 -1.35
4143 Dzip1 -1.52 -1.01 119 1.65 1.07 -1.14 -1.48 1.02 1.22
4144 Sici5a1 1.83 1.42 119 159 217 1.24 1.46 155 1.49
4145 Tmitcd -1.32 -1.19 -1.10 -1.05 2.05 130 114 -1.07 1.20
4146 Gm10340 -1.66 -1.99 -1.44 -1.66 112 1.12 -1.08 1.21 113
4147 Gm2956 -1.66 -1.99 -1.44 -1.66 -1.12 1.12 -1.08 1.21 113
4148 Gm3005 -1.74 -1.56 -1:39 -1.73 -1.60 1.34 -117 1.06 117
4149 Gm8281 1.53 -2.19 -1567 -1.84 1.25 1.42 1.30 212 1.68
4150 Irf9 -152 1.44 1.07 1.29 2.71 -1.07 1.50 -1.03 153
4151 Dok2 1.60 137 -1.01 2.25 -1.36 -121 1.05 1.1 -1.09
4152 Gm3526 2.41 -1.17 1.23 1.60 -1.04 1.25 1.35 -1.16 -1.16
4153 Gm3752 -1.42 -2.03 -1.46 -1.84 -115 1.21 -1.10 1.19 1.13
4154 Hacl1 -1.10 -1.20 1.21 -1.13 1.07 -1.13 -1.03 1.26 132
4155 Gm10377 -1.02 -1.08 -1.02 1.04 -1.63 -1.47 -1.17 -1.39 -1.16
4156 Gm10377 -1.24 -1.20 1.03 -1.06 -1.36 -1.61 1.04 113 -1.27
4157 Gm10377 -1.17 -1.21 1.03 -1.08 -1.75 -1.26 -154 -158 -1.45
4158 Gzmc -1.07 1.01 -1.47 -1.23 1.49 1.35 1.58 1.60 324
4159 Xpod -1.07 137 1.13 1.33 -1.12 -1.96 -111 -155 -1.42
4160 Phf11d -1.36 -1.25 -1.72 -154 2.44 1.52 ~1.01 1.86 1.65
4161 Sepp1 -113 -158 1.05 -1.10 -1.32 1.07 -1.22 1.25 1.02
4162 Oxctl 2.1 -1.21 -1.34 -1.17 1.25 -1.28 -1.01 -115 -1 -1.19
4163 Fyb 261 -1.74 -1.40 -1.24 -1.39 227 1.38 1.47 1.31 1.58
4164 Lifr -1.22 -1.45 -1.14 -1.26 -1.68 2.48 1.16 -1.09 1.08 1.05
4165 Gdnf 1.53 -1.19 -1.03 112 113 2.12 2.16 2.82 1.84 1.74
4166 Ugt3a2 1.18 1.20 1.02 1.21 3.48 1.70 1.26 122 1.04 1.68
4167 Adamts12 -1.32 -1.45 -1.32 -1.23 -1.07 -1.40 1.16 -1.13
4168 Fam134b -2.45 -1.52 -1.26 -1.44 -1.75 -1.19 1.42 -1.37 1.26 -1.76
4169 Ank 3.80 -1.40 -1.04 -1.01 1.16 2.20 1.16 1.08 115 -1.10
4170 Semaba -1.10 -1.76 -1.43 1.02 -1.17 2.36 1.42 1.08 1.25 1.34
4171 Sdc2 -1.35 1.01 -1.20 -1.13 -2.22 -1.08 -1.06 -1.17 -1.03 1.01
4172 Cpq -211 1.09 -1.10 -1.26 -1.61 -1.69 1.10 -1.19 -1.10 -1.19
4173 Laptmdb -2.21 1.34 -1.48 -1.11 1.25 1.26 1.23 1.27 1.43 1.10
4174 Matn2 W -1.05 1.09 1.32 114 -1.88 1,50 114 1.46 154
4175 Pop1 g -1.26 175 -1.19 1.16 1.07 -1.07 -1.07 1.25 -1.07
4176 Osr2 -159 -1.76 -1.06 -1.05 -150 -1.32 1.16 -1.18
4177 Vps13b ~2.05 -1.43 -1.48 -1.26 -1.30 -2.20 1.09 -1.18 127 1.15
4178 Polir2k -1.15 2.33 -1.20 -1.04 1.05 1.01 1.43 1.11 117 118
4179 4930447A16Rik 1.64 2.26 1.23 1.12 1.47 1.05 -1.18 -1.05 -1.33 -1.17
4180 Baalc 1.98 1.34 2.03 -1.33 -1.03 3.45 1.03 -1.07 1.42 1.04
4181 Trhr -2.48 1.07 21 -113 -1.49 -1.16 -1.94 -1.29 -1.11 113
4182 Eny2 1.07 2.16 -1.05 -1.03 1.14 1.26 1.19 1.06 115 112
4183 4930548G14Rik 1.06 1.42 2.39 1.95 3.21 1.19 ~1.24 152 -1.37 -1.29
4184 Deptor -2.30 -1.42 7.02 110 -1.63 6 -1.80 -183 -1.70 -158
4185 Mibp 3.01 -1.35 1.29 -1.11 -1.29 1. -1.30 1.04 -112 1.04
4186 Zhx2 1.42 =212 -1.01 1.18 1.24 -1.25 -112 -1.29 1.02 -1.24
4187 Theld31 2.01 -1.40 1.22 1.26 -1.72 1.18 1.03 -1.35 1.03 -1.06
4188 Sqle . -1.20 1.05 1.39 1.44 2,61 1.16 1.48 1.79 1.78
4189 Trib1 0 -132 1.42 1.20 -1.40 118 1.75 119 -1.17
4190 Myc 15 -1.35 1.85 1.27 -1.34 2.4 -1.67 130 -1.01 -1.21
4191 Wisp1 1.3/ 1.22 1.28 111 -2.12 1.06 -1.24 130 -1.04 -1.02
4192 Chracl -1.17 2.45 -1.23 117 -1.11 -1.13 -1.13 -1 1.16 -1.09
4193 Ly6e 2.50 -1.12 1.66 130 -1.16 2.42 -1.19 1.54 1.33 1.27
4194 Ly6f 214 1.32 -152 -1.05 -1.22 1.43 1.12 1.70 138 117
4195 Gsdmd 135 -121 1.02 117 1.02 2.28 1.29 1.71 1.71 1.75
4196 Gm19945 2.18 2.91 1.68 1.44 115 417 1.16 1.44 111 1.49
4197 Spatcl 1.19 1.25 1.42 1.29 -1.10 -1.35 -1.61 -154 -1.69 -2.06
4198 Smpd5 -3.00 -1.28 -157 -138 -1.45 -150 -1.04 1.70 1.21 1.02
4199 Gpaal 1.74 -1.45 1.31 1.03 -2.70 1.09 1.01 1.32 114 1.00
4200 Hght 2.92 -1.10 118 1.03 -1.46 -1.18 1,01 -1.24 1.05 -1.33
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No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
4207 HsfT 2.76 -1.75 117 1.07 -1.16 -1.50 1.00 1.06 -1.04
4202 Apol6 -1.02 1.02 1.40 -1.65 1.13 1.34 1.36 1.06 1.16
4203 Apol9b 3.37 -1.01 1.66 1.44 -1.17 -1.30 1.28 -1.09 -1.18
4204 Ncf4 2.36 -1.03 1.44 1.15 2.05 1.09 1.37 1.01 -1.19
4205 Nol12 2.33 1.70 1.41 1.71 1.41 -1.31 -1.32 -1.68 -1.26
4206 H1f0 -2.08 -1.28 1.06 1.1 1.22 -1.16 1.19 1.38 1.49
4207 Maff 1.32 1.00 -1.45 -1.33 -1.27 -1.23 -1.75 -1.85
4208 Kdelr3 -3.02 -1.10 -1.26 -1.02 -2.18 -1.04 -1.38 -1.08 -1.17
4209 Serhl -2.68 1.16 -1.04 1.1 -1.43 1.14 1.04 1.11 1.25
4210 Tspo 1.19 1.32 1.04 1.15 -1.60 1.45 1.22 1.17 1.08
4211 Parvb 175! -1.04 1.03 1.20 -1.40 -1.25 -1.12 -1.14 ™
4212 Nup50 2.10 -1.00 1.24 1.07 1.25 1.35 1.10 -1.02 1.15
4213 Gtsel 6.59 1.36 2.29 1.15 1.48 1.24 2.73 1.17 1.04
4214 Fam19ab 1.76 1.49 1.96 1.46 -1.05 -1.13 1.17 1.16
4215 Zbed4 -1, 1.57 -1.12 1.21 -1.62 1.0: -1.01 -1.43 -1.11
4216 Klhdc7b -1.39 1.10 -1.47 -1.46 -1.21 -1.83 -2.64 -1.60 -2.02
4217 Lrrk2 -2.19 -1.12 -1.56 -1.25 1.05 1.03 -1.17 1.10 -1.09
4218 Pphin1 2.35 1.04 1.11 1.14 -1.18 -1.27 -1.39 1.02 -1.21
4219 Slc48al 2.05 -1.17 1.31 1.23 -1.81 -1.02 1.30 1.05 1.15
4220 Ptkm -2.35 -1.50 -1.22 1.08 -1.03 1.02 1.29 1.48 1.38
4221 Olfr282 1.04 -1.75 -1.02 1.07 -1.29 1.04 2.25 1.16 1.45
4222 Troap 4.44 -1.22 2.57 -1.03 -1.26 -1.20 8133 1.16 1.11
4223 Dnajc22 -1.10 1.13 2.05 1.16 1.31 1.34 1.48 1.26 -1.35
4224 Agpb 1.43 1.83 1.66 1.50 1.45 1.17 1.31 1.37 1.72
4225 Asicl -1.25 1.24 1.92 1.32 2.53 1.30 1.37 1.29 1.59
4226 Dip2b -2.15 -1.05 -1.15 -1 1.21 1.29 -1.13 1.05 -1.14
4227 Mettl7al =351 -1 -1.48 -1.03 -1.23 -1.02 1.16 -1.05 -1.02
4228 Letmd1 -2.05 -1.60 -1.23 -1.00 -1.23 1.05 1.08 -1.02 1.15
4229 Slc4a8 -1.10 1.20 1.30 1.03 2.08 1.24 -1.00 -1.08 1.10
4230 Scn8a 1.37 1.93 1.67 1.05 23 -1.11 1.25 1.09
4231 Nrdal -15.42 -1.80 -2.03 -1.47 1.04 -1.36 -1.86 -1.56 -1.62
4232 Krt7 —2.66 1.04 -1.33 1.31 1.09 1.10 -1.02 1.07 1.25
4233 1700011A15Rik -1.35 -1.19 -2.07 -1.15 -1.27 1.35 1.26 1.56 -1.06
4234 Tns2 -2.17 -1.14 1.25 1.37 2.55 -1.27 -1.10 1.04 1.00
42356 Igfbp6 1.17 1.44 1.36 1.43 1.20 1.37 1.51 1.47 1.56
4236 Soat2 8, 11] 1.06 1.13 1.25 1.07 -1.03 -1.45 1.03 -1.05
4237 Espll 3.67 1.76 2.01 1.59 1.95 -1.04 1.48 -1.28 1.18
4238 Pdelb -2.96 -1.57 -1.80 -1.36 -1.29 1.14 1.33 1.25 2.51
4239 Ghr -3.02 -1.28 -1.31 -1.05 -1.20 1.00 -1.10 1.02 1.00
4240 EgIn3 1.01 -1.63 -1.29 1.02 1.39 -1.28 1.06 1.16
4241 Osmr 1.15 1.1 1.38 1.03 -1.54 1.03 1.36 -1.06 1.02
4242 Gm2310 -2.19 -1.38 -1.39 -1.10 -1.09 -1.07 -1.29 -1.11 -1.13
4243 Slc1a3 -1.99 1.04 1.11 1.31 -1.78 -2.11 -1.45 1.05 -1.63
4244 Skp2 4.07 -1.12 1.79 1.39 -1.23 1.06 1.40 1.05 1.27
4245 Brix1 2.09 1.52 1.16 -1.03 1.03 1.05 1.10 1.13 1.13
4246 Npr3 -1.05 1.18 1.41 1.06 1.03 -1.22 1.04 1.03 -1.47
4247 Gm17756 -1.46 2.23 -1.63 -1.28 -1.02 1.72 -1.01 -1.01 1.31
4248 Fam105a 1.07 1.29 1.28 -1.06 2.06 -1.31 1.47 -1.06 -1.38
4249 9430069107Rik 1.15 -1.07 1.04 -1.01 -1.06 -1.3 -2.01 -1.86 -1.49
4250 Stk3 -2.42 -1.26 -1.21 -1.02 -1.14 1.04 -1.32 1.16 -1.04
4251 Ankrd46 -1.69 1.12 -1.17 -1.14 -2.35 -1.15 1.09 1.31 1.21
4252 KIf10 418 1.14 1.42 1.33 1.41 -1.13 1.38 1.22 1.35
4253 Azin1 2.84 -1.29 -1.04 -1.33 -1.61 1.04 -1.06 -1.09 -1.05
4254 Slc25a32 1.54 -1.43 -1.07 -1.03 -2.23 -1.08 1.36 1.06 -1.04
4255 Lrp12 1.77 -1.54 1.15 1.29 1.23 -1.33 1.07 1.40 1.81
4256 Angptl -% 1.59 -1.15 1.20 -1.17 1.26 -1.03 1.19 1.24
4257 Grr?$0373 —2. 1.19 -1.19 -1.15 -1.01 1.31 1.51 1.53 1.42
4258 Tmem?74 1.70 1.17 1.19 1.06 1.26 2.23 1.54 1.25 1.30
4259 Nudcd1 1.73 2.10 1.48 -1.24 -1.40 -1.05 1.13 -1.13 1.07
4260 Csmd3 -2.16 -2.31 -1.63 -1.74 -1.70 -2.68 -1.29 -1.22
4261 Trps1 - -1.88 -1.12 -1.15 -1.13 -1.06 -1.42 -1.37 -1.47
4262 Extl -1.20 -1.04 -1.08 -1.49 1.28 1.02 1.10 1.04
4263 Enpp2 -1.33 -1.74 -1.05 1.56 2.06 1.08 1.49 1.43
4264 Dsccl -1.14 1.13 -1.91 -2.01 -1.30 1.19 1.40 1.34
4265 Has2 1.32 171 1.11 1.04 1.09 1.44 -1.33 -1.12
4266 Atad2 1.11 2.36 1.25 1.20 1.12 1.50 1.05 -1.00
4267 Fbxo32 -1.03 -1.12 1.18 -1.38 1.07 1.56 1.19 1.31
4268 KIhi38 1.15 -1.07 1.13 1.51 1.19 -1.09 1.84 1.50
4269 Anxal3 1.45 1.39 1.55 1.51 1.25 2.21 1.19 1.18
4270 Mtss1 -1.68 -2.00 -1.50 -1.06 1.14 1.28 1.07 1.65
4271 Gm21961 2.20 1.19 1.61 1.95 -1.23 -1.14 -1.75 -2.42
4272 Ndrgl -1.68 -1.28 -1.07 -1.63 -1.20 -1.19 1.28 -1.01
4273 Fam135b -1.58 -1.15 1.43 -1.22 -1.83 -1.63 1.00 -1.07
4274 Jrk -2.26 -1.28 -1.09 -1.16 111 1.07 -1.12 -1.63
4275 LybGa 3.77 3.97 1.90 1.96 1.37 2.66 1.33 1.48
4276 Ly6el 8195 3.69 1.76 2.25 1.27 3.32 1.64 1.46
4277 Ly6c2 U 3.05 2.87 1.48 1.27 72 1.82 1.40 -1.18
4278 Nrbp2 . -1.15 -1.33 -1.11 -1.08 -1.12 -1.26 -1.09 -1.41
4279 Bop1 fo5) 1.11 -1.06 -1.33 -1.25 1.07 1.19 1.16 1.07
4280 Cyhr1 -2.32 1.17 -1.49 -1.12 -1.54 -1.01 -1.41 -1.13 -1.17
4281 Recql4 3.65 -1.73 -1.19 -1.46 -1.38 1.04 1.19 -1.17 1.47
4282 Apol9a 2.81 1.04 1.70 1.01 1.21 1.02 1.67 -1.16 1.42
4283 Card10 1.62 1.20 1.39 1.05 1.26 1.33 1.38 1.30 1.29
4284 Npcd -2.10 -1.57 -1.44 -1.12 -1.06 -1.07 -1.07 1.21 1.16
4285 Pdgfb -2.93 -1.18 -1.22 -1.13 -1.87 00 -1.27 -1.31 -1.50
4286 Rps19bp1 2.53 1.09 -1.03 1.06 -1.04 -1.08 -1.26 -1.16 1.02
4287 Dnajb7 -1.11 -1.18 -1.33 -1.49 -1.06 -1.46 -2.03 -1.06 -1.43
4288 Rangap1 1.04 1.81 1.16 -1.03 -1.54 -1.16 1.13 -1.38
4289 Desil 1.79 -1.41 1.16 1.17 -1.19 -1.40 1.09 1.16 112
4290 Cenpm 3.88 1.31 2.92 2.06 1.34 -1.32 1.23 -1.13 -1.10
4291 Naga -1.27 -1.40 -1.17 -1.25 -1.16 -1.1 1.1 -1.18
4292 Ndufa6 -2.46 1.74 -1.28 1.05 112 1.13 -1.12 1.16 1.10
4293 Adgalt 1.17 1.20 -1.05 1.05 -1.38 1.29 1.14 1.0 -1.01
4294 Till1 1.41 -1.82 1.26 1.24 -2.44 1.19 1.58 1.29 1.11
4295 Ldocll 1.33 1.15 1.12 -1.12 -1.03 -1.70 -1.66 -1.55 -2.09
4296 Alg12 -1.21 -1.81 -1.08 -1.02 -2.86 -1.11 -1.31 -1.04 -1.21
4297 Mapk12 1.49 2.03 1.00 1 -1.05 -1.47 -2.01 -2.38 -1.97
4298 Plxnb2 -2.41 -1.03 -1.18 -1.09 1.32 -1.10 -1.33 -1.05 -1.25
4299 Dennd6b 1.26 -1.34 1.10 2.01 1.17 -1.39 -2.00 -1.17 -1.70
4300 Svyce3 1.37 -1.00 1.12 1.05 2.01 1.14 1.45 1.48 1.55




$~E—W

No.

Genes 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
rsa . . . 1.33 1.28 1.07
Kif21a . . . . . 1.09 1.29 1.44
Yaf2 . . . . . 111 -1.02 -1.24
Prickle1 . . . . . 1.07 -1.07 -1.17
Slc38ad . . . . . 1.21 1.32 1.33
Senp1 . . . . . 1.24 1.06 1.02
Olfr285 I . . K . -1.42 1.06 -1.85
Kansl2 1. 1.2 . . . 1.02 -1.01 -1.08
Rnd1 . . . . . -1.31 -1.91 =2.11)
Fkbp11 E . . . . -1.04 1.28 -1.07
Kmt2d E R . 4 . -1.18 111 1.25
Rhebl1 . . . . . -1.02 1.29 1.13
Tubala . . . J . -1.12 -1.03 -1.12
Fmnl3 . . . . . -1.09 -1.04 1.16
Racgap1 K . . .09 1. 2.75 1.67 2.16
Sle11a2 . . . . . . -1.11 -1.47 -1.75
Tfcp2 . . . . . . 1.02 1.09 1.19
Pou6f1 . . . . B . -1.45 1.24 1.23
Krt80 . § . . g 4 -1.14 -1.41 -1.07
Krt73 J . . . . . 1.29 -1.00 -1.10
Csad . . . . . . 112 1.30 1.27
Calcoco1 . . . . . . -1.04 -1.04 1.07
Agxt2 . . . . . . -2.06 -1.47 -1.84
Pdxp . . . . i . -1.05 1.19 -1.14
Fam109b . . . . . . 1.30 1.05 2.04
Pfdn5 A . . . R . -1.06 1.17 1.11
Zhx1 . . . . . . -1.34 -1.20 -1.27
Gsdmc . . . . . . -1.56 -1.31 -1.10
Gsdmc2 1. . . .34 . . 1.28 -1.33 1.14
Tonsl . . . . . . -1.15 -2.00 -1.72
Olfr161 . . . . . . 2.72 1.85 2.49
Zfp174 . . . . . . -1.04 -1.16 1.03
Nubp1 . . . . . . 1.76 1.18 1.54
Snn . . 1. . K . -1.11 1.33 -1.07
Snx29 i R .0! . . . -1.71 -1.13 -1.63
Rrn3 . . . . . . -1.06 1.01 -1.11
Snai2 . . . .02 . . -1.23 1.18 -1.01
Yars2 . . . . . . 1.43 1.01 1.44
Serpind1 R R . . . . 1.21 -1.42 =20
Smpd4 . . . . . . -1.12 1.01 -1.05
Ccdc74a . . . . R . -1.34 -2.5! -1.21
Scarf2 . . . . R . 1.01 1.12 1.03
Vpreb2 . . . . R . -1.09 -1.24 1.32
Gnb1l . . . . . . -1.40 -1.32 -1.60
Klhi24 . . 1 . . . 1.1 1.21 1.25
Psmd2 . . . . . R 1.05 -1.12 -1.15
Eif4g1 . . . . . . -1.11 -1.06 -1.24
Polr2h . . . . . . 1.29 1.41 1.32
Ephb3 .0 . . .09 g . -1.31 -1.02 -1.19
Hrg 1. . . . d B . 1.25 1.09 1.10
St6gall 2.20 -1.31 -1.40 1.06 -1.39 4.44 1.1 1.35 -1.15 -1.43
tpd 3.46 1.06 1.62 -1.04 1.38 1.16 2.78 1.75 1.98
Lpp -2.10 -1.54 -1.13 -1.01 -1.21 1.47 -1.13 1.09 1.20 1.17
Trp63 -2.20 1.08 1.20 1.12 -1.04 1.48 1.33 1.25 1.05 1.01
Nrap 217 -1.14 1.12 1.1 -1.14 2.31 1.27 1.53 1.43 1.44
Dlg1 -2.42 -1.22 -1.21 -1.29 1.31 -1.60 1.35 1.13 1.71 1.19
Ncbp2 -1.11 -1.35 -1.12 -1.27 -2.16 -1.19 -1.59 -1.22 1.01 -1.03
Cep19 . 1.02 1.17 -1.06 -2.08 1.21 -1.24 1.40 1.15 1.31
Rnf168 2 -1.33 1.26 -1.06 1.10 1.21 -1.00 1.00 -1.06 1.1
Tfrc -1.32 -1.25 -1.36 -1.86 1.40 1.13 -1.03 -1.37 -1.11
Tnk2 1.25 1.73 1.13 1.58 -1.05 1.07 -1.08 1.17 1.24
Mylk -1.41 -1.01 -1.45 1.65 2.66 -1.26 -1.01 1.28 1.11
Hacd2 -1.45 -1.45 -1.08 -1.67 -1.94 -1.01 -1.00 1.04 -1.12
Parp9 1.03 1.32 -1.25 -1.26 -1.09 2.12 1.14 1.67
pnal 1.62 1.01 1.12 -1.56 -1.09 -1.27 -1.02 1.01 -1.17
Stfa2l1 1.562 -1.26 -1.22 1.37 1.82 2.04 1.62 1.28 1.41
Polqg 1.43 1.61 -1.06 -1.18 1.63 -2.00 1.1 -2.00 -1.17
Fstll -1.07 -1.88 -1.05 -1.36 -2.88 -1.40 -1.44 -1.05 -1.01
Cd80 1.38 171 -1.54 -1.22 1.75 1.31 1.37 1.1 1.19
Tmem39a -1.20 1.00 -1.01 -1.60 -1.84 -1.11 -1.19 -1.18 -1.23
Zbtb20 -2.20 -1.33 -1.30 -1.20 -2.30 -1.51 -1.54 -1.22 -1.62
Naa50 -1.12 .30 1.18 -1.23 1.34 -1.18 1.07 -1.05 -1.09
epro -1.36 -1.02 1.07 -1.48 1.27 -1.33 -1.22 -1.18 -1.41
Ccdc80 -1.41 -1.39 -1.42 -1.95 1.09 -1.14 -1.17 -1.08 -1.17
Morc1 -1.49 -1.09 1.03 1.15 -2.02 -1.30 -1.37 -1.90 -1.53
Retnlg 1.07 -1.13 -1.14 -1.39 -1.34 -1.53 -2.01 -1.76 -2.20 -1.50
C330027C09Rik 2.41 1.59 1.82 1.17 1.33 4.40 -1.21 1.30 1.03 1.48
Myh15 1.00 1.46 1.35 1.03 1.26 -1.02 2.16 1.81 1.23 1.57
Cblb -1.53 =2.119 -1.11 -1.10 -1.26 1.86 -1.35 1.10 -1.01 1.16
Abi3bp -8.2/ -1.42 1.31 -1.22 -1.17 -1.65 -1.19 1.38 1.24 1.03
Tomm70a 2.61 1.05 1.10 -1.07 -1.63 1.77 1.10 1.256 1.07 1.07
Filip1l 2.18 1.42 1.59 1.24 1.29 -1.07 1.30 -1.10 -1.29 -1.44
Dcbld2 2.27 -1.18 1.40 1.15 1.19 -1.16 -1.15 -1.45 -1.22 -1.35
Cpox 3.19 -1.52 1.29 -1.12 -1.27 1.84 -1.11 1.31 1.18 -1.03
Cldnd1 2.14 -1.02 1.30 -1.09 -1.34 1.13 -1.04 1.20 -1.05 -1.08
Mina 2.75 -1.20 -1.00 -1.04 1.00 1.12 -1.02 -1.39 1.10 1.05
Vgli3 4 -1.08 -1.19 -1.21 -1.13 -1.66 -1.01 -1.11 -1.04 -1.30
Robo1 =757/ -1.96 -1.27 -1.09 -1.67 =81.727) -1.53 =2,119 -1.21 -2.05
Gm9789 -1.44 1.33 -1.54 1.66 -1.39 -1.22 4.05 1.36 -1.27 1.30
Slc5a3 -1.20 -1.16 -1.12 1.06 -1.37 =311 -1.19 -1.25 -1.01 -1.30
Kene2 1.40 2.28 1.06 -1.19 1.24 1.04 1.20 1.09 1.47 1.33
Cbr3 2.30 1.32 1.25 1.06 -2.00 1.28 1.01 1.22 1.32 1.14
Dopey2 -2.20 -1.05 -1.12 1.16 1.90 -1.23 -1.35 -1.05 1.07 -1.06
Morc3 2.91 -1.11 1.37 -1.01 1.12 1.37 -1.09 1.29 1.02 -1.08
Chaf1b 1.07 2.01 1.09 -1.19 244 1.13 1.67 1.22 1.10
Ets: 15} -1.86 1.15 1.32 1.02 1.41 -1.41 -1.09 1.05 -1.23
B3galtb 1.18 1.46 -1.07 1.53 1.39 -1.12 2.22 1.32 1.08 1.43
Bace2 -2.39 -1.07 -1.60 -1.45 -1 -2.80 -1.63 -1.35 -1.23 -1.54
X2 6 1.14 1.51 -1.00 1 4 2.33 2.66 1.13 2.50
Nlrc3 1.71 1.89 1.71 1.71 2.09 1.35 1.04 1.19 -1.03 -1.05




Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
SocsT 731 738 T27 7,88 T332 =113 =107 =128
Rsl1d1 2.57 117 118 -1.07 -156 1.23 1.09 1.13
Gsptl 2.23 -1.55 -1.02 -1.16 1.02 1.01 -1.04 -1.10
Mcmd 473 1.79 1.87 1.19 -1.16 1,12 -1.22 1.05
oreb1 111 1.26 -1.01 -1.16 -1.11 2115 1.51 2.07
2610318N02Rik 2.07 127 1.24 1.34 1.36 ERE] -1.14 -1.44
Ranbp1 454 1.25 130 1.16 -1.07 1.18 -1.02 -1.02
Cdcdb 12.79 119 2.64 1.22 -1.66 1.26 -2.14 -1.01
Olfr165 T15 113 -1.07 -1.13 1.21 2.27 1.34 1.57
0lfr170 168 127 1.05 1.55 155 179 135 1.69
Olfr171 -1.10 1.46 134 137 -1.16 2.13 1.07 1.85
Alg3 2.75 -1.44 1.09 -1.15 -2:84 1.47 158 1.24
Tmem41a 7.41 -1.40 -1.49 -135 -2.06 1.03 132 -1.16
Igf2bp2 2.02 -1.02 1.45 1.31 113 1.15 -1.18 -1.10
Etv5 -1.39 118 -1.11 -1 112 -1.07 1.05
Rfcd 2.12 1.75 1.43 -1.13 -2.36 112 -1.02 -1.20
Masp1 -1.33 1.81 1.39 -1.07 2.12 2.19 1.99
Bcl6 2.23 -1.36 1.82 1.27 1.52 1.87 1.36 1.22
P3h2 -2.92 -1.33 163 117 -1.60 118 1.07 -1.04
Cldn1 -1.75 -1.39 -1.61 -2.00 -1.28 -1.32 1.04 -1.39
-1.37 133 -1.75 -1.78 -1.04 1.72 1.81 2.49
Mb21d2 2.05 128 1.23 1.4 -1.20 122 -1.10 1.05
Gp5 -2.33 1.04 139 -1.07 -1.18 -131 -1.25 113
Ls ‘1 237 71.5% 12.224 1.13 -1 1.056 1.007 71.023
Xxylt1 i -17 =221 -1 i -15 -1.01 -17
Pppir2 ‘%-—1. -1.03 -1.36 1 -1.21 -1.04 -1.10 -1.02
0 -93.08 -1.29 -2.38 -1.44 -1.81 -1.07 1.1 -1.02
Foxo45 1.61 1.06 1.03 1.35 -1.20 -1.18 -1.32 -1.27
Umps 464 04 117 1.03 -1.25 17 1.08 -1.29
Kalrn -1.08 -1.43 -1.28 -1.32 -1.22 -1.02 -1.36
Dirc2 -1.90 -2.18 -1.40 -111 -1.30 -1.03 -1.18 -1.27
Parp14 3.82 -1.18 1.29 1.07 1.44 1.65 1.29 1.17
Dtx3l 2.21 -1.69 127 -1.03 -1.05 2.16 134 2.01
Fam162a 1.70 2.07 134 1.12 194 135 1.41 1.63
Stfa2 -1.20 -1.30 -1.62 -1.23 -1.13 1.18 1.07 1.04
Casr 1.22 1.07 1.7 1.26 3.10 -1.08 -143 -1.45
Slc15a2 -1.38 1.68 1.00 112 2.30 1.31 1.27 1.43
Plala 1.23 -1.14 1.00, -1.42 -2.01 1.80 1.85 1.22
Arhgap31 -2.37 -1.45 -1.48 -151 -1.20 -1.12 112 -1.11
4930435E12Rik 1.34 1.23 1.36 1.25 2.46 1.65 134 1.21
Qtrtd1 2.87 1.19 122 1.03 1.05 -1.04 -1.11 -1.03
Boc -32.30 -2.25 -2.36 -1.60 -2.16 -1.60 -1.10 -1.48
Tagin3 713 -1.02 123 -1.21 214 -1.93 -1.38 -1.38
Phidb2 2.45 -1.64 -1.02 -117 1.04 -1.09 -1.22 -133
Plcxd2 2.68 -1.18 1.30 -1.07 -1.30 1.31 1.62 1.08
Cd96 -2.45 -1.45 -1.18 -1.41 -1.42 -1.53 -1.03 -1.52
Zpld1 1.01 1.22 1.12 1.07 -1.18 -1.42 -1.95 -2.27
Nfkbiz 1,52 -1.90 1.25 1.07 -1.05 1.12 1.01 -1.07
Zbtb110s1 -2.11 1.03 -151 1.03 -1.05 1.06 1.24 -1.18
Trmt10c 2.79 1.00 1.01 -1.25 -1.07 -1.03 -1.03 -1.28
Gm19797 -1.83 -2.05 -1.33 -1.62 -1.77 1.59 1.60 1.25
Tmem45a2 1.12 1.33 1.39 1.00 1.04 -2.04 -2.30 -2.24
0Ifr173 -1.10 -1.09 -1.20 1.36 288 1.89 1.03
0lfr196 -1.13 1.04 1.04 -1.31 -2.34 -1.82 -131
0lfr207 -1.34 -1.13 -1.06 -114 1.22 1.16 1.42
Crybg3 1.07 -1.01 -1.06 1.10 -2.61 -1.35 -2.02
Epha3 -1.31 1.05 -1.06 -1.33 -1.67 -1.29 -1.07
Speer2 119 -1.33 -1.50 1.19 -1.33 -1.56 -1.18
Lipi ~1.40 -1.74 -1.80 -1.45 221 1.78 1.22
Gm11146 1.78 -1.16 -1.26 -1.39 -1.76 -1.60 -1553
Tmprss15 -1.12 1.17 -1.00 1.91 -1.73 -2.10 -1.75
Adamts1 -1.75 -1.43 -121 -1.24 -1.08 -1.07 -1.28
Gm10228 -1.03 -1.31 -1.20 -1.26 -1.74 -2.47 -1.94
Tiam1 1.37 1.12 1.1 2,62 1.32 1.44 1.18
Mis18a 1.30 1.70 1.10 -1.37 122 1.16 1.20
6 Urbl -1.01 1.29 1.27 -1.82 -1.00 1.07 115
Tmem50b -1.28 -1.21 -1.47 -2.78 -1.01 1.00 -1.41
Gart -1 -1.03 -1.31 -1.70 147 -1.05 1.08
Runx1 1.08 2.33 -1.04 1.31 120 -1.10 -1.35
Hics -1.72 151 -1.48 -3.07 -159 -1.08 -1.11
Pigp 1.45 -1.27 -1.12 1.10 1.01 113 -1.05
Erg 112 1.33 1.35 1.01 ~1.44 -2.01 -156
Mx1 1.02 1.26 -1.20 1.27 1.63 212 1.45
Zbtb21 1.05 -1.28 1.03 -1.19 -1.05 112 -1.45
Vasn -1.78 -1.05 1.05 -1.75 -1.12 -1.03 1.02
Litaf -152 -1.14 1.03 -1.03 1.26 1.1 1.09
Cldn20 1.12 -1.00 -1.21 1.25 -157 -1.46 -1.91
Snx9 -1.16 1.30 1.06 1.47 135 1.36 1.29
Synj2 -1.37 132 1.27 -1.30 159 135 1.49
Rps6ka2 -1.78 -1.41 1.15 -1.72 -1.06 -117 -1.15
Rsph3a -1.05 -1.19 1.05 1.23 -1.04 1.04 1.20
Agpatd -1.12 -1.15 -1.07 -1.60 1.02 -1.15 -1.22
Sod2 110 -1.04 -1.08 -1.15 -1.09 112 -1.06
Fam120b -1.16 -1.03 1.03 1.07 -1.21 1.08 1.00
Chd1 -1.11 1.01 -1.07 -1.05 -1.05 -1.04 -1.04
Riok2 1.05 1.04 -1.07 -1.15 1.03 1.09 -1.03
Vmn2r90 1.03 1.30 1.1 -1.47 2.24 -1.23 1.54
Vmn2r95 1.31 -1.01 1.38 1.24 235 -1.00 171
Vmn2r98 118 117 1.25 2.04 -2.10 -1.77 -1.15
Vmn2r99 . 1.26 -1.07 139 1.02 2.08 1.54 1.68
Vmn1r224 1.57 -1.08 1.15 -1.10 1.40 1.61 1.31 139
Vmn1r225 1.42 1.71 1.05 2.28 1.82 139 -111 -1.16
Vmn1r230 1.21 1.10 1,11 1.25 -1.10 -1.49 -1.96 -2.11
2fp677 -2.04 -1.04 1.08 114 1.22 1.40 1.20 156
Vmn2r112 1.29 1.59 -1.29 -1.39 -1.05 2.37 -1.03 112
\/mfanﬂB 1.01 71.2161 1.1(?9 1.83 1.8; 2.26 1.% 1.18
Hefclrl i 1. -1. 1.07 1. -117 1. -1.75
Pkmyt1 %.5 -1.31 1.41 -139 1.07 . . 1.60 1.50 1.07
Abca3 -2.08 1.28 -1.23 1.04 1,57 1.24 1.41 1.47 153 173

Rnps1 2.46 -1.13 1.09 1.23 -1.12 111 -1.09 1.07 1.04 1.32




4
Jhu
_

No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
7507 Pgp 799 737 T22 T.03 .02 T53 =115 T.02 T.02 =110
4502 Pkd1 -2.03 1.15 -128 1.00 1,53 -1.40 1.01 -151 -1.10 -1.13
4503 Zfp598 452 1.36 1.62 1.65 1.80 1.40 -127 1.23 1.04 1.32
4504 Noxo1 -2.92 -1.08 -1.36 -1.73 -1.21 -1.46 1.22 123 1.00, -1.15
4505 Igfals -137 1.41 -131 -1.25 1.24 -2:63 113 -1.33 -1.18 -1.29
4506 BC003965 2.04 114 1.03 -1.10 137 -1.12 -1.10 -1.05 -1.16 -1.10
4507 Tpsg] .11 1.07 1.20 1.34 2.19 -171 -1.47 -1.36 -1.30 -1.20
4508 Lmfl -138 -1,55 -1.35 -1.31 -2.18 1.07 -1.10 1.24 1.25 -1.06
4509 Rpusd1 2.50 1.36 1.40 1.15 -1.39 127 -1.29 -1.34 -1.10 1.04
4510 Ccdc78 -2.07 -1.29 -1.02 1.04 1.04 -1.08 -1.09 114 -1.40 -1.02
4511 Tmem8 -3.98 1.20 -1.07 1.30 -1.12 111 117 1.06 1,11 -1.03
4512 Ergicl 217 -139 117 113 1.09 -1.11 -1.20 -1.07 1.08 -1.06
4513 Atp6v0e -1.34 2.01 -1.02 134 1.25 1.22 1.12 1.07 1.20 -1.03
4514 Crebrf -2.04 7.02 -1.19 -1.10 1.18 114 1,10, -1.10 171 111
4515 Phfl -2.63 =111 1.18 1.02 1.36 -1.25 -1.19 1.15 113 1.22
4516 Syngap1 -252 1.07 1.09 1.23 2.15 1.04 1.34 2.33 1.28 1.46
4517 ltpr3 1.49 =111 1.01 11 2.18 1.75 1.42 -1.03 1.16 1.06
4518 Hmgal 43.44 137 2.29 1.24 1.93 0 -1.02 1.42 -1.13 1.20
4519 7fpb23 ~1.67 -1.03 1.06 1.04 134 -2.01 -1.68 -1.47 -1.36 -1.70
4520 Cdknla 2.92 -1.72 155 1.24 -1.10 qw- -1.72 2.14 1.17 1.04
4521 Pim1 3.89 139 1.44 1.20 1.18 71 1.87 1.79 1.20 1.41
4522 Slc37al -1.18 -1.18 -1.25 -111 1.23 -2.02 -1.26 -1.33 -181 -1.08
4523 Ndufv3 -2.57 2.47 1.07 132 -1.05 -1.48 1.06 111 1.26 1.02
4524 Cypaf37 -1.16 -1.04 -1.28 -1.44 -1.00 1.46 167 2.25 114 2.43
4525 Zip952 -2.47 1.02 -1.27 -1.19 -1.43 -1.32 -157 1.09 -1.03 -1.41
4526 LOC100861596 1.20 1.70 2.59 1.69 1.56 1.77 1.63 2.30 2.16 247
4527 Daxx 2.24 -1.40 -1.05 1.02 1.09 1.47 1.02 154 1.65 1.26
4528 Wdrd6 2.68 -2.19 1.29 111 -2.61 1.28 -1.62 1.25 -1.02 -1.01
4529 Tapl -1.16 -1.22 -1.10 -1.0 -1.31 2.10 1.19 1.42 1.29 1.26
4530 Psmb8 1.58 1.70 1.42 1.20 1.03 1.40 2.12 2.00 175
4531 Tap2 117 -1.23 1.24 116 -1.51 2.32 1.21 1.68 1.45 1.46
4532 Neul -2.68 -1.37 -1.28 -1.04 -1.26 -1.17 -1.04 1.06 1.00 113
4533 Lsm2 478 1.63 1.72 1.36 1.26 177 -1.16 -1.04 -1.08 -1.04
4534 Vars 455 1.00 122 1.24 118 131 1.13 -1.22 -1.09 1.00
4535 Ddah2 80 -1.16 -134 1.03 -1.07 -1.03 -1.02 1.1 1.35 1.22
4536 H2-Q2 .40 -1.03 1.09 1.06 1.02 2.04 1.29 127 127 127
4537 H2-04 1.65 -1.01 1.08 -1.03 1.02 447 1.80 2.46 1,51 1.45
4538 Cdsn 1.63 1.04 1.44 1.23 -1.02 2.08 -121 1.41 -115 -1.29
4539 Flot 1.09 114 1.35 1.27 1.07 2.02 1.01 114 1.08 1.21
4540 Mdc1 2.35 -1.32 1.95 1.34 -1.12 1.56 -1.03 1.24 127 -1.09
4541 Ppplr10 1.28 1.1 1.28 113 1.52 -2.17 -1.36 -1.11 -1.11 -1.68
4542 Gm8801 1.11 128 1.02 1.25 114 -1.17 -161 -1.88 -1.83 -2.66
4543 H2-M10.6 2.33 -1.03 1.07 1.26 1.05 -1.21 1.36 1.25 119 1.13
4544 Trim10 1.02 1.38 110 1.25 1.60 1.45 2,58 1.94 1.30 2.03
4545 7fp57 -3.00 -171 -1.12 -1.22 -1.09 -1.37 -1.16 -1.49 1.05 1.23
4546 Ubd 2.88 1.26 -1.01 117 -1.14 2.74 1.14 1.02 -1.05 -1.11
4547 H2-M3 -1.49 1.19 -1.12 -1.01 -2.28 -1.12 1.03 -1.01 -1.05 -1.30
4548 Olfr108 1.12 1.26 -1.28 1.70 1.23 1.42 2.41 1.68 1.19 3.04
4549 Olfr110 -1.11 -1.04 1.04 -133 1.48 1.32 1.88 2.09 127 2.38
4550 Olfr120 1.35 1.19 2.04 1.47 1.07 -1.30 118 7.08 1.41 =110
4551 Olfr126 118 1.45 -1.10 2.04 1.46 -1.02 1.22 1,52 158 1.26
4552 Olfr133 1.30 1.49 1.74 2.08 1.95 1.10 1.83 1.69 1.39 139
4553 Olfr134 -1.10 -1.17 -1.01 7.02 -1.07 119 1.85 221 136 1.25
4554 Olfr136 -1.65 -1.79 -1.46 -2.62 -1.34 1.69 1.67 1.09 2.09 114
4555 Espl6 1.77 1.39 -1.18 1.60 -1.46 -1.10 1.03 2.15 -1.10 -1.02
4556 Espb 1.10 -1.05 1.13 1.00 1.32 -2.64 -162 -2.25 -1.64 -1.22
4557 Espl -2.04 -1.24 -157 -1.14 -121 -1.19 1.07 -1.29 -1.25 -1.05
4558 Tnfrsf21 464 2.02 1.76 1.49 1.59 119 -1.07 1.05 -1.02 -115
4559 Adgrfi 1.33 1.83 153 1.10 1.45 -1.08 2.69 110 1.03 1.09
4560 Pla2g7 2.02 1.08 1.80 1.29 -1.73 1.26 1.33 2.39 1.64 1.87
4561 Cyp39al 328 -1.05 1.01 -1.09 -158 173 1.7 1.51 1.26 2.20
4562 Nikbie 465 1.04 -1.03 1.04 -1.82 2.19 1.08 117 156 127
4563 Mrpl14 1.19 2.02 1.16 1.16 1.07 1.47 -1.17 -1.09 1.02 122
4564 Xpo5 2.39 -1.49 1.09 -1.23 1.20 114 1.14 1.12 1.05 114
4565 DIk2 2.40 -1.14 -1.04 -1.03 -1.10 1.64 1.43 1.30 -1.09 114
4566 Dnph1 1.16 1.97 1.09 -1.59 2.85 -1.54 112 1.07 114
4567 Trerfl 2.4 -145 1.09 1.09 -1.07 -1.10 -1.36 -1.18 -1.34 -1.46
4568 Mrps10 2.69 1.07 119 1.20 1.12 1.32 -1.08 1.10 134 1.08
4569 Adgre4 1.33 151 110 110 2.04 114 1.45 1.01 1.26 1.27
4570 Fsdl 179 135 2.03 155 1.32 1.44 -1.38 -1.05 -1.18 1.28
4571 Chafla 5.31 123 1.74 1.03 152 1.81 1.21 1.63 1.18 -1.15
4572 Uhrf1 8.66 -1.09 1.96 1.23 1.20 2.93 ~164 1.32 -1.30 1.38
4573 Ndufal1 7.41 2.56 1.09 1.09 -1.01 -1.14 1.08 -1.02 -1.06 -1.02
4574 Tnfsf9 2,53 7.00 1.20 1.06 1.34 2.77 1.19 2.10 1.51 1.52
4575 Vavl -1.00 1.87 1.21 1.30 1.40 -1.04 1.63 2.34 137 1.27
4576 Adgre1 -1.03 -1.17 -1.11 -1.45 -1.35 1.43 1.10 2.14 1.49 1.65
4577 Ddx11 2.56 1.02 1.83 1.51 1.39 1.76 1.16 1.31 1.16 -1.07
4578 Spdya 1.45 2.62 1.49 114 1.89 129 1.31 112 1.06 -1.18
4579 Wdrd3 3.77 -1.04 117 -1.01 -1.18 1.68 -1.03 1.32 113 1.21
4580 Clip4 1.42 139 152 1.31 -1.07 9.86 2.25 2.40 2.25 3.07
4581 Lbh -3.26 -1.13 -1.32 -1.48 -2:39 -1.0 1.02 125 -1.06 -1.68
4582 Ehd3 -4, -1.08 -1.15 -1.16 -1.66 ) 1.05 1.63 1.74 154
4583 Ltbp1 6.32 1.48 2.46 1.18 1.06 1.24 1.45 152 -1.01 -1.19
4584 Gm19399 -155 2.35 -1.00 1.07 1.23 -111 113 -130 1.12 1.22
4585 Qpct 1.47 -1.24 -1.22 -1.30 1.22 1.33 2.41 1.67 117 138
4586 4921513D11Rik -1.40 1.70 -1.01 -1.26 -1.27 -117 i . ; 1.08
4587 Gemin 3.35 2.08 1.41 1.25 -111 -1.00 -1.17
4588 Morn2 -2.85 -1.35 -1.33 1.17 -1.16 -1.03 -1.04
4589 Gm11096 1.24 1.02 -1.31 2.35 67.30 1.22 -1.99
4590 Plekhh2 -3.37 -1.78 -1.42 -1.18 1.06 -1.75 1.27
4591 Dync2lil 1.08 -1.02 1.28 -1.10 -1.18 138
4592 Ttc7 7.82 112 -1.12 110 1.07 -1.66 227
4593 Msh6 2.25 -1.16 137 110 115 133 -1.20
4594 Gm4832 -1.26 2.25 -1 -1.05 -1.22 -1.04 1.26
4595 Ppp1r21 -2.01 150 -1.28 -1.23 -1.18 -1.40 -1.32
4596 Gm20939 1.21 2.33 1.20 1.24 1.21 -1.03 1.30
4597 Tmem242 -1.75 1.87 -1.04 113 -2.37 -1.32 -1.00
4598 Ezr 2.35 -1.17 -113 1.26 1.7 2.20 -1.22
4599 Sic22at -1.44 1.69 1.20 1.26 1.33 -2.04 1.42
4600 _Igfor -2.65 -2.03 -1.20 -1.11 -1.11 215 1,50




No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
2607 Gm11166 =139 =189 T.18 132 730 =114 =118 =T858 =207 S/
4602 Unc93a -1.20 -1.26 -1.23 -134 -11 243 -111 -1.03 1.03 1.25
4603 Thbs2 -111 1.74 1.73 1.45 248 1.43 1.48 1.48 1.41 1.44
4604 DI 1.50 1.47 1.90 2.10 2.63 119 1.93 1.49 1.33 1.48
4605 Vmn2r94 119 1.15 114 1.21 1.98 1.43 2.03 1.03 1.40 -1.06
4606 Vmn2r104 -1.67 -1.05 -1.07 -1.09 -1.22 1.91 1.07 2.60 119 1.09
4607 Vmn2r110 -1.22 137 -1.56 -1.17 -1.30 1.09 1.36 2.01 127 -1.03
4608 Vmn1r228 -1.50 -1.18 -2.34 -133 -1.73 -1.24 128 -1.64 -1.67 -1.06
4609 Vmn2ri14 2.42 2.55 1.69 1.92 1.52 -1.25 1.83 1.42 -1.46 -1.24
4610 Thoc6 2.97 1.91 1.60 151 1.41 153 1.06 1.07 -1.04 1.1
4611 Tnfrsf12a -m%- 1.07 1.47 1.04 -1.10 2.62 1.03 155 1.08 112
4612 Kctdd -1.4 -139 -1.60 -1.46 -3.01 1.66 -1.17 1.04 1.12 -1.04
4213 (A:mc?hdz —42.2516 1.13 %.0‘31 1.1(2) 1.290 -1.06 —1.008 %.26 -1.17 1.(2)2
4614 Cen . -1.11 1 1.5 -11 9.40 1.1 47 1.51 1.
4615 Mist8 2.48 -1.70 1.03 -1.10 -154 -’nb-1 1.27 1.37 -1.01 132
4616 SIc9a3r2 ~23.82 -1.68 -2.05 -1.14 -1.99 -1.15 -1.17 1.25 -1.24
4617 Tbi3 3.93 -1.04 1.03 -1.02 -1.00 1.38 -113 1.23 113 -1.15
4618 Nubp2 2.36 -1.26 -1.03 -1.16 -2.00 153 -1.04 111 1.00 1.4
4619 Hn1l 2.96 1.22 1.44 1.07 -1.60 -1.08 -1.13 1.25 1.05 -1.04
4620 Sstr5 -1.06 113 -1.11 1.18 1.27 1.82 2.02 159 1.49 1.45
4621 Chtf18 3.46 1.06 1.26 -1.47 -11 2.97 1.59 137 1.87 1.20
4622 Msin 9.36 -1.11 1.15 1.47 1.41 24.64 2.56 372 177 2.32
4623 Haghl -2, -1.40 -1.16 1.25 -1.35 =161 -1.02 1.02 -1.02 1.20
4624 Metrn 2.26 1.18 1.26 -1.14 -1.69 1.62 1.01 1.37 -1.27 1.08
4625 Fam195a 3.22 1.63 112 1.29 1.24 -1.17 -1.12 1.01 -1.23 -1.02
4626 Rab40c 1.03 -1.39 -1.07 1.06 -2.03 1.30 -1.08 -1.06 1.43 -1.10
4627 Capnlb 2.23 -1.16 1.28 1.09 1.29 1.09 -1.04 -1.03 1.48 1.04
4628 Decr2 ~2.57 -1.13 -1.05 -1.03 -1.82 1.28 1.25 1.20 1.29 1.23
4629 Nmed -255 1.24 -1.18 1.20 1.09 1.01 113 -1.01 1.21 1.20
4630 Fam234a -2.19 -1.53 -1.10 128 -1.15 -1.18 -1.35 1.70 1.03 -1.02
4631 Duspl -1.70 -1.12 -1.04 -2.67 -1.22 -1.29 -157 -1.24 -1.76
4632 Uqcc? .71 2.05 1.03 1.09 1.42 -1.08 1.06 1.06 -1.00 -1.07
4633 D17Wsu92e 1.32 -1.35 1.0 -1.07 -1.07 2.04 152 1.70 1.42 1.32
4634 Tead -2.07 -1.24 1.07 1.20 1.44 124 -1.07 1.38 1.35 1.08
4635 Srpk1 2.46 -1.16 122 1.05 -1.38 154 -1.12 -1.06 1.24 1.07
4636 Ppill 2.75 117 1.20 -1.04 -129 1.00 -1.10 -1.10 -1.06 1.23
4637 Tmem217 -1.43 -1.22 -1.46 -1.48 -1.04 -1.11 213 1.55 1.08 1.20
4638 Ccdc167 -1.67 3.24 -1.01 1.07 1.23 1.00 1.29 1.24 1.39 1.38
4639 Wdrd 2.14 127 1.22 -1.07 -1.05 -1.73 1.07 -1.05 1.01 1.24
4640 U2af1 218 1.15 1.21 1.16 -1.06 1.26 -1.19 1.05 -1.23 1,10
4641 Sik1 =3.10 -1.59 1.10 1.07 1.00 -1.24 -1.09 1.16 -1.00 -1.03
4642 Akapsl -2.29 -1.31 1.06 1.24 1.06 -1.27 -1.36 -1.14 1.03 -1.25
4643 Zfp799 -3.25 -2.04 -1.84 -1.36 -1.39 -1.56 -1.24 -1.07 117 1,17
4644 Cyp4f13 -2.27 -1.27 -1.14 1.15 -1.38 -1.18 -1.18 -1.74 -1.18 -1.13
4645 Cyp4fd1-ps -1.09 1.22 1.16 1.46 1.69 -1.72 -1.09 -1.60 -2.03 -1.45
4646 7p763 -2.29 -1.23 1.03 -1.47 -2.09 1.65 1.47 1.50 1.41 1.24
4647 4921501E09Rik 130 1.71 139 1.46 1.66 115 2.97 136 1.02 1.94
4648 Angptld -1.05 1.38 139 153 1.08 1.26 1.45 2.04 3.33 3.77
4649 Kifcl 251 111 1.82 110 -1.27 2.62 1.04 157 -1.23 1.16
4650 Pfdn6 213 1.09 1.15 1.15 1.38 -1.03 -138 -1.03 1.02 1.05
4651 B3galtd -2.13 -1.22 -1.24 1.24 -1 -1.14 1.06 1.28 1,12 1.00
4652 Psmb9 2.04 -1.08 1.34 1.10 1.27 -1.13 1.25 -1.13 1.47
4653 H2-Aa 1.64 1.46 1.48 1.03 2.23 1.54 1.76 1.51 1.35 1.55
4654 D17HBS56E-5 -1.03 2.08 1.16 1.02 212 -1.25 127 -1.25 -1.17
4655 Mshb -1.02 1.04 7.01 1.24 1.48 1.26 1.50 -1.08 2.03 1.15
4656 Prrc2a 1.86 158 1.18 1.08 2.00 133 1.45 1.19 1.26 112
4657 Tnf 1.12 2.02 1.21 1.13 1.07 1.07 1.31 -1.14 -1.02 -1.27
4658 Tcf19 9.06 1.73 354 2.04 1.04 1.95 -1.32 1.24 1.05 -1.03
4659 Ddr1 331 -1.19 -1.42 -1.12 -1.25 -2.47 -1.68 -115 -1.08 -1.37
4660 2310061104Rik 3.00 -1.05 1.13 -1.06 -1.02 1.40 -1.32 1.02 -1.06 -123
4661 Atatl 227 -152 117 1.12 1.10 -152 -1.43 -1.46 1.13 -1.22
4662 Mrps18b 227 1.62 1.06 1.00 -2.03 1.50 -117 -1.03 1.07 -1.03
4663 H2-M10.3 117 1.33 -1.23 -1.01 -1.18 -1.84 -138 -1.87 -2.43 -256
4664 H2-M9 -1.69 -1.13 -2.57 -1.42 -1.71 1.98 2.05 1.76 1.43 1.66
4665 H2-M5 -3.15 -1.41 -1.26 1.02 1.48 -1.86 1.51 -1.11 1.49 1.42
4666 Olfra3 1.06 1.10 -1.03 1.02 1.20 1.66 2.05 137 1.21 1.59
4667 Olfr101 -1.35 1.40 1.27 1.04 1.30 -1.17 -2.70 -130 -2.12 -2.29
4668 Olfr103 -1.43 123 -1.01 -1.16 1.01 1.72 1.83 1.66 1.65 2.14
4669 Olfr115 -1.56 1.01 -1.05 -1.03 1.20 -1.49 1.06 -1.30 -2.29 -1.20
4670 Olfr117 -1.09 111 -157 -1.03 -131 1.15 2.26 1.44 1.03 2.01
4671 Esp36 1.12 -1.12 1.05 -2.11 1.13 -1.26 1.01 2.28 125 -1.03
4672 Cenpg 2.88 217 153 1.21 1.24 2.99 1.22 2.02 -1.02 1.56
4673 Adgrfa -1.02 -1.24 -1.28 -1.16 1.22 1.32 1.56 2.05 1.45 1.78
4674 Slc25a27 -2.16 -1.14 -1.32 -1.08 -1.00 -1.35 114 -1.25 1.07 -1.17
4675 Runx2 -2.59 -2.54 -110 -1.17 1.12 -1.85 -1.72 -1.38 1.00 -1.30
4676 Slc29at 113 -1.15 -1.04 -1.23 -2.01 -1.24 -1.06 1.74 117 .11
4677 Gm7325 1.66 1.16 1.54 1.57 2.02 -1.22 1.45 1.65 1.07 1.90
4678 Mad2|1bp -133 -1.08 -1.09 -1.12 -1.39 2.04 1.50 157 1.49 1.61
4679 Polh 2.28 115 2.07 1.23 -1.13 1.13 -1.02 -1.19 -1.06 -1.41
4680 Tjap1 3.28 116 2.14 1.22 1.74 2.66 1.60 1.75 1.45 1.51
4681 Abcc10 -2.33 -137 -1.42 -1.24 1.18 -1.34 -1.12 1.07 ~1.14 1.05
4682 Slc22a7 -1.00 1.01 -1.07 -121 117 1.49 111 2.20 1.65 1,50
4683 Ptk7 -2.32 -1.81 -1.25 -1.08 -1.01 -1.29 -1.00 1.07 124 1.00
4684 Ppp2r5d 1.34 1.55 1.88 1.31 2.23 1.25 -1.07 -1.42 -113 -1.06
4685 Gm16494 -1.45 1.44 111 -1.11 1.35 -1.41 -2.24 -1.14 -1.04 1.17
4686 Bysl -1.07 -1.00 -1.14 -1.45 1.38 -1.44 -1.15 -1.18 -1.08
4687 Sgol1 . 1.76 1.60 -1.14 1.12 9.29 1.27 3.67 1.31 2.99
4688 Vmn2r118 -251 -1.95 -2.19 -1.66 -2.02 -1.20 1.19 -1.18 -1.01 -1.04
4689 Potlb -2.05 -1.03 -1.44 -1.36 -1.46 1.05 1.10 1.33 1.18 1.10
4690 Plind -1.60 111 -1.05 1.15 2.24 -1.26 113 120 -1.14 -1.07
4691 Plin5 -1.24 -1.26 -1.10 -1.04 -1.32 1.20 2.22 163 1.34 1.60
4692 Lrg1 -1.00 1.60 -1.09 1.04 1.10 -1.10 1.45 2.01 1.20 2.08
4693 Dpp9 2.47 -1.22 1.38 1.08 1.54 1.13 -1.17 1.25 -1.01 -1.09
4694 Ticam1 -1.20 -1.03 -1.04 134 -1.23 -151 -1.10 1.18 -1.39
4695 Plin3 -2.69 -1.25 -1.09 1.28 1.05 1.22 -1.06 1.17 1.07 1.18
4696 2410015M20Rik -1.19 2.96 -1.19 1.14 -1.27 -1110 1.39 -1.01 1.12 -1.08
4697 Vmac -2.47 -1.06 -1.24 -1.39 -111 -1.31 -1.24 1.04 134 1.32
4698 Slc25a23 -1.28 -113 -1567 -1.48 -116 -127 -1.00 124 -1.04
4699 C3 1.26 -1.16 -1.24 -1.06 2.30 434 1.51 1.78 184 1.73
4700 Txndc2 2.32 -1.32 1.42 -1.05 1.21 1.09 -1.08 -1.07 -1.48 1.49




Jhu

No. Genes 1D_MT 1D_ABS5 1D_ABS10 1D_PLAT0 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
0T FabT? 64 T.09 71 T15 732 TT8 11 T 130 R
3 -1 - 1. ) -1 ) .
1705 Togee2s _23'1375 11 '1121 H}g Hg 11.b112 2.48 -197 -1.23 -1.14 -1.07
ggi L%'gso 2.38 1.47 1.86 117 120 EZEE w.%: ggg —11.W228 }.;g
. X . 2.25 497 1. . . :
4708 Do ;'8? 19% 1'8?1 }:gg -1.15 -1.15 -1.18 -1.28 -1.16 -1.27
1709 b’ -1.10 1.03 -1.48 -1.19 -1.09 1.45 2.69 -1.02 115 1.47
1708 Faro 1.14 -1.41 1.08 -1.29 -3.01 -1.23 1.37 1.26 1.30 132
1705 Fayee 2.30 1.16 162 157 -1.06 1.26 1.36 134 113 1.82
i £ -3.86 -1.20 -1.39 117 -1.38 -2.05 -1.02 -1.03 -1.16 131
a7 Soeazees 2.48 1.04 2.86 162 1.82 1.87 -1.03 1.95 1.06 1.38
pia) CY]MM -2.82 -1.44 -137 -123 111 -1.23 1.04 -1.12 1.01 1.09
15t -2.96 -1.02 1.04 1.02 117 -1.05 1.26 -1.09 1.08 -1.09
713 Loptes 2.40 -1.08 136 170 -1.05 1.82 116 1.24 1.07 1.10
PRy 1.06 2.14 1.25 1.01 1.70 -1.03 -1.16 -1.75 187 1.12
%12 H&?ﬁ 1.00 2.09 137 -1.49 1.05 -1.48 —1.05;1 —H)g _}'8(1) —11.0632
-3 . -1 - -131 -1.55 1. -1 -1 .
i e 23'0362 —11'5261 11'223f1 1@(? 1104 1.19 -1.04 -1.13 -1.11 -1.03
719 fat -2.01 -1.09 -1.55 -1.00 -1.04 -1.94 -1.31 -1.45 -1.17 -1.07
175 oo -2.19 1.06 -1.06 -1.16 -1.14 -1.47 -1.16 -1.47 -1.36 -1.16
1757 Fag ! 1.02 137 1.30 217 1.34 1.18 113 1.00 -1.01 -1.17
759 N -1.39 1.01 -1.07 -1.07 -1.01 -1.64 -1.56 -2.06 -1.50 -1.16
Z%% r\N/lg‘rrccﬁz -1.78 -1.09 -1.18 -1 -2.09 -1.32 71012 7112{)82 711.1033 —Hg
. : -1 - - 1.05 ) . -1
ks T BT Qe S SRS T
3 i ' -1 -1 =) 1 502 -151 -i33 -1 -,
4726 9430020K01Rik 157 1.82 1.33 1.08 118 - s -2
YN - - - 1.10 -2.92 1.03 1.60 .
L 358 21465] 11 '3633 11 '1324 1.41 1.19 1.01 1.09 120 -1.01
1759 Rt 2.07 -1.14 133 1.06 -1.38 117 112 -1.03 -1.13 -1.22
750 B 110 -1.31 -1.16 -1.15 -1.22 2.10 1.01 -1.09 1.13 -1.03
P 2.37 1.14 1.41 1.94 1.57 1.41 1.21 1.36 -1.17 2.08
173 Tess 2.80 154 1.08 130 1.08 1.83 113 1.08 1.07 -1.26
1735 ot 2.83 133 118 -1.35 -1.22 1.05 -1.09 123 -1.15 1.31
a5 Sl i 1.06 -1.11 -1.36 -1.38 1.44 -1.03 117 -1.15 -1.39
s ﬂ%ﬂ 5 1.56 1.23 1.23 1.36 1.01 1.18 164 1.05 2.22
j%%g ?§g1a -1.40 -2.14 1.05 -1.15 -1.30 135 1.112 11 1115 11.4351 —1 28
) -1 - - - -126 -1 - -1 -
i3 Taee ?18582 113887 ,} %g ,1'3‘6‘ 12.'0163 2.06 1.30 139 115 118
39 W 3.44 1.26 1.25 1.29 -1.17 1.15 1.04 -1.03 -1.09 -1.01
%ig \édezrgae 2.74 122 2.50 1.35 -1.19 —1.23 21 61323 11.0294 11 5088
-3 -1 - 1.15 =2.27 -1, - -1, -
14 131903 21'2510 —110023 ! &7 112 1.23 1.73 1.06 1.20 1.03
145 S 2.20 -1.52 1.24 1.25 -1.82 -1.15 -1.30 1.1 1.05 -1.04
1743 Waee: 2.01 -1.22 -1.01 131 -1.45 1.06 -1.09 -1.38 -1.27 -1.29
1748 b -2.47 -1.20 -1.16 -131 1.03 -2.09 1.04 -1.30 -1.56 -1.04
1748 Podnos -2.12 -1.01 -1.18 -1.06 -1.25 1.19 1.06 1.12 1.21 1.1
1719 Podhes ] -1.68 -1.29 1.03 -111 -2.58 -1.22 1.04 138 1.22
gﬁg E°SEB§ -?ég-— g 112 -1.67 1.24 123 -131 -1.32 —10267 —11.1153 —11315
. 34 - - -1 - 1.02 1.15 1 )
Al e R R
. ; -1 -1 -1 - -2.94 115 -1 .
172 by == -HZ —}'gg —?%1 114162 -1.78 1.20 1.08 1.09 114
1755 bt . -118 -1.18 1.08 -1.26 -2.35 1.81 1.01 1.25 -1.08
1723 Pohels . -1.06 -1.01 111 -1.28 -2.64 1.62 -1.09 1.37 -1.10
1728 Podhota 84 -1.39 -1.25 -1.02 -1.37 -2.96 -1.01 -1.64 1.08 -1.27
1728 Pohets ki -1.68 -1.47 -1.19 -1.43 -2.87 1.07 -1.00 1.25 1.15
1785 FeheTe . -1.23 -1.27 -1.04 -1.14 -1.18 1.46 1.16 1.24 -1.05
1788 Poet . -1.85 -1.68 -1.25 1.10 -1.35 -1.02 -1.12 -1.23 -1.23
1785 Podets ; -1.37 -1.54 1.01 -1.22 -1.18 1.26 -1.37 1.02 1.03
1780 Peahers : -1.31 -1.14 -1.02 -1.06 -1.53 -1.09 -1.05 -1.03 -128
1780 henes 48 -1.72 -1.60 -1.32 -1.40 -1.69 -1.06 -1.05 -1.16 1.08
1780 hehes %’6%- -1.02 1.05 -1.09 1.38 -1.26 1.13 -1.32 -1.03 -1.10
1785 Tl 2.65 1.06 138 1.39 1.03 1.29 1.06 1.18 1.03 1.09
178 S8 173 157 161 134 1.21 -1.29 154 2.15 114 1.25
178 e 2.40 150 156 1.20 1.43 1.09 -1.04 143 123 1.01
1768 b2 1.50 2.16 176 185 1.02 -1.08 113 -1.19 -1.52 1.07
1789 1I% i -2.14 -1.41 -1.80 -1.07 -154 1.12 -1.66 1.05 -1.28 -1.60
%8&73 17028%1”0%”( 1.30 -1.01 1.54 -1.03 1.05 2.70 1.06 137 11.1110 ] (1)2
33 i . ; ] -1. - . 1.59 -1,
1750 [oa00T6B08Rik iii) ]2883 ]13714 —1'82 11 2386 %I% 1.?2 175 1.24 1.23
i -1.20 -1.86 123 -131 -1.26 1.70 -2.23 1.46 -1.26 1.02
7y St -2.06 -1.30 1.02 1.04 1.61 115 1.09 -1.14 1.07 1.09
1775 hoare ] -1.62 -1.00 -1.06 -1.33 1.89 -1.45 118 161 1.02
i7r Necal -"'%11- -161 -1.01 -121 -1 2.21 -1.07 123 1.01 136
i7rs dedsd -3.20 -153 -1.26 -1.18 -1.23 -1.24 -1.01 1.01 119 1.09
1778 Tk ( -1.23 1.51 1.12 -122 I 1.3 1.94 1.47 1.79
177 Lo, 2.07 -138 -1.08 -1.30 1.09 1.43 123 1.09 1.41 1.46
4776 R 2.27 1.61 -1.03 1.07 1.00 1.46 -1.01 1.32 1.28 1.36
4775 Gt 1.15 121 1.10 1.08 133 137 2.41 1.41 1.03 1.33
1780 aay -2.12 1.07 1.02 1.44 1.08 -1.24 7.20 166 154 1.74
18 e 2.45 -1.00 1.49 1.07 134 1.45 1.47 -1.11 -1.47 1.25
a7y Smed -2.24 -1.04 -1.10 -1.10 155 -1.20 115 -1.13 -1.01 -1.14
L 3.35 -113 -1.13 1.10 -1.87 -1.04 1.02 -1.13 115 1.22
ggi (Z:ay%g% -357 1.86 -1.38 -121 -1.30 -2.75 1.08 —112239 —}.%(z) q %g
) ) : 1.08 1.1 -1 -
4785 Fbxol15 -1.23 2.26 1.29 1.06 1.29 A 2130 7129
-1.20 129 152 110 :
4786 Uspl4 2.33 137 147 114 2 12 slg2 119 7120 7130
4787 Osbplla -2.59 -1.40 -1.07 113 118 uft! 10 2 AL wiil
1785 ko' _— Hg 110%8 —1w'0132 1.12 -1.70 -1.04 -115 130 1.05
1750 to 154 -1.12 153 1.10 1.18 3.24 -1.01 1.07 -1.28 1.04
797 Nos™ -1.23 -1.06 -1.15 -1.03 1.28 -2.12 -1.22 -1.72 -1.30 -1.69
179 Sort 1.1 1.03 1.21 1.1 114 2.65 -1 1.59 1.20 1.75
gg% ﬁ‘ri}i” ~66.3 1.05 -1.58 -1.18 -1.20 -2.39 -1.14 7; .(1)2 11.3864 11.5510
7 . -1 ( - - -17 -2, -1, -1
e o S s R < S -12':%-18 R T
7% £ ;og -1.00 1.06 1.02 -1.07 1.4 1.07 119 111 118
1799 £ -148 2.11 -1.04 1.07 -1.16 123 2.02 118 135 1.05
178 Tt 117 110 1.24 111 -1.24 2.71 -1.25 -101 125 1.05
ggg L@S&?m 334 113 -1.02 1.24 1.63 -1.06 -1.17 1.06 —11.076 —11”
4800 Ndufa2 -1.03 2.33 1.02 114 1.09 110 1.24 1.07 )
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No. Genes 1D_MT  1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_/-;l(3)$5 8D_1A?|?5810 8D?P3I.;10 8D_1Pé.f20
i =7 = = = =67 T13 T, ; : :
1500 poneg! 113585 22'3279 11'4736 11'3211 1.51 115 -1.04 -1.01 110 1.02
jgg% éé?ﬂ%% -2.07 -1.45 -1.13 -117 1.16 -1.47 —1.é§ —}%g —11.0015 —1.%

; -1, 1 1.25 -2.42 -1 -1, } -1,
jggé EgrrsyA %g? -1'8% Hé —1{.%52 -1.02 1.21 _11873 —%g 1.%3 l.gg
-3 1. -1 - 1.02 1.21 . -1, . .
P 23'0628 J'SZ 11'0328 —1'58 1.06 1.37 -1.09 1.1 -1.04 1.02
1808 Soik 1.68 157 119 1.16 2.48 -1.18 -1.18 1.80 117 1.19
2805 whn! -2.24 -1.32 1.02 1.07 -1.12 -2.92 1.10 -1.04 -1.38 -1.23
PR 1.20 -1.49 1.08 1.04 1.16 1.92 2.42 1.55 1.10 1.35
117 Donece ; -1.13 -1.05 1.06 1.09 -153 1.12 1.09 1.07 112
813 o -ﬁp -1.22 -1.35 -1.28 -1.42 -1.97 -1.02 -1.23 -1.07 -1.16
815 b -137 1.09 -1.25 -1.14 -1.50 -2.55 -1.05 -1.50 -1.19 -1.42
PR 1.94 -243 -1.35 -152 -1.12 6.46 -1.63 159 -1.01 127
a8 Smoo 447 137 -1.16 -1.00 -1.20 -%%-1. -1.18 1.65 151 -1.01
1918 1o 3.74 -1.45 1.71 1.14 1.31 111 -1.01 110 1.06 1.32
priEgbet 252 -1.44 -1.20 1.04 1.36 1.07 -1.24 -1.16 -1.28 -150
P 2.19 1.47 1.66 1.26 122 1.07 -1.36 -1.26 -1.28 1.04
jg}g g;;?nelga 1.39 1.03 -1.02 -1.01 1.15 2.03 1.42 %gg %%g %.1(;9
) . ; 11 : . -1,
jg%? é7098é1%07mk 11'105 ;'%?1 711'3363 H)% %% —11'.2030 1 32 1.16 1'203 ].?g
ar 20 ; -1 -1 9 1.01 1.05 -1.05 .
4822 Nars 2.01 -1.09 1.23 1.01 110 1.5 wi S
i - - -1 1.09 1.61 137 1.02 . )
1553 vhe! —21 3% 110167 —} 8?1 11 0123 1.30 1.33 114 1.83 1.74 2.08
1558 465 16 133 1.26 1.05 1.01 -162 -1.23 -1.14 -2.25 -1.46
1558 Rangge CTORK 30 1.40 128 122 -1.07 1.21 -1 1.29 -1.12 1.69
1559 fonare 3'0-7 120 148 -1.04 -1.06 3.19 1.69 115 119 169
1550 WaE® 2.07 -1.14 -1.06 -1.09 -1.49 1.21 -1.03 -1.09 1.02 -131
1559 8 1.94 2.03 85 1.28 1.07 2.45 -1.10 1.50 -1.09 1.20
jg%% Elkf&m -1.13 127 -1.05 1.01 1.39 1.2 —1.051 %gg lgz Hg
] - ( - 1.27 -1.01 1.2 . ; .
4831 Setbp qﬁ. 1.18 1.02 1.05 2 - 128 10 10 e
1595 Ny %2? Hg }gé 1'%% }ﬁo? -1.23 -2.21 -1.20 -1.20 -1.48
o 1.03 -1.06 -1.33 -1.09 -1.03 -2.17 113 -1.41 -1.31 -151
in38 San 2.32 -1.21 -1.33 1.03 -1.03 133 1.25 -1.29 -1.03 -1.40
1898 ooy 711 1.75 211 -1.13 -1.32 -1.06 1.29 1.25 -119 -1337
1539 Gndb; 1.77 -137 -1.05 1.00 -1.16 2.18 -113 -1.03 -1.22 -1.10
pr S e -1.21 127 -1.01 -1.08 1.40 -1.40 1.07 -1.10 -217 -1.09
pr R -2.02 -1.19 1.00 1.01 127 1.00 -1.21 -1.07 1.06 -1.15
1510 boor%y -117 115 1.23 -1.21 2.37 -1.13 -1.06 1.43 115 -1.02
Goay copmee 1.24 -1.53 1.41 1.58 1.60 443 1.33 1.91 2.33 2.32
154 Shutd -2.35 -1.90 -1.36 -1.22 -1.20 -1.13 132 1.00 118 1.03
1545 oo ' -1.21 1.64 -1.05 -1.97 1.47 -1.23 -1.4 -1.05 -1.39
P . -1.55 -1.25 -1.21 -1.31 1.06 -1.59 -1.05 1.22 1.07
1848 O 1.36 1.09 1.27 1.31 1.03 -1.36 1.02 -1.16 -1.17
prr N E -1.46 -1.29 -1.14 -1.24 -156 1.10 1.09 1.06 -1.26
180 S -2.22 -1.43 -1.09 -125 1.23 122 1.65 1.49 114
pr 1.88 1.25 1.07 2.15 -1.09 1.26 113 -1.47
iods & -1.37 -1.06 1.01 1.45 -3.12 -121 1.02 -1.07 -1.08
1580 £ 1.78 1.13 1.09 -1.10 1.40 1.76 1.22 1.02 1.22
150 Eae -1.30 172 -1.19 -1.06 2.83 -1.11 118 -1.18 1.29
152 hodh -2.16 -1.18 1.04 1.04 -1.10 -1.30 1.21 1.01 132
1555 Rhoos 2.02 1.56 115 -1.00 1.28 151 1.10 123 119 -1.07
a5 Lnosghae 1.30 116 1.32 1.1 217 -1.23 -1.13 -1.01 1.12 -1.31
jggg 5}253345 -2.73 -1.58 -136 1.19 -1.70 -1.04 -1.17 H% —H)Azl 721,1231
i -1 ( -1.37 -1.60 . -1 .
gg@/ Eﬁé?s Jgg 721'%55 —11'.0094 4.%4 -%1‘8- -1 .014 11'2511 11.019O 11.2165
. ( 1 -1 -1.06 1.05 -1, -1, -1,
2820 Toearae -233158 J1'0282 j1'1785 —11'0150 —1.%(1) -1.58 112 1.28 1.30 1.10
pr g 1.12 -112 -1.09 111 -1.05 -2.04 -1.33 -1.03 -1.04 1.03
1501 Pege -1.60 2.23 112 111 124 .11 1.08 1.46 119 127
1500 wase 257 -1.41 1.02 1.03 -133 1.44 1.05 1.04 1.02 1.08
jgg% \S/\t/gg;4 -2.01 -1.03 1.02 1.01 1.11 1.18 —1.3069 —H)g 1 gg 1W.w196
: -1, -1 - -2.73 1. -1, -1,
jggé tL’Qé‘?' 115162 —}'%{13 }'% 12.03zf1 1.19 1.40 ;;} 1.2% Hé
. ] 1 . - 1.12 . X .
P _ a1 jf?‘l —11'0001 —lﬁgg }](7)8 -1.14 -1.08 122 -1.26
jgg; E:é:gn =16 -155 1.01 1.36 114 2.29 -1.45 }.gg ;.gg ] gg
( . 1.48 1.26 1.14 X .
P }'83 —11 1025 ] %2 11% 158 1.46 115 1.04 119 1.19
pEL -2.02 -1.96 -1.88 -2.88 -1.68 1.24 1.43 112 -1.36 1.23
P ; 1.83 1.70 155 1.35 419 111 1.65 -1.33 1.27
1575 O %w 7 1.04 130 117 -149 1.56 2.67 166 177 137
da7a L2 1.02 3.18 123 -1.12 1.63 1.00 -1.14 -1.14 1.41 -139
prLr el -2.36 -1.24 -1.21 -1.30 -1.43 1.08 -1.09 -135 1.0 1.12
Pl 1.42 1.04 2.06 1.22 -1.27 -1.20 -153 1.45 -1.29 114
jg;g 8!??12‘93 118 1.09 1.26 1.04 1.78 1.35 2.32 21.07% 132241 11.8732
X i . . -3.29 -2.54 -1, -3, -1,
4878 Olfr1489 1.96 1.83 130 1.05 119 3. 25 L 82 whe
2580 Ol 408 s 7213%3 118120 11'5?72 Jw'%87 J1',1668 -1.47 -1 -1.21 -1.37
1887 Ofinase 1'4439 -1.39 1.07 -1.77 1.26 -1.32 -1.13 1.20 -1.76 -2.94
1550 oo 71' 9 -1.55 -1.29 -1.09 -2.56 1.13 1.61 -1.15 1.04 -1.34
PR - '84 -1.28 1.91 -1.45 -1.06 -1.30 2.17 1.08 -1.16 1.10
1553 ornegs :;'01 -1.22 117 -1.40 133 -1.02 1.10 -1.25 -1.16 1.01
1508 Troes -2.25 -2.14 -1.66 -125 -1.13 -3.48 -1.33 -1.23 1.08 -1.18
e 2.48 -1.06 112 1.04 -132 1.74 1.07 -113 -154 -1.74
1550 Anb 1.4 -1.29 1.04 1.79 -1.73 135 -1.15 -1.19 -1.03
ﬁggé ér%beanLZSZ 107 1.05 -113 -150 139 1.06 1.84 2123% 11.w076 1{2195
-3 -1 -1, -1.05 -150 1.07 -1, -1, -1
1500 omare? —?'4518 ,};g 11'1276 Jw',O(% 1.22 3.05 1.86 1.77 2.16 3.04
p 3.00 -1.21 -1.01 1.14 -1.19 1.12 -113 1.07 -1.17 -1.08
1592 o 2.63 -2.25 -1.08 -1.03 2567 3.24 -1.00 1.16 1.10 -1.08
1803 Wiona. -2.36 2.32 1.76 1.82 2.91 -2.19 2.1 2.07 1.04 1.54
jggi Ms‘gna -1.17 -1.36 1.04 1.00 1.06 462 1 4713 ] g% 21 0394 g%
_ _ 2 -
1858 Fopees’” om0 s 107 % pesare dor 16 120 i
1900 piss? 500 -1.38 -1.06 -1.03 -1.08 1.05 1.05 1.03 1.03 1.08
jgg; Eitsfn 2.03 2.42 1.71 1.93 1.51 1.10 w.gg 11.00% 1(5)3 1{1136
. I -1 - - 69 1. -1 ; 1.
4899 Stambpl1 1.25 -1.09 1,10 127 1.96 2. T st
4900 itz 2.27 -1.41 1.50 1.24 -1.22 1.39 1.05 1.42 1,15
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No. Genes 1D_MT 1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
T TFiE T12 T.49 7.00 } T.68 7.69 727 797
4902 Ifit3b 1.08 1557 1.07 114 2.17 -1.14 1,51
4903 [fit1 114 2.19 -1.03 -1.26 01 -1.14 2.64
Kif20b 3.27 1.25 2.19 1.26 -117 2.36 -1.04 1.44
Hectd?2 -2.50 -1.58 -1.34 -1.71 -139 -157 -1.5 -1.84
Kif11 2.20 -1.04 2.12 1.31 1.03 3.24 -1.20 1.42
Cep55 442 157 1.64 1.09 -2.05 1.30 -1.82 -1.43
gi‘W 1.28 139 1.62 1.34 -1.39 -157 -2.14 -158
Hells 0 128 2.65 117 1.39 2.19 119 1.61
Cyp2c55 mZP—mg 2558 1.01 134 1.37 133 111 1.31
Cyp2c65 1.27 1.07 135 1.15 -2.34 -2.63 -3.47 -3.16
Cyp2c66 1,565 1.01 217 1.44 1.03 -2.14 -1.65 -1.27
Cyp2c50 -1.15 -1.18 1.00 1.27 -1.17 -1.25 -1.71 -2.11
Pgam1 278 1.13 155 1.41 -1.02 1.25 -110 1.25
Marveld1 -2.10 -1.60 -1.31 -1.19 -1.26 -1.03 1.01 -1.34
Entpd7 -1.20 2.32 -1.09 -1.09 2.75 1.22 1.56 1.25
Gm10768 -161 -1.98 -1.99 -2.11 1.04 1.08 -1.07 127
Peol 2.09 -1.29 1.06 117 -1.06 -1.04 157 130
Btrc -2.44 -119 -1.28 1.02 147 -1.05 1.20 116
Pprci -1.04 139 1.05 1.43 1.22 133 1.08
Nolc1 -1.23 122 1.06 -1.19 -1.13 -1.06 -1.11
Elovi3 1.52 2.06 128 1.08 1.31 -1.12 111 -1.10
Gbf1 -1.66 -2.01 -1.20 -1.04 -1.02 -1.07 -1.02 -1.06
Sfxn2 221 -1.15 1.05 1.07 1.03 1.41 1.16 114
Cnnm2 -2.31 -1.35 -1.19 1.00 -1.08 -1.06 1.02 -1.00
Pdcd11 2.20 -1.10 -1.06 -1.20 1.13 1.27 1.09 1.26
Gstol 2.40 -1.07 1.01 1.01 1.09 138 1.19 1.73
Pdcdd -1.55 -1.31 -1.10 -1.05 -1.25 -1.15 -1.22
Acsl5 7.5/ -1.25 1.1 -1.08 -1.32 1.73 -1.11 -1.10
Tef712 -2.65 -1.64 -1.06 -1.07 -1.37 -1.21 -1.16 -1.31
Casp? 2.29 -1.16 1.23 1.22 -1.18 -1.24 -1.18 -1.33
Plekhs1 -2.07 -1.25 118 114 -1.09 114 -1.19 -1.09
Cede172 153 2.14 2.90 112 1.04 117 -1.31 -1.20
Pnliprp1 -1.33 .24 117 -2.35 -1.41 -1.45 -1.37 1.13
Grk5 -1.40 -1.62 -1.30 -124 -1.49 -2.07 -1.96 -2.28
Lrpb5 -1.67 1.12 -1.02 1.07 .11 -1.01 -1.04 -1.12
Tcirg1 217 -1.05 1.66 1.02 1.18 1.43 1.58 1.65
Aldh3b1 367 -1.03 -1.19 -1.08 -1.00 -1.23 1.20 -1.08
Carns1 -2.40 -1.17 -1.20 -1.11 -1.33 -1.66 -113 -1.41
Ankrd13d -3.18 -2.00 -1330 -1.31 -116 -152 1.07 -1.02
Peli3 -2.80 -1.03 -119 1.08 1.01 1.70 -1.02 1.19
-1.26 1.06 1.33 -1.40 1.04 1.01 -1.21
1.01 1.22 1.07 -1.37 113 1.07 -1.05
-1.15 -1.04 133 -1.12 1.06 1.10 1.10
-1.46 -117 1.02 1.19 -1.27 1.03 -1.20
-2.05 -1.99 -1.22 -1.08 118 134 1.23
1.03 -1.03 -1.02 -118 132 1.08 -1.25
-1.07 1.51 1.32 1.01 1.47 1.03 -1.06
-1.52 -1.39 -1.20 -1.48 -1.00 112 -1.08
2 1.46 -1.21 1.48 1.76 -137 -1.16
1.43 134 1.42 114 1.68 1.30 1.45
-1.25 1.04 1.07 1.02 1.39 1335 1.30
-1.21 1.48 112 -1.14 11 1,10, 116
1.50 169 1.60 -1.10 -1.04 -1.15 1.03
117 -1.43 -1.01 2.11 1.56 1.86 1.12
1.31 1.52 1.48 1.79 2.21 151 1.59
-1.91 1.84 1.12 1.07 152 -1.05 152
-2.04 -1.33 1.05 -1.17 -1.07 -1.07 1.02
137 2.18 139 -1.55 1.47 112 1.01
1.76 1.08 112 -1.40 -1.34 -1.23 -127
Tmem132a 1.60 -1.14 -154 1.04 -1.76 -1.02 -136
Cedc86 1.31 1.30 1.21 1.02 1.27 1.33 1.35
AW112010 : 71 -1.11 1.07 1.63 1.50 1.64 1.82
1700025F22Rik ; 112 -1.09 -1.48 1.27 1.47 117 -1.15
5 Msdab . 1.26 217 2.05 -112 -157 -1.40 -1.47
0lfr1423 . -1.10 147 -1.51 1.34 1.52 2.2 1.12
0lfr262 ; -1.24 -1.51 1.13 2.02 -1.07 -1.18 1.38
Olfr1436 . 1.53 112 1.82 -1.41 1.07 -1.92 -1.05
Olfr1437 ] -1.18 -1.87 -2.13 -158 1.35 -1.36 -1.29
-1.44 1.39 1.24 -1.06 1.25 1.46 1.59
1.81 112 1.24 -2.07 -1.96 -2.19 -1.65
2.81 1.15 164 1.46 1.40 1.50 -1.15
-1.86 -1.62 -2.01 -1.40 1.64 -120 -1.16
-154 -151 -1.12 -1.09 1.05 1.04 -1.00
1.07 1.79 1.29 -1.44 1,51 -1.33 114
-1 -1.09 -1.06 1.13 -1.00 1.74 1.25
1.70 1.52 1.44 1 1.06 -1.07 117
1.25 -112 -1.40 -1.49 -1.49 -1.43 -2.06
-1.32 1.10 -1.05 1.04 -1.13 -1.20 -1.11
1.58 1.70 1.34 110 -1.10 -1.04 -1.08
-1.36 -1.22 1.09 -1.14 -1.04 1.03 -1.02
1.20 -1.07 1.09 -1.50 -1.25 1.05 -1.29
D ) -1.65 134 117 1.42 1.59 138 1.40
Ppp1r2-ps3 -1.49 -1.14 -136 -1.15 -1.23 -1.47 1.02 -1.07
5 Prkg1 1.67 1.50 -1.07 1.02 -111 1.1 1.30 1.10
Gm5097 ~155 -1.17 -1.24 -1.61 1.81 2.42 125 156
Acta2 ~18.25 -1.80 -111 -1.47 -127 1.08 1.08 113
Lipa ~2.13 -1.27 -1.41 -1.12 1.1 -1.01 -1.02 -1.11
Ifit1bI2 212 1.61 1.06 1.24 -1.72 -1.71 -1.64 -1.20
Ankrd1 2.25 118 118 132 1 % 1.16 114 1.03
Pop1r3c -1.26 -1.53 -1.37 1.0 -1.18 135 -1.17
Ide -HPZ, 5 -1.40 1.13 -1.02 -1.09 1.03 -1.09 -1.11
Noc3l 3.07 1.21 114 1.00 1.24 1.12 1.17 1.10
Pdiim1 2.71 -1.25 1.01 -1.02 1.03 1.45 -1.77 -1.01
Aldh18a1 1.04 -1.74 128 -1.07 -1.17 134 1.04 -1.45
ctn -1.41 -2:63 -1.26 -1.01 113 127 1.46 1.91
érhgap19 1.76 1 2063 z.gezs 1.4312 1 209 1.302 1.21 1 gi

ol 9 -1 1 1 : -1.07 -1.05 125 1

Exoscl %%- 1.22 1.04 -1.03 -1.15 -1.11 -1.22 -1.11 -1.09 -1.30
Sfrp5 1.30 1.39 1.35 1,10 211 117 117 1.05 1.08 -1.04




No. Genes 1D_MT 1D_ABS5 1D_ABS10 1D_PLA10 1D_PLA20 8D_MT 8D_ABS5 8D_ABS10 8D_PLA10 8D_PLA20
5007 Pyrox =220 =201 =143 =145 753 7.30 =130 .05 =135
5002 Got1 qg- -1.63 -1.05 1.02 -1.64 1.28 -136 1.01 113 1.10
5003 Slc25a28 2.21 -1.14 -1.06 1.05 -1.00 138 1.07 -1.15 -1.16 -1.16
5004 Erlint 2.76 -1.31 1.28 1.26 1.04 -117 -1.06 -1.15 1.19 1.04
5005 Scdl -1.30 -2115 -1.08 1,56 1.92 2.56 -1.30 1.46 154 1.72
5006 Fbxw4 -2.01 -1.34 -1.34 -1.04 -1.38 -1.58 -1.31 -1.03 -1.06 -1.27
5007 Npm3 1.63 433 -111 -1.30 117 -1.36 4.75 1.03 -1.05 1.28
5008 Ldb1 -2.01 -1.29 -1 1.04 1.29 -1.30 -1.03 -1 -1.06 1.00
5009 Pcgf6 2.80 -1.22 139 154 1.02 1.26 1.04 1.37 1.10 -1.10
5010 Usmg5 117 2.09 -1.12 -1.04 -1.00 -1.08 1.55 1.01 1.03 -1.02
5011 Calhm2 -1.12 123 -1.16 1.02 -1.19 -1.19 -2.02 ~154 -1.94 -1.92
5012 Sorcs1 117 1.38 1.19 1.10 1.69 -113 217 1.41 1.07 1.36
5013 Gm10197 -1.04 1.13 -1.07 -1.01 -1.01 -1.38 -111 -1.05 -2.06 -1.24
5014 Ablim1 -2.60 -2.30 -1.10 -1.07 -1.28 -1.00 1.08 1.46 1.46 137
5015 Shin1 1.27 1.02 1.22 -1.09 1.14 -2113 -1.70 -1.25 -1.36 -1.86
5016 Rab11fip2 -2.01 1.00 -1.14 -1.15 -1.02 -1.92 1.07 -1.20 -1.35 -155
5017 Sfxnd 1.24 -1.29 -1.09 -1.06 -1.77 -1.09 1.13 1.09 -1.08
5018 Prdx3 -1.15 137 -1.02 1.01 -2.24 -1.03 -1.24 1.05 1.03 1.14
5019 5830428H23Rik -2.23 113 -1.18 -1.06 1.08 -1.33 -1.06 -1.29 1.07 1.09
5020 Tmem179b -2.06 114 -1.13 -1.01 -1.28 -1.23 -1.25 -1.02 -1.05 -1.31
5021 1111ra2 1.41 -1.37 -1.01 -1.22 -2.60 1.03 -1.21 -1.07 -1.05
5022 Ccl27b -2.34 1.04 -1.19 -1.01 -1.00 -1.88 -1.04 -1.55 -1.22 -1.35
5023 Ccl27b -2.34 1.04 -1.19 -1.01 -1.00 -1.88 -1.04 -1.55 -1.22 -135
5024 1111ra2 8 1.19 -1.42 -1.06 -1.23 -255 1.13 -1.09 -1.01 1.01
5025 A430089119Rik —1.1 1,01 -1.20 1.26 -118 -152 -1.94 1.43 -158 -2.11
5026 C87414 -1.00 1.24 -1.84 -1.26 -1.23 1.80 1.37 2.02 1.13 1.23
5027 Vmn1r63 -1.01 -114 -2.06 -175 1.09 1.15 1.16 157 -1.12 2.30
5028 Pisd-ps3 -2.96 1.01 -1.20 1.04 -1.14 -1.37 1.01 -1.15 1.01 7.01
5029 Tmlhe -2.14 -1.12 1.02 -1.08 -1.16 -1.03 1.08 1.07 1.09 1.16
5030 Vsig10l -2.60 -2.01 -1.23 1.27 -1.17 -1.73 -1.33 -1.16 -1.23 -1.37
5031 Amot -3.22 -1.38 -1.13 -1.05 1.21 -1.16 -1.24 -1.01 1.12 -1.18
5032 Psd3 -2.46 -1.40 -1.14 -1.15 113 -1.00 1.06 1.10 1.01 1.08
5033 Defa-rs2 -1.02 -1.17 2.19 -1.03 -1.25 -154 1.3 -1.22 ~1.14 -1.33
5034 Pemt 1.40 1.21 -1.10 -1.17 -2.42 1.06 1.05 137 -1.07 -1.55
5035 Pemt -1.20 1.02 -1.35 -1.28 -2.18 -1.02 123 1.28 -1.10 -1.62
5036 Pemt 1.52 1.36 -1.01 -1.02 -2.08 1.22 -1.14 -1.03 -1.07 -1.21
5037 E2f3 3.25 -153 -1.22 -1.04 1.22 1.36 1.41 -1.08 -1.23 -1.84
5038 Rora 117 1.09 1.03 157 114 -139 2.06 1.32 1.80 1.65
5039 2010111101Rik -2:56 -153 -1.25 -150 -1.45 1.1 1.34 1.29 1.62 1.37
5040 F630003A18Rik -1.68 1.26 1.31 -2.20 -1.17 1.40 1.06 2.03 1.04 1.85
5041 Ahsp 1.23 1.45 -1.14 1,51 215 -1.18 -1.08 -1.07 -1.40 -1.14
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